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<212> 
<213> 



DNA 

Homo sapiens 



<400> 1208 
ctggggtctg gaagcagtgt 



20 



<210> 1209 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1209 

agtgtgacgg cactgagctg 20 



<210> 1210 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1210 

ccctgtagac ggcatggaa 19 



<210> 1211 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1211 

catgatttca tctcgctcaa gg 22 



<210> 1212 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1212 

ggctctttcg cagctgttct 20 



<210> 1213 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1213 

gacagtggag cagccaacac 2 0 



<210> 1214 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1214 

cctgccaagt gttttcatca ca 22 
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<210> 1215 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1215 
ccccttccca aggagcttt 



<210> 1216 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1216 

accccacacc tctacctcag c 



<210> 1217 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1217 

gttgggtaac gccagggttt 20 

<210> 1218 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1218 

cgcaccaaaa gttgtgcgta 20 



<210> 1219 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1219 
tccgggctag taggtgatgg 



<210> 1220 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1220 
ttttcccctt ttcccagtcc 



<210> 1221 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1221 

catcagggcc aattggaaag 20 



502 



WO 2004/042346 



PCTAJS2003/012946 



<210> 1222 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1222 

atggggacgg taacgactca 2 0 



<210> 1223 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1223 

gtcatttctg gcacgggaag 20 



<210> 1224 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1224 

ggggagtgtg gtgatggagt 20 



<210> 1225 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1225 

agccctgggt cttcaggaac 20 



<210> 1226 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1226 

ctggggtagg ggagaggtgt 20 



<210> 1227 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1227 

gaaagggaag caggctcaag t 21 



<210> 1228 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 1228 

tcatgtggcg atcttgacct t 21 



<210> 1229 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1229 

ccatgatgag gaaggttgag c 



<210> 1230 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1230 

ttgagggagt agtggaatga aaaca 25 



<210> 1231 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1231 

acactcaggc ctggagaagg 2 0 



<210> 1232 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1232 
tttcgaagcc cttggagatg 



<210> 1233 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1233 
tgctgcaccc tcttcatcag 



<210> 1234 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1234 

ggcaagcaca acccacagat 20 



<210> 1235 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 1235 

tccttgtcga tctccgggta 20 



<210> 1236 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1236 

gttgtcctcc tccggcttct 20 



<210> 1237 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1237 

ggccaggagg gtatgtcctt 20 



<210> 1238 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1238 

ccctttcaat ccagcaagca 20 

<210> 1239 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1239 

cagagggccc tgtctctgaa 20 



<210> 1240 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1240 

tcatcccata gtggggaagc 20 



<210> 1241 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1241 

ttaacacccg gaagggtgaa 20 



<210> 1242 
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<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1242 

gactggagcc atgaggtcgt 2 0 



<210> 1243 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1243 
gctgctgcct cgactttctc 



<210> 1244 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1244 
ccagaggaag ggtgtgctct 



<210> 1245 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1245 

ttaagcccta agtgatactg cctca 25 



<210> 1246 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1246 

ttaggaattg atgctggtta gtgct 25 



<210> 1247 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1247 

gcggccgtca ttaattcaaa 20 



<210> 1248 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1248 
atttgccttc agccacatcc 
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<210> 1249 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1249 
ggtggttcgc cttgaactga 



<210> 1250 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1250 
atcaggtgac cgctttggaa 



<210> 1251 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1251 
gcacaggaac acggtctgaa 



<210> 1252 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1252 
aggggtggaa tgaggcaaat 



<210> 1253 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1253 
ccacagctgt cgctgtcttc 



<210> 1254 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1254 

aaatacaaaa caaattcaca aattactctc aa 32 



<210> 1255 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1255 
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ttggcattag actcacatca tctgt 25 

<210> 1256 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1256 

aaaccagaca aacgaataac acaca 25 

<210> 1257 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1257 

aggattatat caacagcgat gaactg 26 

<210> 1258 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1258 

ccgagcccga taaatggta 19 

<210> 1259 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1259 

tcccctccct gtagagacca 20 

<210> 1260 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1260 

catcctctca agggcatggt 2 0 

<210> 1261 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1261 

tcccacattc ctgacattgg t 21 

<210> 1262 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1262 

cacagccctg aacaaaagca 20 

<210> 1263 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1263 

gctatttcag gtggggctga 20 

<210> 1264 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1264 

aatccaggcc aaatgggtaa a 21 

<210> 1265 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1265 

aaaggctcca gggctcctaa 20 

<210> 1266 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1266 

tccatgtcca agccttccat 2 0 

<210> 1267 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1267 

atgcaaatcc agggtgcagt 2 0 

<210> 1268 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1268 

caggagtcaa agggcacgat 20 

<210> 1269 
<211> 20 
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<212> 
<213> 



DNA 

Homo sapiens 



<400> 1269 
cacgcattgc acttttcctc 



20 



<210> 1270 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1270 

acaaatctgt acccaatcgt tattgtt 27 



<210> 1271 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1271 

tcaacattga caaagcagga tea 23 



<210> 1272 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1272 

cccacaccgt acatgcctct 2 0 



<210> 1273 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1273 

tggcactctt tccagtgact gtt 23 



<210> 1274 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1274 

agcctccctc ecttagegta 20 



<210> 1275 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1275 

atgcccaggt aggaccctgt 20 
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<210> 1276 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1276 
cctcacattc cctccccatt 



<210> 1277 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1277 
ctgggcaggg cttattcctt 



<210> 1278 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1278 
aaggctgcat tctgggtttg 



<210> 1279 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1279 
gccatgctac ccggtatgac 



<210> 1280 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1280 

tgatttaaaa tagggctggg aaaa 



<210> 1281 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1281 
cgatgtcatg tgatgcacga 



<210> 1282 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1282 

gcaaagaaga gcttaagcac cag 
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<210> 1283 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1283 
cgtaaggcac agctgcaaaa 



<210> 1284 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1284 
gtggaacacc ctgacgaagg 



<210> 1285 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1285 

tgcctgacag taagtgctca aaa 



<210> 1286 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1286 

aaattctttg cttgttagtg accttga 



<210> 1287 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1287 

cttggctcag tatgcaacct ttt 



<210> 1288 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1288 
acacctgtgc ctgggagaag 



<210> 1289 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1289 

gttctctctc tggccgatgc 20 



<210> 1290 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1290 

tgtttctaac ccataagtgc ctca 24 



<210> 1291 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1291 

aaagcccaca gccaagtcag 20 



<210> 1292 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1292 

cacagctccg atgaccacaa 20 



<210> 1293 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1293 

ggtccttgta gacccgacga 20 



<210> 1294 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1294 

agcaggaaat gcctgtgctc 20 



<210> 1295 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1295 

tcagttcgtg ggaccctttc 20 



<210> 1296 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 1296 

gggccttaaa actgccaagg 20 



<210> 1297 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1297 

gcctgagcga gaggatgttc 20 



<210> 1298 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1298 

gaaggcgttg aacgagatgg 20 



<210> 1299 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1299 

tcccaatcta atttaaaccc tcataaca 28 



<210> 1300 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1300 

agcttcccag ccctagcaaa 20 



<210> 1301 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1301 

ccaaggaggt tgggaagagg 20 



<210> 1302 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1302 

tcatgtgcac gaggaagctc 20 



<210> 1303 
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<211> 
<212> 
<213> 



20 
DNA 

Homo sapiens 



<400> 1303 
ttgcaaagcc tttcacagga 



20 



<210> 1304 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1304 

accagcacag aacccaaagc 20 

<210> 1305 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1305 

gggagcgtat ctcaggcaga 20 



<210> 1306 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1306 

cacccataca ggacgcacag 20 

<210> 1307 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1307 

gaatcccggc cactgatgta 20 

<210> 1308 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1308 

taacatttgc ttcggcatgg 2 0 



<210> 1309 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1309 

tcccaactgc aaaccctcat 20 
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<210> 1310 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1310 

ttgagctggt gggtgcatta 20 



<210> 1311 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1311 

cgctgtattc tcgccagtga 20 



<210> 1312 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1312 

caacacgcac atctgggaac 20 



<210> 1313 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1313 

aagcatttcc gcacactgg 19 



<210> 1314 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1314 

acgacgtcca ccttttcctg 20 



<210> 1315 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1315 

ttgcatgaga agcacctcca 2 0 



<210> 1316 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1316 
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tcagaaagct ttgactactg tttctcc 27 



<210> 1317 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1317 

atggctgcca agatggaaag 20 



<210> 1318 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1318 

ggcaacccta gccacacact 20 



<210> 1319 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1319 

cacagagaag gaggccttgc 20 



<210> 1320 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1320 

gccagctcca gatggacatt 20 



<210> 1321 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1321 

cgtgtgttgc atcgtgtctg 20 



<210> 1322 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1322 

cgctttgggg catctaattg 20 



<210> 1323 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1323 

cgctcagctt tggcttcttc 20 

<210> 1324 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1324 

gaggtctgct tgcacccact 20 



<210> 1325 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1325 

cagaccctgt gtggcagtgt 20 



<210> 1326 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1326 

cacattgggc actgctgaaa 20 



<210> 1327 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1327 

tgatggggat cggggattgc a 21 



<210> 1328 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1328 

tcctgtaaca atgcatctca tatttggaat ga 32 



<210> 1329 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1329 

cgtccagcct gggtcggggt 20 



<210> 1330 
<211> 32 
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<212> DNA 

<213> Homo sapiens 

<400> 1330 

tgaactcttc aatctcttgc actcaaagct tg 32 



<210> 1331 

<211> 35 

<212> DNA 

<2 13 > Homo sapiens 

<400> 1331 

ccaatcaagg tataacacac aaatgttatc tgcgc 35 



<210> 1332 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1332 

tgccattccc gctggcttgg 20 



<210> 1333 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1333 

ggccgtccac cacagcatgg t 21 



<210> 1334 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1334 

tgccctgatt tgaagggaaa agggatg 27 



<210> 1335 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1335 

ggacggcgac agaaattgca ggc 23 



<210> 1336 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1336 

ccctgactcc cccgtcccca 20 
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<210> 1337 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 1337 

gggcgtacac tttcccttct caatctctca 30 



<210> 1338 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 1338 

tcacagcatt ggcattatct gagatggtga 



<210> 1339 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1339 

aaggtttcaa cctaatggag ggatgagaag atca 



<210> 1340 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 1340 

gggtcctatg ctactgttgc actctccaca 



<210> 1341 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1341 

ggcagactcc ttgccaacgg gtattg 



<210> 1342 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1342 

ccaatccatg aggatggtga aatgatgg 



<210> 1343 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1343 

ggccaagaaa gcattttcac ctcctgc 
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<210> 1344 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1344 

tcccaacaag ccccctgcag aa 22 



<210> 1345 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1345 

tgaaagccaa aggctccagt caeca 25 

<210> 1346 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1346 

ggttttccca tttgtggagg gega 24 



<210> 1347 
<211> 28 
<212> DNA 

<213> Homo sapiens / 
<400> 1347 

ccagcctcag aggaagagga tttttegg 2 8 



<210> 1348 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1348 

gcagtgccgc acttggagat ttgg 24 



<210> 1349 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1349 

gtgttatacg atgaacatgc cacatgettt ca 32 



<210> 1350 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1350 

cctgggccac cccagcacac 20 



<210> 1351 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1351 

tgcaaatggt tacttccaga taacggcca 29 



<210> 1352 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1352 

gcctgtcctc aaggctgctg cc 22 



<210> 1353 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1353 

tccactgagc cctgctgcct ca 22 



<210> 1354 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1354 

tgggctccct gggagtcccc 20 



<210> 1355 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1355 

agcccagacc caggcctgcc 20 



<210> 1356 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1356 

ccgccacagt gtcgtggtgg tc 22 



<210> 1357 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 1357 

gcaggccacc cagcacaccc 20 



<210> 1358 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1358 

tcaccctggg ggccctcctg 20 



<210> 1359 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1359 

ggccaaagga agtgacccct egg 2 3 

<210> 1360 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1360 

tctccagggc ctccgcacca 2 0 



<210> 1361 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1361 

accaccttgg agccgtgcgc 20 



<210> 1362 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1362 

ccaactacta aactggggga tattatgaag ggee 34 



<210> 1363 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1363 

cctggactgt ttcctgataa ccataagaag accc 34 



<210> 1364 
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<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1364 

tgggtccagg ggtaaacaac gagga 25 



<210> 1365 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1365 
tggggttgcc catgatggca 



<210> 1366 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1366 
tgtccagcga cgcctgcagc 



<210> 1367 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1367 

cagccgctcc tcaagcactg gg 



<210> 1368 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1368 

ggccctcaac caccacaacc tgc 



<210> 1369 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1369 

gccctctcac agtggaatgg agagca 



<210> 1370 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1370 
caaccaggcc aggtgggcca 
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<210> 1371 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1371 

tggtccgggg tgcattatct ctacagtca 



<210> 1372 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1372 

cctccggaat tcattccagt caccg 



<210> 1373 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1373 

tgttcagtct gaagtttgcc agtttggcc 



<210> 1374 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1374 
cccacgcaca agggagccca 



<210> 1375 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1375 

tgtccctccc tccttcagag agtggg 



<210> 1376 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1376 

gcgattactc agggcccggc tg 



<210> 1377 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1377 
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cccccggggc acaaggaaga 2 0 



<210> 1378 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1378 

tcccagggtg ggcacatggg 2 0 



<210> 1379 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1379 

cagtggggca gtggggtccg 2 0 



<210> 1380 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1380 

tgacctaact tcaggagcgt ctgtgagaca tg 32 



<210> 1381 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1381 

tgacccaaac atcatacccc aatagtgca 2 9 



<210> 1382 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1382 

tttattcctc ccaactacca ctggcgctt 29 



<210> 1383 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1383 

tgcttttaag ttttggccaa ctgccga 27 



<210> 1384 

<211> 22 

<212> DNA 

<213> Homo sapiens 
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<400> 1384 

tgggggaggt gcaaccttct gc 2 2 

<210> 1385 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1385 

gcctccccca gggggcttgt 2 0 

<210> 1386 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1386 

tggatcggga ttggaatccc ttaagca 27 

<210> 1387 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1387 

ccattatggg gaccttcacc tgcttca 27 

<210> 1388 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1388 

atgcccatgt gcaagggcgc 2 0 

<210> 1389 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1389 

catccatttc tcttcttcag gaagatcgtg ga 32 

<210> 1390 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1390 

tcccaccatg gctgtggccc 20 

<210> 1391 
<211> 26 
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<212> 
<213> 



DNA 



Homo sapiens 



<400> 1391 

ggagcttcct ttcacacaca ggcctg 



26 



<210> 1392 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1392 

tcaggagacc tgggcccagc a 21 

<210> 1393 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1393 

ttcgacctga gcctgcggag aga 23 



<210> 1394 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1394 

ggaaacaaaa ctggcagttt gtccatttga a 31 

<210> 1395 

<211> 20 

<212> . DNA 

<213> Homo sapiens 

<400> 1395 

tggagggggc agcgtgctgt 20 



<210> 1396 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1396 

ccgagcgcgc gaatctccag 20 

<210> 1397 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1397 

aggtgggccg gtcctctggg 2 0 
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<210> 1398 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1398 

aacaccttac aagggcggag aagcca 



<210> 1399 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1399 

tgggccctcg ttgcatttgg tg 



<210> 1400 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1400 

tgggtagtgt ttcaggcata ttttgaatac atcga 



<210> 1401 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1401 

tcattattcc gtaattcaac acagcactac ca 



<210> 1402 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1402 

tgtacactgg ataaagaaaa ccatgaaacg c 



<210> 1403 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1403 

ccatccctta aatcctcagg tcacaacca 



<210> 1404 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1404 

tcccttcacc ttcgctgcca ca 
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<210> 1405 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1405 

aaccccatct ggtcagtgcg gc 22 



<210> 1406 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1406 
cgctgcctgg gtgcgactgc 



<210> 1407 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1407 

ccccaacggt gacaaacaca ctca 



<210> 1408 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1408 

tgccatggac agaagaaggc agca 



<210> 1409 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1409 

cacagccctg gcctctgctc aact 



<210> 1410 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1410 

tccatacagc actgctggag gaagagga 



<210> 1411 

<211> 32 

<212> DNA 

<213> Homo sapiens 
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<400> 1411 

caagatccca aaatccaaac tgattgactg ag 32 

<210> 1412 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1412 

tgcactgtga caagctgcac gtgg 24 

<210> 1413 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1413 

tcctctttgg ccacaagaat aagcagca 28 

<210> 1414 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1414 

ccaccaaaga actgtcagca gctgcc 26 

<210> 1415 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1415 

tcctcagtca agttcagagt cttcagagac ttcg 34 

<210> 1416 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1416 

caaaggcaat tcccacaaaa gctggc 26 

<210> 1417 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1417 

aaaacagctg gagagtccca gccg 24 

<210> 1418 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 1418 

acattgacat gggtgggttt 20 



<210> 1419 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1419 

tccttgtgat tggtggtgaa actttctttg c 31 



<210> 1420 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1420 

tgctgtgtaa caagttaggg tggacttgct g 31 



<210> 1421 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1421 

tgagaaaaat tcaaaagaat cgaaaggttg ca 32 



<210> 1422 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1422 

ccagcatttc tataccactt tgggctttgg t 31 



<210> 1423 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1423 

tggaaaatgt gcaatatgtg atgtggcaa 2 9 



<210> 1424 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1424 

tgcaagggct ctgtgacaag gaagga 



<210> 1425 
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<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1425 

cggcaaatgt agcatgggca cc 22 



<210> 1426 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1426 

tggattacct tttgtcaaag catcatctca aca 



<210> 1427 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1427 

ccctccatca tcgacactgg tctagcc 



<210> 1428 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1428 

tggcaggggt ggctgcctca t 



<210> 1429 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1429 
tcatgggttt ggctgccccg 



<210> 1430 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1430 

cccctatggg gatggtccac tgtca 



<210> 1431 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1431 

ggcaagagac tggactgaga ctttgtgaga aa 



533 



WO 2004/042346 



PCT/US2003/012946 



<210> 1432 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1432 

ccgtgtgaac caaacaatct cttttcaaaa ca 32 



<210> 1433 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1433 

catctgcagc cagttagtgc cacctga 27 

<210> 1434 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1434 

gctgatgatt tagagtgctg tccggtgg 2 8 

<210> 1435 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1435 

cccaaattct ttcagtggct 20 



<210> 1436 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1436 

caaggcacca cacaacccag aaagga 2 6 



<210> 1437 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1437 

cactcggcat ttaaaatgtg ctgtcaaaac a 31 



<210> 1438 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1438 
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gggattcccc taacctcatt ccccaa 26 



<210> 1439 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1439 

tgtgtcaggt gaccctgatg aaaacatagc a 



<210> 1440 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1440 

gcccttggcc tgaagtccca gc 



<210> 1441 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1441 

caagcctcat tcccaacctg cacct 



<210> 1442 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1442 
tgctggggct ccccatttgc 



<210> 1443 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1443 

caaggcatgg cgtagagggt gctg 



<210> 1444 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1444 
acaaccccct cctcggcccc 



<210> 1445 

<211> 34 

<212> DNA 

<213> Homo sapiens 
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<400> 1445 

caggggtaac tccagaaagg attgatatct gtga 34 

<210> 1446 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1446 

tgccttacaa gaaagacata aaatgtccaa ggga 34 

<210> 1447 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1447 

ccactggggt tcaggcccca 20 

<210> 1448 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1448 

ctggcctcgc gctgctgctt 20 

<210> 1449 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1449 

ctcaaacctg aaatcagaag agggccatg 2 9 



<210> 1450 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1450 

gcagcccctc gtgctgcaca 20 

<210> 1451 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1451 

tcccgtggga tactatttca gacgtgca 2 8 

<210> 1452 

<211> 29 
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<212> DNA 

<213> Homo sapiens 

<400> 1452 

tcctgtacct gctcccaatc tgtgttcct 29 



<210> 1453 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1453 

acgaagcatc cacagatccc tcaaaaca 28 



<210> 1454 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1454 
cccggatgaa cgccgctcct 



<210> 1455 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1455 

ccggctcgag gacgtggagg at 



<210> 1456 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1456 
tcgtgatggc ctggccctgc 



<210> 1457 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1457 
gcctgggaac aagggggcca 



<210> 1458 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1458 

tcaggtggtc aatggccagc acc 
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<210> 1459 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1459 

tggcttggat ttggggttac agcca 

<210> 1460 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1460 

gaaaatgcac aaactgtcaa aattcatcat cgtg 



<210> 1461 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1461 

tcctgggtgg gtgcagcctc a 



<210> 1462 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1462 

gggactgcag ttgtggctgc ca 

<210> 1463 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1463 

tcttggcata cggagcagag ctgga 

<210> 1464 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1464 

gggggcctgt tggcttttcc ttttc 



<210> 1465 

<211> 29 

<212> DNA 

<213> Homo sapiens 



21 



22 



25 



25 



<400> 1465 

ggcagtgtca taggcagtat cctgcacag 29 
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<210> 1466 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1466 

gaggggaccc tctggcccga 2 0 



<210> 1467 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1467 

tggagggata tcaggtcatc attgtgtatc aaaa 



<210> 1468 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1468 

tgtgtctgcg atggtcgtct cttactgg 



<210> 1469 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1469 

gggttctcgt tgcaatcctc ggtca 



<210> 1470 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1470 

gccatccaca tctcccgctt atcctc 



<210> 1471 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1471 
tcacccctgc tttgccccca 



<210> 1472 

<211> 26 

<212> DNA 

<213> Homo sapiens 
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<400> 1472 

tggaagccac ccgattcttg tatcgc 26 

<210> 1473 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1473 

gaggggaccc tctggcccga 20 



<210> 1474 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1474 

ccctggacca acccggccc 19 



<210> 1475 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1475 

gacggaagag aaattcactg gcgcct 26 



<210> 1476 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1476 

tcaaattctt ggccatcctg aaagggc 27 



<210> 1477 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1477 

cccaatctaa aggagcttct gccaaagga 29 



<210> 1478 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1478 

cccatcccgc tgccaggtca 20 



<210> 1479 
<211> 33 
<212> DNA 
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<213> Homo sapiens 
<400> 1479 

cagtggccaa ttttcatacc ctaagaagaa tga 33 



<210> 1480 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1480 

cattggggag cagagggccc a 



<210> 1481 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1481 

ccacgttgca aaatctgcaa atccca 



<210> 1482 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1482 

gggttttgac tgacgtgcat tcctctga 



<210> 1483 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1483 

tggaattgtc caagtcagca ccacagg 



<210> 1484 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1484 

aggggtggtg atctggctga ggg 



<210> 1485 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1485 

ccaaagtcca tttactcgag acagaaatga gtc 



<210> 1486 
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<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 1486 

gcgtccttct tcttcttgtc gtccttaggc 30 



<210> 1487 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1487 

tgggtgtcgc tgttgaagtc agagga 



<210> 1488 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1488 

ccggctgctt taatgagggc attga 



<210> 1489 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1489 

caaaggatgt gaggggaaaa aggggg 



<210> 1490 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1490 
cctcccagcc caaagcccca 



<210> 1491 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1491 

catgggggtg tggaggtggg ag 



<210> 1492 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1492 

gccttgtcat tgggcacaca acaacc 
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<210> 1493 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1493 

ggaaaaccag gctctccagg aatggg 26 



<210> 1494 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1494 

tcacgtgagg tagaggacag ttttctgtgt ca 32 



<210> 1495 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1495 

ccccaccccc ttaatcagac tttaaaagtg c 31 



<210> 1496 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1496 

cgcgtctgcc ccgcgaacta 20 



<210> 1497 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1497 

gccctctcca gactggtggg ca 22 



<210> 1498 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1498 

tctggagggc caggtggggg 20 



<210> 1499 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1499 



543 



WO 2004/042346 PCT/US2003/0 12946 

ccccagcaaa tgccaggggc 20 



<210> 1500 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1500 

ggccgttaat ttaatggggc caactttg 28 



<210> 1501 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1501 

gcagcccatg gcatttttct ttttacca 28 



<210> 1502 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1502 

tggtgccttt gggatcgact ggg 23 



<210> 1503 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1503 

gctcatcaga gtaggagagt tgtagcaaag gca 33 



<210> 1504 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1504 

aactcatcgt gatgatggaa acaagaatga tga 33 



<210> 1505 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1505 

tgccccagcc cttcccagag a 21 



<210> 1506 

<211> 26 

<212> DNA 

<213> Homo sapiens 



544 



WO 2004/042346 



PC17US2003/012946 



<400> 1506 

gggattgaac ccttgccatg agttcc 2 6 

<210> 1507 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1507 

gtctggagag aaggccttgc tccca 2 5 

<210> 1508 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1508 

ggggatgctg gagggccttc a 21 

<210> 1509 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1509 

cagaagggca tggagggtac ctacttattc ttca 34 

<210> 1510 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1510 

ctgcccagtg cacagcccca 20 

<210> 1511 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1511 

ccagagctgg acctgggacc tgc 23 

<210> 1512 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1512 

tcgggatggg tggacgtggg 2 0 

<210> 1513 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 1513 

gttccccagg tcccgccagc 20 



<210> 1514 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1514 

tgattgcttt ggtgcttaac ttgaagtggg a 31 



<210> 1515 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1515 

actggctgga acgtcggcgc 20 



<210> 1516 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1516 

cgtggggtgt gttggagtgt ggtg 24 



<210> 1517 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1517 

ttgaccagaa acccagggca ggg 23 



<210> 1518 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1518 

aatggagtgg gctcgggcgc 20 



<210> 1519 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1519 

acagctgaaa cccgcggggc 20 
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<210> 1520 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1520 

tggccctcca actcttcttt gcga 



<210> 1521 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1521 

aaaccgatat ccttcgcgta ctgacgga 



<210> 1522 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1522 

catgcactgg acactggccc tga 



<210> 1523 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1523 
gaaggcgtca aggccgcgtg 



<210> 1524 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1524 

tcaagcaaat gaggctggag ctgga 



<210> 1525 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1525 

ccactgtatt tcatttctgt gatgagttct gacca 35 



<210> 1526 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1526 

gcctcaggtg gagcagtgag gtagaca 27 
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<210> 1527 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1527 

tccggacagg cggctgtctc a 



<210> 1528 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1528 

ccatctctgt gccgtgcccc a 



<210> 1529 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1529 

tgctttgatg acacccaccg caa 



<210> 1530 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1530 

tttttcgttt aaagtagtct tccgtggttg ggaa 



<210> 1531 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1531 

tggaggagtg ggtgtcgctg ttga 



<210> 1532 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1532 

cactgctcag cggtggaggt gg 



<210> 1533 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 1533 

caccggagct tgtggccagc a 21 



<210> 1534 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1534 

tcgcttttgc tgggactttc aaagcc 26 



<210> 1535 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1535 

tgcggacgtt gagctctgtg gc 22 



<210> 1536 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1536 

gatgctagag aactggaagg ataacttggg gg 32 



<210> 1537 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1537 

tgccatcttc ctccttccgg cc 22 



<210> 1538 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1538 

gccctgttgt ggctggctgc a 21 



<210> 1539 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1539 

ccctttatca gggagtactt gtggtagacg teg 33 



<210> 1540 
<211> 23 
<212> DNA 
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<213> Homo sapiens 
<400> 1540 

tcaaccggtc agagccagag ccc 23 

<210> 1541 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1541 

ttcagcatgt tcacttgaag atccatcaga tg 32 

<210> 1542 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1542 

ccgtggtgat tttatagcat cctgggca 28 

<210> 1543 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1543 

cccaaggcta atcctagcca tctcctgc 28 

<210> 1544 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1544 

caagtggatg ggaagtaaag ccctatgtgt ca 32 

<210> 1545 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1545 

ctcaggcacc tgcgtccccg 20 

<210> 1546 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1546 

tcacgacgtt gtaaaacgac ggcca 25 
<210> 1547 
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<211> 
<212> 
<213> 



29 
DNA 

Homo sapiens 



<400> 1547 

tctaccgtca tggagcttct gtttccaca 



29 



<210> 1548 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1548 

tcgcccaggt agtggccgat ca 22 

<210> 1549 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1549 

ggaagtcttc ttggttatcc tggctttgga aa 32 



<210> 1550 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1550 

ccacaagcct gaaaatgcaa tgtcctg 27 



<210> 1551 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1551 

tcctgtgcca aatcatctgc agcaa 25 



<210> 1552 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1552 

tcaggatcaa tgactgaaat ttggccatg 29 

<210> 1553 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1553 

ccagcagggg aactctggac aggc 24 
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<210> 1554 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1554 

ggaggggaag gaggcaatgt ggg 



<210> 1555 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1555 

gcctctcgga ggagtcaaag gggc 



<210> 1556 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1556 

cccagcacct ggggaattct aagcc 



<210> 1557 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1557 

gcttgatttg tggaccagtg tcccca 



<210> 1558 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1558 

ccccctaaaa tcccactgta aacaaacatt teg 



<210> 1559 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 1559 

gacaaatgtt tttacatgtg gaatgtcaca tcaacc 



<210> 1560 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1560 
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20 



<210> 1561 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1561 

tgaaatgaga ggtggcccgt ggg 23 



<210> 1562 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1562 

gcccatccgc tcatggatgt cc 22 



<210> 1563 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1563 

gaggtacaca tttgaatgac aacaggggct c 31 



<210> 1564 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1564 

ccacgatggc cctgctggtc a 21 



<210> 1565 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1565 

cctccgcggc ctctttgttt gaa 23 



<210> 1566 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1566 

tgcttacact ggcctgattg gtggg 25 



<210> 1567 

<211> 36 

<212> DNA 

<213> Homo sapiens 
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<400> 1567 

tcaggctctg atacctgctt ttaaaatgga gctaga 36 

<210> 1568 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1568 

tctaccccca ccccgacccg 20 



<210> 1569 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1569 

ccccaccccc aattcttggc c 21 



<210> 1570 

<211> 20 

<212> DNA 

<2 13 > Homo " sapiens 

<400> 1570 

ccagcgcccg ctagcccact 20 

<210> 1571 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1571 

gcgcatatgc ggctgtgcca 2 0 

<210> 1572 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1572 

cgtccaggac acagccaggg c 2 1 

<210> 1573 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1573 

cagtggtcat tgtacagcac aagaatgaac aatg 34 

<210> 1574 

<211> 31 
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<212> DNA 

<213> Homo sapiens 

<400> 1574 

gagcagagac caaccttctc aaagttggtg a 31 



<210> 1575 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1575 

gccgtgagtt tttgctctta ctcccagg 



<210> 1576 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1576 

cagggaggac aaactctggg ctgga 



<210> 1577 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1577 
cacccggttg gtcccagccc 



<210> 1578 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1578 
tggctgctgc tgcctccgtg 



<210> 1579 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1579 

ggccagggtc tctggaagag aacttttca 



<210> 1580 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1580 
ccgtcgctgt ccacaggggc 
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<210> 1581 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1581 

cccgacaaca aaatgcctca agtgagg 27 



<210> 1582 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1582 
ggcccttgga cggcatggct 



<210> 1583 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1583 

cctgcagcca gcactggtac agca 24 



<210> 1584 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 1584 

tgcaaatgtc tttgcttgct tgtactcacg 30 



<210> 1585 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1585 

tcagatttca catgtatggc tctgtcctac tgct 34 



<210> 1586 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1586 

ccagagcatt ttccattaaa ccaattcttt gatca 35 



<210> 1587 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1587 

aacgtaatca tacctctagt catagca 



556 



WO 2004/042346 



PCT/US2003/012946 



<210> 1588 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1588 

cagctcactg tgaaggcttg agcctca 27 



<210> 1589 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1589 

cccttccccc gacctggggt 20 



<210> 1590 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1590 

ggatttctcc agcgcgtgag atctga 26 



<210> 1591 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1591 

tggctttggt gccatgactg cct 23 



<210> 1592 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1592 

tgggcacatc gtgaggggcc 20 



<210> 1593 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1593 

ctgtgaatca acagagcatg ctaccacttc agt 33 



<210> 1594 

<211> 29 

<212> DNA 

<213> Homo sapiens 
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<400> 1594 

tgagaaagtg aaattggggc ttgtggaga 29 

<210> 1595 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1595 

gtgggattgg ctcagttttg ccca 24 

<210> 1596 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 1596 

gagctgagat gctgtgcaac tgtttaaggg 30 

<210> 1597 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1597 

gtggggtcag caccatttgc tgg 23 

<210> 1598 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1598 

gccctggtgg ggtgacacgc 20 

<210> 1599 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1599 

aacttgtttt accccctctc ctcaacatct tgtc 34 

<210> 1600 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1600 

tggacttcct ttgtgattcc ttttcaatct cactc 35 

<210> 1601 
<211> 30 
<212> DNA 
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<213> Homo sapiens 
<400> 1601 

gcctttttct ttggaaatgc aactctgctg 30 

<210> 1602 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1602 

tggacaaacg gtcttgcaca aatgacg 27 

<210> 1603 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1603 

ccaaggtcac ctagcctgct ttttgcc 27 



<210> 1604 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1604 

ttcccaggct gcctctcctc acc 



<210> 1605 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1605 

tcctgggccc agtctcacac tgg 



<210> 1606 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1606 

agcttctttg cacatgtaaa gcaggcca 



<210> 1607 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1607 

tgggagcaga ggttcagccc ca 



<210> 1608 
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<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1608 

tgaggacaga ctgtggacac cccatct 27 



<210> 1609 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1609 

ctgtaagccc ccttttggat gccaaa 26 



<210> 1610 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1610 

ttcccctggt gctgaatgtg gaca 



<210> 1611 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1611 

tcatcaacaa caaacatgca gtttctttct ctga 34 



<210> 1612 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1612 

ttgattgcaa atggaggtac agtttctgcc t 31 



<210> 1613 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1613 

cgcaacaaca agcgcacgca 20 



<210> 1614 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1614 

tccaggaaga atttcatgtt tagagctgct gc 
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<210> 1615 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1615 

cgatagttgg gcatctgtat ttccacttgt gtg 33 



<210> 1616 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1616 

agaggggaaa acctattcta cccaacacag ca 



<210> 1617 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1617 

tgggcaactt ggggaagccc ct 



<210> 1618 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1618 

aagcgcttga ctatgtggcc egg 



<210> 1619 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1619 

tcagaaaaga aaagctcttt agactagcaa tg 



<210> 1620 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1620 

tcacaacctc ggagagaaga tggaccc 



<210> 1621 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1621 
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aggccagcaa caatgcccac ga 22 



<210> 1622 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1622 

tggggtgcca ctcgacgcg 19 



<210> 1623 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1623 

cgaagctgga gctgggagct eg 



<210> 1624 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1624 
acccggctgc gcaggtctga 



<210> 1625 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1625 

ggatttttaa ggggatccct atttatggee aaa 33 



<210> 1626 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1626 

ccaggacccg ategegateg 20 



<210> 1627 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1627 

aggctctget cgttccctct cccc 24 



<210> 1628 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 1628 

tgcgggcgca agcttatgtc c 21 

<210> 1629 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1629 

tttgctggct tatgatgtgt aaggcacca 29 

<210> 1630 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1630 

cgggggcctg aggccagtg 19 

<210> 1631 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1631 

cctctttgct gtttttcacc tactacgtca caca 34 

<210> 1632 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1632 

agaggctgaa gctcctcagc ttccaactc 29 

<210> 1633 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1633 

tgctctccaa cacctttgtt tagtagggaa aacc 34 

<210> 1634 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1634 

ggaaaagctc aagaaggctg ggagatga 28 

<210> 1635 
<211> 23 
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<212> DNA 

<213> Homo sapiens 

<400> 1635 

ggatggacgc ggacggaatt ctg 2 3 

<210> 1636 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1636 

aggaccaagg cccagccagc a 21 



<210> 1637 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1637 

tcctcctcac ttccctacct cacaacaaga a 31 



<210> 1638 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1638 

tgacaacaga gaccaaaaac aaccaccca 29 



<210> 1639 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1639 

tgccgagagg aattgtaagg ttgcca 26 



<210> 1640 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 1640 

cagaacctca cagacccaaa ggaacatcaa 30 

<210> 1641 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1641 

tggagttgaa aaacagatca agtcagggac ate 33 
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<210> 1642 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 1642 

tgtccagaat ctagtttgtg cagaaatgtt tcca 

<210> 1643 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1643 

cacagcctcg gtagcagcgg ga 



<210> 1644 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1644 

gttggccttt agggctgtgc cca 



<210> 1645 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1645 

ccagcccaca atttcaaata atgcaggaa 

<210> 1646 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1646 

aatgcacttc atgaaaagtt gtggctccc 



<210> 1647 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1647 

gcgccaaaga gtatcaggaa agcaagga 



<210> 1648 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1648 

tgccacttca ttggcaccta agacctg 
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<210> 1649 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1649 

cccctgtggc atccctggca 20 



<210> 1650 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1650 
cgccgccctt gtgctgctc 



<210> 1651 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1651 

gcagggaaag ggggttagtt attcattttt cagct 



<210> 1652 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1652 

caactgctcc acttcttttt gtttgagaac tctga 



<210> 1653 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1653 

ggcagctggg agatgatggt aaaaggct 



<210> 1654 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1654 

ccaaagagca aagctacaca aagaaaattc ctcag 



<210> 1655 

<211> 25 

<212> DNA 

<213> Homo sapiens 
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<400> 1655 

cacacaggca tgtgtgtctg catgg 25 



<210> 1656 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1656 

aagtgcagcg ttccttttgc 20 



<210> 1657 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1657 

ccggggtgac aagcagatac 20 



<210> 1658 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1658 

aaggaagcct cctccacgtt 20 



<210> 1659 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1659 

cagaagcaag gggctgaaaa 20 



<210> 1660 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1660 

caacccaccc ctccttcttt 20 



<210> 1661 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1661 

tcagggaatg aaggtgtcag aa 22 



<210> 1662 
<211> 22 
<212> DNA 
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<213> Homo sapiens 
<400> 1662 

tggctgagtt ctggtcaaag aa 22 



<210> 1663 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1663 

tctgtccatc atttcaccat cc 22 



<210> 1664 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1664 

ctcggtgggt gttcaaggag 20 



<210> 1665 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1665 

tgctcctttt ggtgactgga 20 



<210> 1666 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1666 

ggcctggtta gaggctggtt 20 



<210> 1667 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1667 

ctgtctctgc ctccctcacc 20 



<210> 1668 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1668 

ggagaagcgg cgataccata 2 0 



<210> 1669 
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<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1669 

gtcccacctg ggagaatgtg 20 



<210> 1670 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1670 
tcactcccag ttccctggac 



<210> 1671 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1671 
atccgccaca acctgagtct 



<210> 1672 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1672 
gtgtcctccc tcccctatgc 



<210> 1673 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1673 
ctgggccgtg actacaggac 



<210> 1674 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1674 
tcgtgcaatg gagattctgg 



<210> 1675 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1675 
ctaagccact gcctgctggt 
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<210> 1676 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1676 
atgtgggcca agatctccac 



<210> 1677 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1677 

gcccttcata atatccccca gt 



<210> 1678 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1678 

ggcattgtgt tcccaagttc a 



<210> 1679 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1679 
cgtctccctc tgccatcct 



<210> 1680 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1680 
gggaaggctc ctggttgtct 



<210> 1681 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1681 
acagaggccc tggaaaggac 



<210> 1682 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1682 
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tacctgacct ttgtgccctc a 21 



<210> 1683 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1683 
aagtccggtg gtttcggaat 



<210> 1684 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1684 
ggaatggaga gcacggtctg 



<210> 1685 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1685 
tttgcacagg tgttccctga 



<210> 1686 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1686 

tttgaatgac caagttctct tcattg 26 



<210> 1687 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1687 
cacctttgcc tttgctggac 



<210> 1688 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1688 
ctcccttgtg cgtgggtaag 



<210> 1689 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1689 

cttctccctc tgcccctctc 20 

<210> 1690 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1690 

gggagaggga catcctacgg 20 

<210> 1691 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1691 

ccagcctgga ggtgatcaag 20 

<210> 1692 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1692 

aagatgggtc tccgcacttg 20 

<210> 1693 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1693 

gccagtggta gttgggagga 20 

<210> 1694 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1694 

gccaataaag aaattaacac ccaaaa 26 

<210> 1695 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1695 

acccttccat ggtgtgatcg 20 

<210> 1696 
<211> 20 
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<212> 
<213> 



DNA 

Homo sapiens 



<400> 1696 
acctcacagg gaccctccac 



20 



<210> 1697 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1697 

ctggacaagc ttacatcttc ctca 24 



<210> 1698 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1698 

atccgtgacg acatgctgtg 2 0 



<210> 1699 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1699 

gatgccacct tcagcctctg 20 



<210> 1700 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1700 

ccacctggaa tcagggattg 20 



<210> 1701 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1701 

tcatcttgga gggaccaagg 20 



<210> 1702 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1702 

ggacatttgc cttgctgga 19 
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<210> 1703 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1703 

gggcccagca gttctatgac 2 0 



<210> 1704 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1704 

cctgccttgt gacaggatga 2 0 



<210> 1705 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1705 

ggcaactggt gaacggtaac a 21 



<210> 1706 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1706 

cccaaggcta agcaggaggt 20 



<210> 1707 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1707 

gggtcccaaa caactcagga 2 0 



<210> 1708 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1708 

cccaagtcag gctggagaga 2 0 



<210> 1709 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1709 

aacaattcaa gtgctgggct tt 22 
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<210> 1710 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1710 
cggtggctac cagacattga 



<210> 1711 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1711 

cagcagtttc aatgcaccaa a 



<210> 1712 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1712 

gacaactttc gcatttgctt ttattt 



<210> 1713 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1713 

gctttaatgg catgtcagac agaac 



<210> 1714 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1714 

agtcccagca ttgatgacag c 



<210> 1715 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1715 
cctgtttgcc atcctcttgg 



<210> 1716 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1716 

caccggctaa tggtgggtaa 20 

<210> 1717 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1717 

gtcgcccagt cctaccagag 20 

<210> 1718 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1718 

attccgttag acttgtcctc ctttt 25 

<210> 1719 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1719 

gacgaccatc gcagacacag 2 0 

<210> 1720 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1720 

ctgggagacc cgctgtttc 19 

<210> 1721 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1721 

tgggctaact atgcagagca tgta 24 

<210> 1722 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1722 

cgacaatgag cggggagata 20 

<210> 1723 
<211> 20 
<212> DNA 
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<213> Homo sapxens 
<400> 1723 

accactgctg ctgctgtttg 20 



<210> 1724 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1724 
ccctgaaggt gaaccgctta 



<210> 1725 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1725 

gtcaaacaga ttaaggttcg agtgg 



<210> 1726 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1726 
gcctgaggct gtgaagatgg 



<210> 1727 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1727 

aggaggcata ggccatttca g 



<210> 1728 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1728 
gaggaccaga cccaggacac 



<210> 1729 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1729 
gcttgtgcat gaccctgatg 



<210> 1730 
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<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1730 

caggagaacg tggccctct 19 



<210> 1731 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1731 

tgcctgtcct tctgtgtgct 20 



<210> 1732 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1732 

gaggaatgca cgtcagtcaa aa 2 2 



<210> 1733 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1733 

gcaaggctga cgagagctg 19 



<210> 1734 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1734 

ccatccggga tatcctagcc 20 



<210> 1735 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1735 

ccctgtctct ccccaccttt 20 



<210> 1736 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1736 

gacgaggctg cggtgtct 18 
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<210> 1737 

<211> 19 

<212> DNA 

< 2 1 3 > Homo sapiens 

<400> 1737 
gggaaactgt ggcgtgatg 



<210> 1738 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1738 

cagccggtgt aaatgttgag c 



<210> 1739 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1739 
ttaaaattcc gggccttgg 



<210> 1740 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1740 

gtgcatccgt ggtcaaaagt c 



<210> 1741 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1741 
tcctgtccat gtgcctggt 



<210> 1742 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1742 
gcagcagtca gcgatgtttc 



<210> 1743 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1743 
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ccaaacctgc aaacaaacag g 21 

<210> 1744 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1744 

tgccaatgat gtacagtttt atggtt 26 

<210> 1745 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1745 

agccatttct ccaatggaca tc 22 

<210> 1746 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1746 

attcatgtcc agtggcttcc a 21 

<210> 1747 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1747 

actccctgcc caccagtct 19 

<210> 1748 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1748 

aaggagctgc ccgatgctat 20 

<210> 1749 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1749 

gccatactcc ctgcctcctt 20 

<210> 1750 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 1750 

ttgacaccac cctctttgga a 21 

<210> 1751 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1751 

ctccaaccat gaaatcaaag ca 22 

<210> 1752 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1752 

gaaatcaaag cacggtgcag a 21 

<210> 1753 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1753 

ccccgatgct cagaagtgtc 20 

<210> 1754 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1754 

ggggacaacg aaaacaagag g 21 

<210> 1755 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1755 

ccgctatgat cctcgctttg 20 

<210> 1756 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1756 

ggagaagatc ctttggatgc ag 22 

<210> 1757 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 1757 

caagccaaaa tgggagcaag 2 0 



<210> 1758 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1758 
ctggccgtca tggagactg 



<210> 1759 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1759 
agtcctgcaa ctgcctcctg 



<210> 1760 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1760 
tggcctcagg gaaaagactg 



<210> 1761 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1761 
tccctggtag acggggtagg 



<210> 1762 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1762 
gcggaaaagt caggggaaac 



<210> 1763 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1763 

tccaggatca aaacattcct ca 
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<210> 1764 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1764 
cagacgcaga gcatggatga 



<210> 1765 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1765 
cccgtaagcg ctaattccag 



<210> 1766 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1766 

catgctgaaa caagattaac acagg 



<210> 1767 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1767 
ttgcgcctaa tcatgtcgtc 



<210> 1768 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1768 
gaagcacagg tccgtgtcg 



<210> 1769 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1769 
gcagaaaacc gttgcattga 



<210> 1770 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1770 
cgccagtgtt tccgtcagta 
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<210> 1771 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1771 

atacaaataa tcttacacac aaatgaaaat gc 32 



<210> 1772 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1772 

ccgtctcgta gataggcagc a 



<210> 1773 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1773 
gctccagcct catttgcttg 



<210> 1774 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1774 

ttttaattgg ggtgatccaa age 



<210> 1775 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1775 
aagectcagg tggagcagtg 



<210> 1776 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1776 
gcctgtccgg agactgaaga 



<210> 1777 

<211> 19 

<212> DNA 

<213> Homo sapiens 
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<400> 1777 

cggcacagag atggagctg 19 



<210> 1778 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1778 
tccacctttg ggtcgcttt 



<210> 1779 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1779 
tcccaccaaa ccccagact 



<210> 1780 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1780 
gccctcaacg accactttgt 



<210> 1781 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1781 
accgctgagc agtgaccttc 



<210> 1782 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1782 
cacaagctcc ggtggatctc 



<210> 1783 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1783 
accccagccc ctagacagag 



<210> 1784 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 1784 

aacctgcctc ctctgccact 20 



<210> 1785 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1785 

gtgaaagggt actggatacc aacc 



<210> 1786 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1786 
cgaatggcct ctagccacac 



<210> 1787 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1787 
cacaacaggg ctgcaacaaa 



<210> 1788 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1788 

gacgtctggt tcaaagagtt gga 



<210> 1789 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1789 
tggctctgac cggttgatg 



<210> 1790 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1790 
gcgaccacca gcagctcta 



<210> 1791 
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<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1791 

tgtgaaatgc ccaggatgc 19 



<210> 1792 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1792 

gcccttgaca gggtatttct ga 22 



<210> 1793 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1793 

cgtgtcagaa aacaaagcat actga 25 



<210> 1794 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1794 

ggggagctct ccctgacct 19 



<210> 1795 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1795 

acaattcact ggccgtcgtt 20 



<210> 1796 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1796 

ggagaatgca gaggccaaaa 2 0 



<210> 1797 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1797 
cgagatgatc ggccactacc 
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<210> 1798 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1798 

aagcagggga ctgggaaaag 2 0 



<210> 1799 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1799 
ttgcattttc aggcttgtgg 



<210> 1800 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1800 
ctcgcctaag agggcctttc 



<210> 1801 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1801 
gcggggacac cccttaatag 



<210> 1802 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1802 
taagcaacag ccccaaatgc 



<210> 1803 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1803 
999gagtggg tttggatagg 



<210> 1804 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1804 
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<210> 1805 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1805 

cttttattaa tatattgtgt gtgcaccttg t 31 



<210> 1806 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1806 

tccacaaatc aagctcccaa g 21 



<210> 1807 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 1807 

aggacgttct ttattatgaa actttatcac at 32 



<210> 1808 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1808 

ttaaatgtca aaatgaaagg ggaca 25 



<210> 1809 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1809 

ccttctccag gcctgagtgt t 21 



<210> 1810 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1810 

gaggcctctg atgaccagac a 21 



<210> 1811 

<211> 20 

<212> DNA 

<213> Homo sapiens 



589 



WO 2004/042346 



PCT/US2003/012946 



<400> 1811 

gctccctgtt gggtgtcatc 20 

<210> 1812 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1812 

gtgggttgtg cttgccaga 19 

<210> 1813 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1813 

tacccggaga tcgacaagga 20 

<210> 1814 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1814 

cggaatggtg aaaccaaagc 20 

<210> 1815 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1815 

acataccctc ctggcccttg 20 

<210> 1816 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1816 

acctgaccgt gcgaatcaat 20 

<210> 1817 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1817 

ctcttgcccc gagcctagtt 20 

<210> 1818 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 1818 

ccccactatg ggatgacgag 20 



<210> 1819 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1819 

cagagctctt ttggggtctg g 21 



<210> 1820 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1820 

caccatctcc tgcgtctcg 19 



<210> 1821 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1821 

ttggcacacc agtgttctcc 2 0 



<210> 1822 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1822 

gcccattgtt cattcttgtg c 21 



<210> 1823 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1823 

ccaagacaag aaattgtttt gagaaa 26 

<210> 1824 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1824 

tttgtacatg actctcattt tattgtttct t 31 



591 



WO 2004/042346 



PCT7US2003/012946 



<210> 1825 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1825 

ccctcggtct gggcaataa 19 



<210> 1826 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1826 

ccgggtgaga tccacaagtc 20 



<210> 1827 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1827 
gagccgcaga tgcaagttct 



<210> 1828 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1828 

gggctcctaa ataccaagct tea 23 



<210> 1829 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1829 

tcagcacctc agtcgtccac 2 0 



<210> 1830 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1830 

cacttgaggc attttgttgt eg 



<210> 1831 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1831 
agccctggtg gcctattacc 
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<210> 1832 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1832 

tgtttgagta cattctttca acactacaca t 31 



<210> 1833 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1833 

ttttaagtgg aaatgtaacc attttagga 29 



<210> 1834 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1834 

tagcctcccc aagagagaac ag 22 



<210> 1835 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1835 

ccgcccgtaa ttaaatagca t 21 



<210> 1836 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1836 

agggagcttg aagagggaat g 21 



<210> 1837 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1837 

aaaatgttcg cctggctgat 20 



<210> 1838 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1838 

tcccaccaat gtcaggaatg 20 

<210> 1839 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1839 

gctctgagag ttcccctgtc c 21 

<210> 1840 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1840 

tttgcctgac atcgtctcgt 20 

<210> 1841 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1841 

ttgggccaat aaggattcca 20 

<210> 1842 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1842 

gcagatgagc gtcccacttt 20 

<210> 1843 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1843 

aatggaaggc ttggacatgg 20 

<210> 1844 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1844 

aaaagtgtcc attgaaaccg tga 2 3 

<210> 1845 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 1845 

tgccttggag aggatggaag 20 



<210> 1846 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1846 
tgccaggctt aaggagagga 



<210> 1847 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1847 

ctaatgatat tgatttggat acggtgaa 



<210> 1848 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1848 

cccctcagat cccaatttca 20 



<210> 1849 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1849 

gctgtgggat ctcagtgtgc 20 



<210> 1850 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1850 

acttgttaac ctttctaacc ttcacga 27 



<210> 1851 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1851 
ggaagatgag caggccagtg 



<210> 1852 
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<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1852 
tgtgcctctg ccatcttcac 



<210> 1853 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1853 

ttgaagctct tggcattcag c 



<210> 1854 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1854 

gcagccaaga agatgtgaaa gag 23 



<210> 1855 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1855 
ggatgctgca aacccagaat 



<210> 1856 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1856 
cccgtggact gcttcaattc 



<210> 1857 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1857 

ccatgttatg atctaaatgc ttgttca 



<210> 1858 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1858 

ttgagaaatg gccccaactg 2 0 
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<210> 1859 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1859 

gggaacatga ttggtctgct g 



<210> 1860 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1860 

gcctcttcca cttggtctgc 20 



<210> 1861 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1861 

cccttcttca gcgaacgagt 20 



<210> 1862 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1862 

tttcacacag gagatctcag acaga 2 5 



<210> 1863 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1863 

taaccaaaat ttaaaggcaa attcaca 27 



<210> 1864 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1864 

caagccaaag tggcatgttt t 21 



<210> 1865 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1865 
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21 



<210> 1866 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1866 
cctcgtgaca tggacacacc 



<210> 1867 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1867 

ttttttcaag cagtaaaatt cca 



<210> 1868 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1868 

gtggcctttc ttgggtcctc 20 



<210> 1869 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1869 

gcctggctgt cctagcagtt 20 



<210> 1870 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1870 
gtacaagccg tccgacacg 



<210> 1871 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1871 

gaccgaggac tcaacccaaa 2 0 



<210> 1872 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1872 

gcggaagaac atcgacctca 20 

<210> 1873 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1873 

tggcagtttt aaggcccaaa c 21 

<210> 1874 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1874 

acaagaccgg caccctcac 19 

<210> 1875 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1875 

aagaatgggg agagggaacg 20 

<210> 1876 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 1876 

ggagaaaact ttattcttta tagtttcaaa tacca 35 

<210> 1877 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1877 

ggctgggaag ctctaccaaa a 21 

<210> 1878 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1878 

ggagctcagc acctcttcca 2 0 

<210> 1879 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 1879 
cacccagctc ctttcctgtg 



<210> 1880 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1880 

ccctggggcc ctatttcata 20 



<210> 1881 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1881 

ctccaggtag cccacggata 2 0 



<210> 1882 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1882 

ctggcatctg caccacaact 20 



<210> 1883 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1883 

tcctccaggt gtggctgagt 20 



<210> 1884 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1884 

cgggattcac actcagaacc a 



<210> 1885 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1885 

aagccatgcc gaagcaaat 19 
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<210> 1886 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1886 

catgagatgt gtgggtggtt g 



<210> 1887 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1887 
ctctggtgcc ctcactctgc 



<210> 1888 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1888 

tgttcctttg ggtctgtgag g 



<210> 1889 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1889 
ctgggccaat ggtacaggtc 



<210> 1890 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1890 

acaatcaacc aacaatggaa acc 



<210> 1891 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1891 
gggctcctac caggaaaagg 



<210> 1892 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1892 
atgggcaagt gtcgtggact 
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<210> 1893 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1893 

ttttcttcct tacgtcaata cttttcct 28 



<210> 1894 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1894 

catgaaaacc cagtaagact ttcca 



<210> 1895 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1895 
gaagtcctgg gcatgcatct 



<210> 1896 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1896 

gtgggcctgt gaagttttca a 



<210> 1897 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1897 
agcccttgac ccttgagtcc 



<210> 1898 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1898 
ggggacacag cagaagaacg 



<210> 1899 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1899 

atcaccaacc gcaccttcat 20 



<210> 1900 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1900 
tggggcacca tttcagtgta 



<210> 1901 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1901 

cctttgcagc ctgtttctgt c 



<210> 1902 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1902 

gggtgtgtct gctcagtaat ttga 



<210> 1903 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1903 
agccatcgga agagaacagc 



<210> 1904 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1904 

gaagggacac gcaggtggta 20 

<210> 1905 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1905 

tgacttttaa ttccccaatc aagg 24 



<210> 1906 
<211> 21 
<212> DNA 



603 



WO 2004/042346 



PCT/US2003/012946 



<213> Homo sapiens 
<400> 1906 

ccgtctgtgc atccatattc c 21 



<210> 1907 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1907 

atgatcccca cgatccatgt 20 



<210> 1908 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1908 
gcacctggag aacccattca 



<210> 1909 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1909 

tttcccttcg ttgcttcctg 20 



<210> 1910 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1910 

tccttgccaa cgggtattgt 20 



<210> 1911 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1911 

gccaaaccat tcattgtcac c 21 



<210> 1912 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1912 
tgtggctttt ggaatgtgga 



<210> 1913 
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<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1913 

ggagggtgaa tcccttgctc 20 



<210> 1914 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1914 

aggctgtctg gtcagcactg t 



<210> 1915 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1915 
ccacagaaga ggcagctggt 



<210> 1916 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1916 

gagagcagcg tatcctgaag eta 



<210> 1917 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1917 
ggggatccat gagtctcagc 



<210> 1918 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1918 
gtgaggtctg gggtgcttgt 



<210> 1919 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1919 
ettgeggaac tccagctcat 
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<210> 1920 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1920 
attggaatgg ccctctcctc 



<210> 1921 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1921 

tcgcagcatt ggaaacactt 20 



<210> 1922 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1922 

cacgagggtc tccgcattta 20 

<210> 1923 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1923 

gtgctcacag aagccaggaa c 21 



<210> 1924 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1924 

cgaagtgcgg gaagtaggtc 20 



<210> 1925 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1925 

ggtggctggt gtggctaa 18 



<210> 1926 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1926 
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agaaggtggt ggctggtgtg 20 



<210> 1927 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1927 
gggcttgagg ttgtccatgt 



<210> 1928 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1928 
gtgccttgac tttggggttg 



<210> 1929 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1929 
tgggctctga cttgtgagga 



<210> 1930 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1930 
cgttgtctca ggcatctgga 



<210> 1931 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1931 
tggggagtca tttccagcat 



<210> 1932 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1932 
ggccccaagg aagagcag 



<210> 1933 

<211> 19 

<212> DNA 

<213> Homo sapiens 
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<400> 1933 
ggcacagctt ggacaacca 



<210> 1934 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1934 
atatggtccg gggtgcatta 



<210> 1935 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1935 

cctgttgaat gcctccaggt 20 



<210> 1936 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1936 

tgctgctgtg tttccctctc t 



<210> 1937 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1937 

tacacgtggg ttgcgtcagt 20 



<210> 1938 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1938 
cacttctgcc ctcccaacac 



<210> 1939 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1939 

gcttgcaggt ccaagcaaat 20 



<210> 1940 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 1940 

gcccctgatt caacaagcat 20 



<210> 1941 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1941 

tcatacaatc actgaagaca cacaca 2 6 



<210> 1942 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1942 

ggcataatcc aaagggttgc t 21 



<210> 1943 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1943 

cagctggaaa agggtgtagc a 21 



<210> 1944 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1944 

aggtacaggg ccagcaggat 20 



<210> 1945 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1945 

gatttggatc gggattggaa 20 



<210> 1946 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1946 

gtgccattca ccttgcacac 2 0 



609 



WO 2004/042346 



PCT/US2003/012946 



<210> 1947 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1947 

aatgttgctc agccccacag 20 



<210> 1948 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1948 

tgtggaattt ggaaacatcc att 23 



<210> 1949 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1949 

ccatgcctgt atcagggtca 20 



<210> 1950 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1950 

gggtgacagt ggagcttcct t 21 



<210> 1951 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1951 

cccacattca cagggctctt 2 0 



<210> 1952 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1952 

tcaactgctg cttcaccaga ct 22 



<210> 1953 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1953 

ttcaaagctg ttggccctct 20 
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<210> 1954 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1954 

tgacgcccct attctctcct c 21 



<210> 1955 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1955 

agggcacttc cagctcttcc 20 



<210> 1956 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1956 

ggacttcttc acggccacag 20 



<210> 1957 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1957 ...... . .. 

tgcgttcagc agactggttt 20 



<210> 1958 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1958 

agaatggccg ccagtgttac 20 



<210> 1959 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1959 

ctggcattgc aaaactggaa 20 



<210> 1960 

<211> 22 

<212> DNA 

<213> Homo sapiens 
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tcaccaccaa tcacaaggaa ga 22 



<210> 1961 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1961 

gcaccaggca tgaaatctcc 20 



<210> 1962 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1962 

gggaggccat acggtttagg 20 



<210> 1963 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1963 

gatctcctgg ggttcctgct 20 



<210> 1964 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1964 

cagagatgtg gcggtctcaa 20 



<210> 1965 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1965 

ccctgaaggt gaaccgctta 20 



<210> 1966 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1966 

aacggaaagt ccgaatccta ca 22 



<210> 1967 
<211> 24 
<212> DNA 
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<213> Homo sapiens 
<400> 1967 

tcatgagatt ctgctgtacg tgtg 24 



<210> 1968 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1968 
catctttctc ggggttctcg 



<210> 1969 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1969 

cagagcatgt atgagaacta cattgtacc 



<210> 1970 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1970 
ctctcagaag ccccactgga 



<210> 1971 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1971 
gcacctcagc tgttcccagt 



<210> 1972 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1972 
gtcgcccagt cctaccagag 



<210> 1973 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1973 

taagatatct aaggcattct gcaaacatc 



<210> 1974 
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<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1974 

agacagggat tccttggcaa c 



<210> 1975 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1975 

tccgtgttca aggcctcata a 



<210> 1976 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1976 

ctgcacatgg caggtgtatc tc 



<210> 1977 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1977 

tttagcttaa cttgcttagg gaattttg 



<210> 1978 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1978 
aggccgttga gctggtacac 



<210> 1979 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1979 

gcaaaatctg caaatcccag aa 



<210> 1980 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1980 

ggccgactga agggtaaaat g 
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<210> 1981 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1981 
acttgggcac tgcctcattc 



<210> 1982 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1982 

ggcatgcaca cacacaacag t 



<210> 1983 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1983 

caagccccaa gttgtctcat tt 



<210> 1984 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1984 

tctttgtctt tcttggccga ct 



<210> 1985 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1985 
cagctcaggg atgaccttgc 



<210> 1986 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1986 
gtccaccggc ccctacat 



<210> 1987 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1987 
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aaaggggcaa ttttggttgg 20 



<210> 1988 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1988 
accatgcagg tggaagcag 



<210> 1989 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1989 
ggtgtggagg tgggagtcag 



<210> 1990 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1990 

tgtgctgtga atggcacaac t 



<210> 1991 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1991 

ttgctgggtt tatcattctg agg 



<210> 1992 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1992 

atttatttca cgtgaggtag aggacag 



<210> 1993 

<211> 23 

<212> DNA 

<213 > Homo sapiens 



<400> 1993 

caggataatc agaccaccac agg 23 

<210> 1994 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 1994 

ccccgcgaac tagatttgaa 20 

<210> 1995 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1995 

tctctgcagg aggtgaagca 20 

<210> 1996 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1996 

gccagattgg catgaaggac 20 

<210> 1997 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1997 

aaggacagca gtgcctccag 20 

<210> 1998 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1998 

ttgggtagtt gctccagttg c 21 

<210> 1999 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1999 

tgtcagctga acattgtcca taaac 25 

<210> 2000 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2000 

cagtattttg gccaacttct gctt 24 

<210> 2001 
<211> 22 
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<212> DNA 

<213> Homo sapiens 

<400> 2001 

taaaggtacg cacttgggct tc 



<210> 2002 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2002 

aaaccaccac gacgatgaaa c 



<210> 2003 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2003 

agctcatatt cctgggcatc c 



<210> 2004 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2004 
gcctgagctg aagggattga 



<210> 2005 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2005 

acaacattct gctcaacatc atttaca 



<210> 2006 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2006 
gggcagagtc agccactgat 



<210> 2007 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 2007 
catgacgccc caaccatt 
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<210> 2008 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2008 

ctggacctgg gacctgcat 19 



<210> 2009 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2009 
gcgaggggat gggtttattg 



<210> 2010 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2010 
ggagggagag ttgcctggtc 



<210> 2011 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2011 

agtgattgct ttggtgctta acttg 25 



<210> 2012 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2012 

accctgatgc tggtcatggt a 21 



<210> 2013 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2013 
cggggttgga ggcatatttc 



<210> 2014 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2014 
agaaggggaa ggaggggtct 
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<210> 2015 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2015 

cttctcaaac acctgcccac a 



<210> 2016 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2016 
caaaggcccc tcagaacga 



<210> 2017 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2017 
gaagctctgg ccctccaact 



<210> 2018 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2018 

cattgagtag atgccccgga ta 



<210> 2019 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 2019 
ctggcagggc ttccttca 



<210> 2020 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2020 
ctgcccctga tgcaaaagtt 



<210> 2021 

<211> 22 

<212> DNA 

<213> Homo sapiens 
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<400> 2021 

ttcaagggca cagctatgtt tg 22 

<210> 2022 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2022 

tgacccagct gaagacagga 20 

<210> 2023 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2023 

tcccacaaca agccacagag 20 

<210> 2024 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2024 

cagcacgtgc acagcagac 19 

<210> 2025 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2025 

tgaatttctg actgcagatg ttttg 25 

<210> 2026 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2026 

agctccagca gccttcttgt c 21 

<210> 2027 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2027 

gagtgggttg gggaactgg 19 

<210> 2028 
<211> 22 
<212> DNA 
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<213> Homo sapiens 
<400> 2028 

cttactcctt ggaggccatg tg 2 2 



<210> 2029 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2029 

caacatggaa gatgggcaga a 



<210> 2030 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2030 

ggtcgtcatc gttgttgtcc t 



<210> 2031 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2031 
cgcttttgct gggactttca 



<210> 2032 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2032 
cccttgcaca aaacccactc 



<210> 2033 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2033 

tttggagaaa agtgggtcca ag 



<210> 2034 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2034 
catccttggt gggtcctagc 



<210> 2035 



622 



WO 2004/042346 



PCT/US2003/012946 



<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2035 

ggcagtgcct ttgatcagtg t 21 



<210> 2036 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2036 
ctgccacgcc catctttatc 



<210> 2037 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2037 

acagtatcta tcctaggcaa atgagagc 



<210> 2038 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2038 

tcttcccctc gcacgtctta 20 



<210> 2039 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2039 
tcctcctgta ggctggcaga 



<210> 2040 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2040 

tcctctctca acctgccact c 21 



<210> 2041 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2041 
catgtcccct tcccaagga 
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<210> 2042 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2042 

agctcccagc tgacctctga 20 



<210> 2043 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2043 

gaatgtgctc caaggcgatt a 



<210> 2044 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2044 
ccctcccttc tcagccaaag 



<210> 2045 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2045 

cagagggatg aagctggaca a 



<210> 2046 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2046 

tttcaaaaca ggcagaggga at 



<210> 2047 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2047 

tcccactgaa agtcacagtc ca 22 



<210> 2048 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2048 
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tgcagcaagt gtgcaacaga 2Q 

<210> 2049 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2049 

tcgttttcgt tcccctcttg 20 

<210> 2050 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2050 

gagctctggc tgatggaacc 20 



<210> 2051 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2051 
ggaaggaggc aatgtgggta 



<210> 2052 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2052 
gctttgcctc tcggaggagt 



<210> 2053 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2053 

ggaagacaga ggaaagggaa gc 



<210> 2054 

<21l> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2054 
ggcagaaatt cagggaccaa 



<210> 2055 

<211> 29 

<212> DNA 

<213> Homo sapiens 
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<400> 2055 

atgtagaatt ttcttactcc atgatgagg 29 

<210> 2056 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2056 

tgttttcatt ccactactcc ctcaa 25 

<210> 2057 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2057 

tggctgcact aaacatccac a 21 

<210> 2058 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2058 

gcccgtgggt gtaatccat 19 

<210> 2059 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2059 

accaggagac agcgctacca 20 

<210> 2060 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2060 

tcccactaac atgaaatgaa tgga 24 

<210> 2061 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2061 

agtttgggga ggccatatcc 20 

<210> 2062 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 2062 
cagatgctca cctgctcgtc 



<210> 2063 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2063 

tggggatcca ctttcttcaa a 



<210> 2064 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2064 
ttctggctga ggggtcacat 



<210> 2065 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2065 
gtccttggag ccaagcagag 



<210> 2066 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2066 
accagtggaa ccagggtgag 



<210> 2067 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2067 
aggagggagg ggcacagtag 



<210> 2068 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2068 
gtgccatagc cggatgttct 
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<210> 2069 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2069 
gactccttgg catcggacac 



<210> 2070 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2070 

tcatgctttc ctcattatta ttgatcc 



<210> 2071 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2071 

ttgctgtttg ggtgcatact g 



<210> 2072 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2072 

tttgaatgaa tattaggaat tgatgctg 



<210> 2073 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2073 
acaacggtga ccatctgcaa 



<210> 2074 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2074 

accagattca aaagggaaag ca 



<210> 2075 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2075 
ctcatgaaac gtccccgaat 
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<210> 2076 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2076 

aggccagggt ctctggaaga 2 0 



<210> 2077 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2077 
acagcagcca aacaaaagca 



<210> 2078 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2078 
ctgaaagctc aggggtggaa 



<210> 2079 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2079 - 
cagcagggtc cggtcatact 



<210> 2080 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2080 

acaaaacaaa ttcacaaatt actctcaata ct 32 



<210> 2081 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2081 

tctgtgaaaa tctttctgca aatgtc 



<210> 2082 

<211> 28 

<212> DNA 

<213> Homo sapiens 
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<400> 2082 

agtaaaacca gacaaacgaa taacacac 2 8 



<210> 2083 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 2083 

ccgagcccga taaatggt 18 



<210> 2084 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2084 

tcccctccct gtagagacca 20 



<210> 2085 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2085 

cccgacctgg ggtatctctt 20 



<210> 2086 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2086 

cttgaaggga cgtgggacat 20 



<210> 2087 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2087 

tttggtgcca tgactgccta 2 0 



<210> 2088 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2088 

ttcgctctct gctgaagaag att 23 



<210> 2089 
<211> 22 
<212> DNA 
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<213> Homo sapiens 
<400> 2089 

aagagtgtgg cctgagtcct ct 



<210> 2090 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2090 

ttggggcttg tggagaagag 20 



<210> 2091 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2091 

aagaccctca ttcccacttt ca 22 



<210> 2092 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2092 

ccccacttct tgcattcagc 20 



<210> 2093 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2093 

actccaagga cacggcagag 20 



<210> 2094 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2094 

cgccgtgaga aatcagtttg 20 



<210> 2095 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2095 

accatcactt acaaatctgt acccaatc 28 



<210> 2096 
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<211> 
<212> 
<213> 



27 
DNA 

Homo sapiens 



<400> 2096 

tgagtaagtt cttgttcttt ccgttct 



27 



<210> 2097 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2097 

gatcccagct gccttttgaa 20 



<210> 2098 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2098 

tgtgattata caaaatgaag tggacaaa 28 



<210> 2099 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2099 

ccctctccaa caccttcacg 20 

<210> 2100 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2100 

aggcctggtc cttcactggt 20 

<210> 2101 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2101 

cagtctcaca ctggtccttg ct 22 

<210> 2102 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2102 

caatggcatt aaggggcaaa 2 0 
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<210> 2103 

<211> 20 

<212> DMA 

<213> Homo sapiens 

<400> 2103 
tccacgatca tctcgtctgg 



<210> 2104 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2104 

ctgaggggtg cagagtgtga 20 



<210> 2105 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2105 

cagtctttgt cataggcaaa cttga 25 



<210> 2106 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2106 

tccagagcaa gccgaaactt 2 0 



<210> 2107 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2107 

ttcacaatgg ctaacaagaa cagg 



<210> 2108 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2108 

ccaaagcagg ccagcaatac 20 



<210> 2109 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2109 
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gacgaagggc taccgcact 19 



<210> 2110 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2110 

gctatttcga ggggatgtgc t 



<210> 2111 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2111 

aaattctttg cttgttagtg accttga 



<210> 2112 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2112 

tgcaaccttt taagcatagc cata 



<210> 2113 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2113 
gaagcccctg ttctgctcaa 



<210> 2114 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2114 
tttgttccct tggagggttg 



<210> 2115 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2115 

ctaacccata agtgcctcat aca 



<210> 2116 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 2116 

cagggcatgt gtagcaggaa 20 

<210> 2117 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2117 

gcctgagagt agctccctcc tt 22 

<210> 2118 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2118 

gacttgtacg ggttcgggtt t 21 

<210> 2119 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2119 

ggagctggga gctcgaaagt 2 0 

<210> 2120 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2120 

gcgtgcagct catcttggta 20 

<210> 2121 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2121 

ttttgccaaa tgggttcctt t 21 

<210> 2122 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2122 

atcgaagtcg ccgacaatg 19 

<210> 2123 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 2123 

gatcaccagc aagggagtgc 2 0 



<210> 2124 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 2124 

ttaataattc atacctagta ctaagcggta acaac 35 



<210> 2125 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2125 

cctgctttct tctttcattg atcc 24 



<210> 2126 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2126 

cctgaggcca gtgatagggt aa 22 



<210> 2127 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2127 

gcactgctgc tcatttcctg 20 



<210> 2128 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2128 

tccttcccct ttgccaatct 20 



<210> 2129 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2129 

accggagaaa agtgggttga g 
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<210> 2130 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2130 

aagctcaaga aggctgggag a 21 



<210> 2131 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2131 

cacccactgt tcttaccctt gc 22 



<210> 2132 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2132 

tcctgcctaa ctgaccacct g 21 



<210> 2133 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2133 

cagactccaa gtccaaagca aat 23 

<210> 2134 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2134 

tgatttccaa atctcagttg acctc 25 



<210> 2135 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2135 

gcttcctgga attccctgct 20 



<210> 2136 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2136 

tgaagggtcc cacgctgtat 20 
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<210> 2137 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2137 

tgcatcagtc aaggtcatgg a 



<210> 2138 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2138 
cgagggctcg tcatttggt 



<210> 2139 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2139 
ctgagagcga ccacctaccg 



<210> 2140 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2140 
gctgtgccca aatgagcttt 



<210> 2141 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2141 

gtatctcaat tcagaaagct ttgactactg t 



<210> 2142 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2142 

tttgatcccc agtgtttgct c 



<210> 2143 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 2143 

attccaagtc agcgccaaag 20 



<210> 2144 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2144 

atgccacttc attggcacct 20 



<210> 2145 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2145 

tgctggaagg caaaccagat 20 



<210> 2146 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2146 

tcccagaaga gatgacggag gctaccttc 2 9 



<210> 2147 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2147 

cgctgtgtgt tctcccctct 20 



<210> 2148 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2148 

tggaacagtt tctccccaat g 21 



<210> 2149 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2149 

tcaattggac agaaatgaca agga 24 



<210> 2150 
<211> 21 
<212> DNA 
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<213> Homo sapiens 
<400> 2150 

tctggctcac tccaaatcag c 



<210> 2151 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2151 
gcctgacttg gcctgctact 



<210> 2152 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2152 
tcacacagcc atcacacagg 



<210> 2153 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2153 

tgccaatgaa accaggtatc ccca 



<210> 2154 

<211> 3 3 

<212> DNA 

<213> Homo sapiens 

<400> 2154 

tgagtggctg gtgtcttttg gttagtgtaa cca 



<210> 2155 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2155 
ggccagcaca atgccccagg 



<210> 2156 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2156 

tcaggcaaat tcacaaccca gtgagtctg 



<210> 2157 
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<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2157 

tgacagccac aatgctcacc gttca 



<210> 2158 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2158 

cagctcccaa ccctttgtgt ctcagc 26 



<210> 2159 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2159 

ggatgatgac tgctgttacg aaacacacca 30 



<210> 2160 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2160 

tgcagagcag tgttcttcca gctgtga 27 

<210> 2161 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2161 

ggcagaaaat cgtcttggtc gcca 24 



<210> 2162 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2162 

ccaaaactac aagcctttga aggaccaaag ga 32 



<210> 2163 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2163 

gggtgcagag caaggaaggg gc 22 
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<210> 2164 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2164 

tcaggaaggt aaagcaaatc tctggaggca 



<210> 2165 

_<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2165 
cttccccagc cagccacccg 



<210> 2166 

<211> 28 

<212> DNA 

<2 13 > Homo sapiens 

<400> 2166 

ttgtgggggt agggtaggga agttcaca 28 



<210> 2167 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2167 
ccacggtcca cacagccccc 



<210> 2168 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2168 

cttcccctcg gggcaggctg 20 



<210> 2169 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2169 

tgggtgggct tatccaccat cttcttca 28 



<210> 2170 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2170 
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cccctcggaa aacaccctcg ca 22 



<210> 2171 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2171 

gaactcggcg gggaggtggg 20 



<210> 2172 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2172 

ggtgccgatg gtgtcggcct 20 



<210> 2173 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2173 

tgccctggcc cacaagtatc actaagc 27 



<210> 2174 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2174 

tgccctggct cacaagtacc attgaga 27 



<210> 2175 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2175 

gccatgggcc ttgaccttgg g 21 



<210> 2176 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2176 

cccatgatgg cagaggcaga gga 23 



<210> 2177 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 2177 

gccggggctc aggtccaggt 20 

<210> 2178 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2178 

gcagggtgga gcactggggc 20 

<210> 2179 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2179 

tggtgactgg accttccaga tcctgg 26 

<210> 2180 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2180 

gatgctgagt ggagtcgggg get 23 

<210> 2181 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2181 

ggccaggtgg gccaccatga 20 

<210> 2182 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 2182 

cagtcatatc ttcaaataga ggecgattte cttgg 35 

<210> 2183 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2183 

ttccatcaga atgtcttggt cttcccca 28 

<210> 2184 
<211> 20 
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<212> DNA 

<213> Homo sapiens 

<400> 2184 

ccgtcccctc tcccggagga 20 



<210> 2185 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2185 
acttcgaaac cggcccgccc 



<210> 2186 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2186 
caaccccagc cctgccctcc 



<210> 2187 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2187 
cagtggggca gtggggtccg 



<210> 2188 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2188 
ggcgcccagg tgaagagcca 



<210> 2189 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2189 

tgcaatcaaa aaccacctgc atccaa 



<210> 2190 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2190 

tgcttttaag ttttggccaa ctgccga 
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<210> 2191 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2191 

tcccagtcag ggagcccacg g 



<210> 2192 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2192 
aggcccagga tggcggcaac 



<210> 2193 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2193 

tgataactgc tcttgaagga ctcacaaaga tggc 



<210> 2194 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2194 
ccctctggct gttcccggca 



<210> 2195 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2195 

ggtgaaggct tggaggagtg gcg 



<210> 2196 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2196 

cgtggagttt ctccagtcaa ggtccca 



<210> 2197 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2197 
tcccaccatg gctgtggccc 



646 



WO 2004/042346 PCTAJS2003/0 12946 



<210> 2198 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2198 

tccctcccac atccccagtc cc 22 



<210> 2199 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2199 

ggacccaaac cagacacctg gcc 23 

<210> 2200 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2200 

cctttgaaaa caagagtaaa cgcagacggc 3 0 

<210> 2201 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2201 

ctgattgccc agaactggta tttcctttgc 3 0 

<210> 2202 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2202 

ggcccattct tgccactctc cctg 24 

<210> 2203 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2203 

agggggacgt ggcgggacc 19 

<210> 2204 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 2204 

gggggagaac cccagggcct 2 0 

<210> 2205 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2205 

gggggtgata aggaaagaaa tgaaaattca ctgc 34 

<210> 2206 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2206 

tcatggggcc tcggcagtca 20 

<210> 2207 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2207 

tgtgacatct ccatccagtg atatttgtgc a 31 

<210> 2208 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2208 

tgggttaggg gatgcggggg 20 

<210> 2209 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2209 

tgaatgtgtc aggtgaccct gatgaaaaca 30 

<210> 2210 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2210 

gcctcatctt caacttttgt gctcccctt 29 

<210> 2211 
<211> 26 
<212> DNA 
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<213> Homo sapiens 
<400> 2211 

tggttggctt cttggccacc tttttg 26 



<210> 2212 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2212 
aatgcagctg gggccagggg 



<210> 2213 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2213 

cggactcgtc tgggttcttg gcc 



<210> 2214 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2214 

tggtcatggc ggtggtggtc a 



<210> 2215 _ _ . 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 2215 

tggttattcg ctggttcgtt ctaagatgag tatcg 35 



<210> 2216 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2216 

gttttgaggg attcttcggc caactctg 



<210> 2217 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2217 

gccatccaca tctcccgctt atcctc 



<210> 2218 



649 



WO 2004/042346 



PCT/US2003/012946 



<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2218 
cccggcccag, ggtcctgatc 



<210> 2219 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2219 

ggtgcttctc ccccggcttg g 



<210> 2220 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2220 

cggactcgtc tgggttcttg gcc 



<210> 2221 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2221 

tgctgcggca tagaatcaag gagca 25 

<210> 2222 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2222 

tggtcaggga gatatctctc cacacttgca 30 

<210> 2223 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2223 

cccaatctaa aggagcttct gccaaagga 29 



<210> 2224 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2224 

ccatcccctg caggcctggt c 
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<210> 2225 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2225 

gaacagaaca ttcagtggcc aattttcata ccc 33 



<210> 2226 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2226 
cgtccggaag gcattggcca 



<210> 2227 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2227 

caacctccag gggcagggag ga 



<210> 2228 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2228 

aacccagcta caacggatgc aaaggg 



<210> 2229 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2229 

tggctacgct cccagcagcc c 



<210> 2230 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2230 

gaaaacttca gggtcagcta gctggggc 



<210> 2231 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2231 
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ccttgctcca tcttgacaaa tcacttttct gc 32 



<210> 2232 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2232 

gcattgcgaa gctcggagaa tagcagc 



<210> 2233 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2233 
gttctggaga gccccgcggc 



<210> 2234 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2234 

ccagggcctt tgcaaacaag cca 



<210> 2235 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2235 

tttcaagcag gggtttcctt ggcttttt 



<210> 2236 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2236 
ggcctcccca tcccagcctg 



<210> 2237 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2237 

tgacggccag gatgatgagc agg 



<210> 2238 

<211> 24 

<212> DNA 

<213> Homo sapiens 
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<400> 2238 

tccagcctgg gaagtacaca ggcg 24 

<210> 2239 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2239 

tcacaaagtc tcagtccagt ctcttgcctt age 33 

<210> 2240 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2240 

tgtgtcatgt aatgeaacca accacagca 29 

<210> 2241 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2241 

gcagttctca cgttgaggtc tgtggaaga 29 



<210> 2242 

<211> 21 

<2i2> DNA 

<213> Homo sapiens 

<400> 2242 

tggcgccaac aceggtaegt t 21 

<210> 2243 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2243 

tggcagccgt gtcattagtt gggg 24 

<210> 2244 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2244 

tctggagggc caggtggggg 20 

<210> 2245 

<211> 27 
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<212> DNA 

<213> Homo sapiens 

<400> 2245 

gctcaactct ggagcctctg gtaggca 27 



<210> 2246 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2246 

ggtgccttaa gtgagggccg cc 22 

<210> 2247 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2247 

ggaccttttg tacttggtac aagttctgca ccg 33 



<210> 2248 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2248 

tgcttttgtt tatggacaat gttcagctga ca 32 



<210> 2249 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2249 

cctgtatgct agcaggaatg ttgctggc 



<210> 2250 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2250 

ctacgcatcc gtggccgcg 19 



<210> 2251 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2251 

tgggccactt tgttccagcc ga 22 
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<210> 2252 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2252 
cgccgcctcc ttgctggct 



<210> 2253 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2253 

gcacaacttg gtaaggcacc aggttacga 29 

<210> 2254 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2254 

accccctcag cctcggccag 20 

<210> 2255 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2255 

ctgggccagc ttgcacgcct 20 



<210> 2256 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2256 

tctgcaggca accagccagt catg 



<210> 2257 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2257 
agcagcgtgg cggcgaaaga 



<210> 2258 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2258 

tggggcattt tcctttgttt ggca 
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<210> 2259 

<211> 34 

<212> DNA 

<213> Homo sapiens 



<400> 2259 

ccacttccta aagcagctac atgaaacagc ttca 



34 



<210> 2260 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 2260 

tccgtgtcca ccatcgggct g 



21 



<210> 2261 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 2261 
tgcggcgagc tatgggggtg 



20 



<210> 2262 

<211> 34 

<212> DNA 

<213> Homo sapiens 



<400> 2262 

gcagggtttg aagcaatacc caggtataaa cact 



34 



<210> 2263 

<211> 31 

<212> DNA 

<213> Homo sapiens 



<400> 2263 

gagatacaaa gtaccagaag cgggacttgg c 



31 



<210> 2264 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 2264 
acagctgaaa cccgcggggc 



20 



<210> 2265 

<211> 26 

<212> DNA 

<213> Homo sapiens 
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<400> 2265 

tcatggctga cttcccaaag acagcc 26 



<210> 2266 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2266 

tccaacttaa tgaaaccgat atccttcgcg 30 



<210> 2267 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2267 

tgcactggac actggccctg actg 24 



<210> 2268 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2268 

cccaaacagg tcatggtgcg ca 22 



<210> 2269 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2269 

tggccctgaa actcctcact ccca 24 



<210> 2270 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2270 

gagaccaatg tgcctgaagg tgcca 2 5 



<210> 2271 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2271 

gggtgagggc ctgatggggg 20 



<210> 2272 
<211> 20 
<212> DNA 
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<213> Homo sapiens 
<400> 2272 

cagccactgg ctccctgcgg 2 0 



<210> 2273 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2273 

aagtccattc ctgattcaga acaccctgtc taga 34 



<210> 2274 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2274 

tgctttgatg acacccaccg caa 23 



<210> 2275 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2275 

cccgctctgc tggcggtcct 20 



<210> 2276 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2276 

tccaccaccc tgttgctgta gcca 24 



<210> 2277 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2277 

cccccagggg agaagctggg a 21 



<210> 2278 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2278 

ggggtctcca ccctggagcc a 21 



<210> 2279 
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<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2279 

tggcatggga tgcagatgat ttgg 24 



<210> 2280 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2280 
gagggtggct gggggccaac 



<210> 2281 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2281 

tgggacgctt ttgatggcta agcca 



<210> 2282 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2282 
tgccccgtct ggggtctgga 



<210> 2283 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2283 

acggcactga gctgatggga ctcc 



<210> 2284 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2284 

tcctggaagt taactgcacc atcagtgttg a 31 



<210> 2285 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2285 

tcaatttcat gatttcatct cgctcaaggc 
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<210> 2286 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2286 

tggcggtcac gaggaccatc ttc 23 



<210> 2287 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2287 

ggacagtgga gcagccaaca cacaaa 



<210> 2288 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2288 

caagtaagac ccaaggtaga tcccaagggc 30 



<210> 2289 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2289 

aactcaagtg gatgggaagt aaagccctat gtg 33 



<210> 2290 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2290 

cccacctggg gaactgctgg c 21 



<210> 2291 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2291 

cgccagggtt ttcccagtca eg 



<210> 2292 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2292 
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ccagccctcc cactttttca tcactgtt 28 



<210> 2293 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2293 
tggaggcaga gtgacggact 



<210> 2294 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2294 

aggagcaaaa agccaaaatt tggaaaagct tt 



<210> 2295 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2295 

tcagggccaa ttggaaagtc attatgaaca 



<210> 2296 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2296 
cagcctgtgc tggcgagggc 



<210> 2297 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2297 

tgcgtttatc cgaaaattta ttctcgccct 



<210> 2298 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2298 
ccaatgcttg gctgggggca 



<210> 2299 

<211> 20 

<212> DNA 

<213> Homo sapiens 
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<400> 2299 

aggcctcagc cccagggtcg 2 0 

<210> 2300 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2300 

ggggtgagag gaaggcctgc ga 22 

<210> 2301 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2301 

gctcaagttc ccagcacctg ggg 23 

<210> 2302 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2302 

tgacgcattc taatcatgtg gcgatcttg 2 9 

<210> 2303 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2303 

ccccctaaaa tcccactgta aacaaacatt teg 33 

<210> 2304 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 2304 

agetgeaact ttacagggac ttgaaaagaa agaaaa 36 

<210> 2305 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2305 

gggaaacttc ttgttgcaga tactgagctg ga 32 

<210> 2306 
<211> 26 
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<212> DNA 

<213> Homo sapiens 

<400> 2306 

ttccagaaac cagcacctcc ctgttg 

<210> 2307 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2307 

cagagagcct aggcctggca gtcttca 



<210> 2308 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2308 

tggccatcct gatttcttga tcttttcaca 



<210> 2309 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2309 

cgggccagcc agttaaaatc gtcaa 

<210> 2310 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2310 
ctccggcttc tcctccgcgg 



<210> 2311 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2311 

tgaacaacct gactgacacc cccagg 

<210> 2312 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 2312 

tgcgaaactt gtatctgttt taaagaaggc acttga 



663 



WO 2004/042346 



PCT/US2003/012946 



<210> 2313 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2313 

tgagcaccga cagctccagc tga 23 



<210> 2314 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2314 

ggggtctggg aatggcaggc a 21 



<210> 2315 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2315 

gcgcgcagga cgacggaaac 2 0 



<210> 2316 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 2316 

tcgtgcgtgc ctacccccg 19 



<210> 2317 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2317 

ggggaaaagc caccctgact ctgc 24 



<210> 2318 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2318 

tgcaaaaacc agaggaaggg tgtgctc 27 



<210> 2319 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2319 

tggcaccatg atcgtggcac g 21 
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<210> 2320 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2320 

gccgtgagtt tttgctctta ctcccagg 28 



<210> 2321 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2321 

gcccaatcct tgcaaggtaa cccg 



<210> 2322 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2322 

tgtgtatttg ccttcagcca catccaga 28 



<210> 2323 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2323 

catgcttaat ttgttgttaa cgtagggcag ctca 34 



<210> 2324 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2324 

ccaactctca ctgggaccag agagcca 27 



<210> 2325 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2325 

ccagatggag aaggtagcct gggcc 



<210> 2326 

<211> 32 

<212> DNA 

<213> Homo sapiens 
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<400> 2326 

tgaggcaaat acccacaaaa acaaacacaa aa 



32 



<210> 2327 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2327 

tttgatctcc ttcttggaag cctcatcca 



<210> 2328 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2326 

cctgcagcca gcactggtac agca 



<210> 2329 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<400> 2329 

tttgcttgct tgtactcacg tttttgtagg acatt 

<210> 2330 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2330 

tcagatttca catgtatggc tctgtcctac tgct 



<210> 2331 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2331 

aacgtaatca tacctctagt catagca 



<210> 2332 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2332 

ggcatctgct gcaggaacct tctgtg 



<210> 2333 
<2ll> 25 
<212> DNA 
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<213> Homo sapiens 
<400> 2333 

gcaacccagg ggaagcacag aagtg 25 



<210> 2334 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2334 

tcatgtctgt gaagggaact ggaacaactg a 31 



<210> 2335 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2335 

cgcggtgtga gggaaggggg 20 



<210> 2336 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2336 

tgggcacatc gtgaggggcc 20 



<210> 2337 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2337 

acaccatagt cctttgagat ctgatgggtc aaa 33 



<210> 2338 

<211> 25 

<212> DNA 

<213> Homo sapiens 



<400> 2338 

tggcgagctc aggattcttc atcca 25 

<210> 2339 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2339 

tgggcttgcg tttttctcca actcc 25 



<210> 2340 
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<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2340 

tccgttcctc aagattctat tctcaccctt cc 



<210> 2341 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2341 

ttccagagtc caccaagagg tcctgaatc 



<210> 2342 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2342 
gcgagcacgg ctgtggctca 



<210> 2343 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2343 

ccccctctcc tcaacatctt gtccagc 



<210> 2344 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2344 

tgccgggcct tctcctcaag g 



<210> 2345 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2345 

caggtggcct ggaggggaga aca 



<210> 2346 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2346 

cggtcttgca caaatgacgt acatttcaca 
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<210> 2347 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2347 
agccctgccc tgcccctcct 



<210> 2348 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2348 

ttcccaggct gcctctcctc acc 23 



<210> 2349 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2349 

tccatcactc tgagtatggt gtttgctgtc c 31 



<210> 2350 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2350 

tccacactct cttctttgtc ttgggtttct tec 



<210> 2351 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2351 

ccaccaggcc cagctagcat ctgg 24 



<210> 2352 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2352 

cagggactgg cctgtccccg a 



<210> 2353 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2353 
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ctgtaagccc ccttttggat gccaaa 26 

<210> 2354 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2354 

catcctaagg caatctgtat tgaaccaggt tea 33 



<210> 2355 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 2355 

tgagcagaat cccatcgtaa cagttctttg ttaca 35 



<210> 2356 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2356 

ccaagtccca agggtcagta tattggagga a 31 



<210> 2357 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2357 
cgcaacaaca agcgcacgca 



<210> 2358 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2358 

ccctgcaagt acccagggaa ggatatagtc a 31 



<210> 2359 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 2359 

tttgtacgat agttgggcat ctgtatttcc acttg 35 



<210> 2360 

<211> 32 

<212> DNA 

<213> Homo sapiens 
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<400> 2360 

agaggggaaa acctattcta cccaacacag ca 32 

<210> 2361 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2361 

tgggggaagg gggccttggt 2 0 

<210> 2362 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2362 

aacgaggcct gggctgggga 20 

<210> 2363 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2363 

tcagaaaaga aaagctcttt agactagcaa tg 32 

<210> 2364 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2364 

tcctggagct gtggggtggc a 21 

<210> 2365 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 2365 

agcgaccaca gctccgatga cca 23 

<210> 2366 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2366 

ccgagggcgt tccacccgtt 20 

<210> 2367 
<211> 24 
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<212> DNA 

<213> Homo sapiens 

<400> 2367 

tcccccagct ccctcctcac tttg 



<210> 2368 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2368 

acccggctgc gcaggtctga 20 



<210> 2369 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2369 

tgagccactg gcccacaagg g 21 



<210> 2370 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2370 

tccgtgacct cgggctcccc 2 0 



<210> 2371 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2371 

ccccgcgttg aaggcgttga 2 0 



<210> 2372 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2372 

tgggcatggg ttatcctctg ctgg 24 



<210> 2373 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<400> 2373 

tgtcgtggag taaagaggga aacatgacca 30 
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<210> 2374 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2374 

cgggagcagg acagggagcc a 21 



<210> 2375 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2375 

tggctcagta gcaacttggg gacttgtttt 



<210> 2376 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 2376 

tgtttttgga aatcactaat agggccagcc tc 



<210> 2377 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2377 

tgggagtctt gtgtctgtgc caacca 



<210> 2378 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2378 

agggggaggt ggcagtggct g 



<210> 2379 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2379 
acgcacaggg atggacgcgg 



<210> 2380 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2380 

cctctgtgac atggtggtaa cagcacaga 
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<210> 2381 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2381 

cccatggcat gaacaaatag gatgcct 27 



<210> 2382 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2382 

tcccaactgc aaaccctcat ttagtcttta gtga 34 



<210> 2383 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 2383 

tggagggaca gaggtgggtg gg 22 



<210> 2384 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 2384 

cgccagtgag ttaagttgta cagaacatcg tea 33 



<210> 2385 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2385 

gggaagacag acagcagcag accca 25 



<210> 2386 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 2386 

caccctttgg acattttgea actcttcaat g 31 



<210> 2387 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 2387 

tgggacccag gacgacgtcc a 21 

<210> 2388 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 2388 

tgccacttct ggtctcgtcg gtga 24 

<210> 2389 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 2389 

ctccccagcc cacaatttca aataatgc 2 8 

<210> 2390 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2390 

accaacttac tcttaaaaag gatggctgcc aaga 34 



<210> 2391 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 2391 

tgtcagctcc acgggggtcc c 21 

<210> 2392 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 2392 

gagtccagaa agaaatgcct ggggca 26 

<210> 2393 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2393 

cccaaagaag ggtcagccaa agcca 25 

<210> 2394 

<211> 21 

<212> DNA 
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<213> Homo sapiens 



<400> 2394 

ggcctggtgt ctgctctgcg g 

<210> 2395 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 2395 

tcagccaagc tagcctcctt agccagc 

<210> 2396 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 2396 

tcagtatgta atgtcctatt ttcccactgc acca 

<210> 2397 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 2397 

ttcctgattt tgcatgttct cattcccaaa 

<210> 2398 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 2398 

tccagaaaat tggaagcagt ctggaatgg 

<210> 2399 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2399 

cccagttcac agtcccattc tggca 

<210> 2400 

<211> 375 

<212> PRT 

<213> Homo sapiens 

<400> 2400 

Met Asp Asp Asp He Ala Ala Leu Val Val Asp Asn Gly Ser Gly Met 
1 5 10 15 



21 



27 



34 



30 



29 



25 
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Cys Lys Ala Gly Phe Ala Gly Asp Asp Ala Pro Arg Ala Val Phe Pro 
20 25 30 



Ser lie Val Gly Arg Pro Arg His Gin Gly Val Met Val Gly Met Gly 
35 40 45 



Gin Lys Asp Ser Tyr Val Gly Asp Glu Ala Gin Ser Lys Arg Gly lie 
50 55 60 



Leu Thr Leu Lys Tyr Pro lie Glu His Gly He Val Thr Asn Trp Asp 
65 70 75 80 



Asp Met Glu Lys He Trp His His Thr Phe Tyr Asn Glu Leu Arg Val 
85 90 95 



Ala Pro Glu Glu His Pro Val Leu Leu Thr Glu Ala Pro Leu Asn Pro 
100 105 110 



Lys Ala Asn Arg Glu Lys Met Thr Gin He Met Phe Glu Thr Phe Asn 
115 120 125 



Thr Pro Ala Met Tyr Val Ala He Gin Ala Val Leu Ser Leu Tyr Ala 
130 135 140 



Ser Gly Arg Thr Thr Gly He Val Met Asp Ser Gly Asp Gly Val Thr 
145 150 155 A 160 



His Thr Val Pro He Tyr Glu Gly Tyr Ala Leu Pro His Ala He Leu 
165 170 175 



Arg Leu Asp Leu Ala Gly Arg Asp Leu Thr Asp Tyr Leu Met Lys He 
180 185 190 



Leu Thr Glu Arg Gly Tyr Ser Phe Thr Thr Thr Ala Glu Arg Glu He 
195 200 205 



Val Arg Asp He Lys Glu Lys Leu Cys Tyr Val Ala Leu Asp Phe Glu 
210 215 220 



Gin Glu Met Ala Thr Ala Ala Ser Ser Ser Ser Leu Glu Lys Ser Tyr 
225 230 235 240 



Glu Leu Pro Asp Gly Gin Val He Thr He Gly Asn Glu Arg Phe Arg 
245 250 255 
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Cys Pro Glu Ala Leu Phe Gin Pro Ser Phe Leu Gly Met Glu Ser Cys 
2 60 265 



270 



Gly lie His Glu Thr Thr Phe Asn Ser He Met Lys Cys Asp Val Asp 

280 285 

He Arg Lys Asp Leu Tyr Ala Asn Thr Val Leu Ser Gly Gly Thr Thr 

295 300 



Met Tyr Pro Gly He Ala Asp Arg Met Gin Lys Glu He Thr Ala Leu 
Ala Pro ser Thr Met Lys He Lys He He Ala Pro Pro Glu Arg Lys 



325 33 0 



335 



Tyr Ser Val Trp He Gly Gly Ser He Leu Ala Ser Leu Ser Thr Phe 
340 345 350 

Gin Gin Met Trp He Ser Lys Gin Glu Tyr Asp Glu Ser Gly Pro Ser 
355 360 365 

He Val His Arg Lys Cys Phe 
370 375 

<210> 2401 

<211> 651 

<212> PRT 

<213> Homo sapiens 

<400> 2401 

Met Ala Arg Gly Ser Ala Val Ala Trp Ala Ala Leu Gly Pro Leu Leu 



10 



15 



Trp Gly cys Ala Leu Gly Leu Gin Gly Gly Met Leu Tyr Pro Gin Glu 
20 25 30 

Ser Pro Ser Arg Glu Cys Lys Glu Leu Asp Gly Leu Trp Ser Phe Arg 
35 40 45 * 

Ala Asp Phe Ser Asp Asn Arg Arg Arg Gly Phe Glu Glu Gin Trp Tyr 



60 



Arg Arg Pro Leu Trp Glu Ser Gly Pro Thr Val Asp Met Pro Val Pro 

70 75 80 



Ser Ser Phe Asn Asp He Ser Gin 



Asp Trp Arg Leu Arg His Phe Val 



85 90 95 
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Gly Trp Val Trp Tyr Glu Arg Glu Val lie Leu Pro Glu Arg Trp Thr 
100 105 110 



Gin Asp Leu Arg Thr Arg Val Val Leu Arg lie Gly Ser Ala His Ser 
115 120 125 



Tyr Ala lie Val Trp Val Asn Gly Val Asp Thr Leu Glu His Glu Gly 
130 135 140 



Gly Tyr Leu Pro Phe Glu Ala Asp lie Ser Asn Leu Val Gin Val Gly 
145 150 155 160 



Pro Leu Pro Ser Arg Leu Arg lie Thr lie Ala lie Asn Asn Thr Leu 
165 170 175 



Thr Pro Thr Thr Leu Pro Pro Gly Thr lie Gin Tyr Leu Thr Asp Thr 
180 185 190 



Ser Lys Tyr Pro Lys Gly Tyr Phe Val Gin Asn Thr Tyr Phe Asp Phe 
195 200 205 



Phe Asn Tyr Ala Gly Leu Gin Arg Ser Val Leu Leu Tyr Thr Thr Pro 
210 215 220 



Thr Thr Tyr lie Asp Asp lie Thr Val Thr Thr Ser Val Glu Gin Asp 
225 230 235 240 



Ser Gly Leu Val Asn Tyr Gin lie Ser Val Lys Gly Ser Asn Leu Phe 
245 250 255 



Lys Leu Glu Val Arg Leu Leu Asp Ala Glu Asn Lys Val Val Ala Asn 
260 265 270 



Gly Thr Gly Thr Gin Gly Gin Leu Lys Val Pro Gly Val Ser Leu Trp 
275 280 285 



Trp Pro Tyr Leu Met His Glu Arg Pro Ala Tyr Leu Tyr Ser Leu Glu 
290 295 300 



Val Gin Leu Thr Ala Gin Thr Ser Leu Gly Pro Val Ser Asp Phe Tyr 
305 310 315 320 



Thr Leu Pro Val Gly He Arg Thr Val Ala Val Thr Lys Ser Gin Phe 
325 330 335 
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Leu lie Asn Gly Lys Pro Phe Tyr Phe His Gly Val Asn Lys His Glu 
340 345 350 



Asp Ala Asp lie Arg Gly Lys Gly Phe Asp Trp Pro Leu Leu Val Lys 
355 360 365 



Asp Phe Asn Leu Leu Arg Trp Leu Gly Ala Asn Ala Phe Arg Thr Ser 
370 375 380 



His Tyr Pro Tyr Ala Glu Glu Val Met Gin Met Cys Asp Arg Tyr Gly 
385 390 395 400 



lie Val Val lie Asp Glu Cys Pro Gly Val Gly Leu Ala Leu Pro Gin 
405 410 415 



Phe Phe Asn Asn Val Ser Leu His His His Met Gin Val Met Glu Glu 
420 425 430 



Val Val Arg Arg Asp Lys Asn His Pro Ala Val Val Met Trp Ser Val 
435 440 445 



Ala Asn Glu Pro Ala Ser His Leu Glu Ser Ala Gly Tyr Tyr Leu Lys 
450 455 460 



Met Val lie Ala His Thr Lys Ser Leu Asp Pro Ser Arg Pro Val Thr 
465 470 475 480 



Phe Val Ser Asn Ser Asn Tyr Ala Ala Asp Lys Gly Ala Pro Tyr Val 
485 490 495 



Asp Val lie Cys Leu Asn Ser Tyr Tyr Ser Trp Tyr His Asp Tyr Gly 
500 505 510 



His Leu Glu Leu lie Gin Leu Gin Leu Ala Thr Gin Phe Glu Asn Trp 
515 520 525 



Tyr Lys Lys Tyr Gin Lys Pro lie lie Gin Ser Glu Tyr Gly Ala Glu 
530 535 540 



Thr He Ala Gly Phe His Gin Asp Pro Pro Leu Met Phe Thr Glu Glu 
545 550 555 560 



Tyr Gin Lys Ser Leu Leu Glu Gin Tyr His Leu Gly Leu Asp Gin Lys 
565 570 575 
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Arg Arg Lys Tyr Val Val Gly Glu Leu lie Trp Asn Phe Ala Asp Phe 
580 585 590 



Met Thr Glu Gin Ser Pro Thr Arg Val Leu Gly Asn Lys Lys Gly lie 
595 600 605 



Phe Thr Arg Gin Arg Gin Pro Lys Ser Ala Ala Phe Leu Leu Arg Glu 
610 615 620 



Arg Tyr Trp Lys lie Ala Asn Glu Thr Arg Tyr Pro His Ser Val Ala 
625 630 635 640 



Lys Ser Gin Cys Leu Glu Asn Ser Pro Phe Thr 
645 650 



<210> 2402 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 2402 

Met Ser Arg Ser Val Ala Leu Ala Val Leu Ala Leu Leu Ser Leu Ser 
15 10 15 



Gly Leu Glu Ala lie Gin Arg Thr Pro Lys lie Gin Val Tyr Ser Arg 
20 25 30 



His Pro Ala Glu Asn Gly Lys Ser Asn Phe Leu Asn Cys Tyr Val Ser 
35 40 45 



Gly Phe His Pro Ser Asp lie Glu Val Asp Leu Leu Lys Asn Gly Glu 
50 55 60 



Arg lie Glu Lys Val Glu His Ser Asp Leu Ser Phe Ser Lys Asp Trp 
65 70 75 80 



Ser Phe Tyr Leu Leu Tyr Tyr Thr Glu Phe Thr Pro Thr Glu Lys Asp 
85 90 95 



Glu Tyr Ala Cys Arg Val Asn His Val Thr Leu Ser Gin Pro Lys lie 
100 105 110 



Val Lys Trp Asp Arg Asp Met 
115 



<210> 2403 
<211> 228 
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<212> PRT 

<213> Homo sapiens 

<400> .2403 

Met ser Val Ser Glu He Phe Val Glu Leu Gin Gly Phe Leu Ala Ala 
1 5 10 is 

Glu Gin Asp He Arg Glu Glu He Arg Lys Val Val Gin Ser Leu Glu 
20 25 30 

Gin Thr Ala Arg Glu He Leu Thr Leu Leu Gin Gly Val His Gin Glv 
35 40 45 

Ala Gly Phe Gin Asp He Pro Lys Arg Cys Leu Lys Ala Arg Glu His 
50 55 60 

Phe Gly Thr Val Lys Thr His Leu Thr Ser Leu Lys Thr Lys Phe Pro 
65 70 75 ~ 80 

Ala Glu Gin Tyr Tyr Arg Phe His Glu His Trp Arg Phe Val Leu Gin 
85 90 95 

Arg Leu Val Phe Leu Ala Ala Phe Val Val Tyr Leu Glu Thr Glu Thr 
100 105 110 

Leu Val Thr Arg Glu Ala Val Thr Glu He Leu Gly He Glu Pro Asp 
115 120 125 

Arg Glu Lys Gly Phe His Leu Asp Val Glu Asp Tyr Leu Ser Gly Val 
130 135 140 

Leu He Leu Ala Ser Glu Leu Ser Arg Leu Ser Val Asn Ser Val Thr 
145 150 155 160 

Ala Gly Asp Tyr Ser Arg Pro Leu His He Ser Thr Phe He Asn Glu 
165 170 175 

Leu Asp Ser Gly Phe Arg Leu Leu Asn Leu Lys Asn Asp Ser Leu Arg 
180 185 190 

Lys Arg Tyr Asp Gly Leu Lys Tyr Asp Val Lys Lys Val Glu Glu Val 
195 200 205 

Val Tyr Asp Leu Ser He Arg Gly Phe Asn Lys Glu Thr Ala Ala Ala 
21° 215 220 
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Cys Val Glu Lys 
225 



<210> 2404 

<211> 378 

<212> PRT 

<213> Homo sapiens 

<400> 2404 

Met Asp Leu Gly Lys Pro Met Lys Ser Val Leu Val Val Ala Leu Leu 
1 5 10 15 

Val lie Phe Gin Val Cys Leu Cys Gin Asp Glu Val Thr Asp Asp Tyr 
20 25 30 

lie Gly Asp Asn Thr Thr Val Asp Tyr Thr Leu Phe Glu Ser Leu Cys 
35 40 45 

Ser Lys Lys Asp Val Arg Asn Phe Lys Ala Trp Phe Leu Pro lie Met 
50 55 60 

Tyr Ser lie He Cys Phe Val Gly Leu Leu Gly Asn Gly Leu Val Val 
65 70 75 80 

Leu Thr Tyr He Tyr Phe Lys Arg Leu Lys Thr Met Thr Asp Thr Tyr 
85 90 95 

Leu Leu Asn Leu Ala Val Ala Asp lie Leu Phe Leu Leu Thr Leu Pro 
10° 105 110 

Phe Trp Ala Tyr Ser Ala Ala Lys Ser Trp Val Phe Gly Val His Phe 
115 120 125 

Cys Lys Leu He Phe Ala He Tyr Lys Met Ser Phe Phe Ser Gly Met 
I 30 135 140 

Leu Leu Leu Leu Cys He Ser He Asp Arg Tyr Val Ala He Val Gin 
145 15 0 155 160 

Ala Val Ser Ala His Arg His Arg Ala Arg Val Leu Leu He Ser Lys 
165 170 17 5 

Leu Ser Cys Val Gly He Trp He Leu Ala Thr Val Leu Ser He Pro 
180 185 190 

Glu Leu Leu Tyr Ser Asp Leu Gin Arg Ser Ser Ser Glu Gin Ala Met 
I 95 200 205 
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Arg Cys Ser Leu He Thr Glu His Val Glu Ala Phe He Thr He Gin 
210 215 220 

Val Ala Gin Met Val He Gly Phe Leu Val Pro Leu Leu Ala Met Ser 
225 230 235 240 

Phe Cys Tyr Leu Val He He Arg Thr Leu Leu Gin Ala Arg Asn Phe 
245 250 255 

Glu Arg Asn Lys Ala He Lys Val He He Ala Val Val Val Val Phe 
260 265 270 

He Val Phe Gin Leu Pro Tyr Asn Gly Val Val Leu Ala Gin Thr Val 
275 280 285 

Ala Asn Phe Asn He Thr Ser Ser Thr Cys Glu Leu Ser Lys Gin Leu 
290 295 300 

Asn He Ala Tyr Asp Val Thr Tyr Ser Leu Ala Cys Val Arg Cys Cys 
305 310 315 320 

Val Asn Pro Phe Leu Tyr Ala Phe He Gly Val Lys Phe Arg Asn Asp 
325 330 335 

Leu Phe -Lys Leu Phe Lys Asp Leu Gly Cys Leu Ser Gin Glu Gin Leu 
340 345 350 

Arg Gin Trp Ser Ser Cys Arg His He Arg Arg Ser Ser Met Ser Val 
355 360 365 

Glu Ala Glu Thr Thr Thr Thr Phe Ser Pro 
370 375 



<210> 2405 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<400> 2405 

Met Leu Arg Leu Tyr Val Leu Val Met Gly Val Ser Ala Phe Thr Leu 
1 5 10 15 

Gin Pro Ala Ala His Thr Gly Ala Ala Arg Ser Cys Arg Phe Arg Gly 
20 25 30 
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Arg His Tyr Lys Arg Glu Phe Arg Leu Glu Gly Glu Pro Val Ala Leu 
35 40 45 



Arg Cys Pro Gin Val Pro Tyr Trp Leu Trp Ala Ser Val Ser Pro Arg 
50 55 60 



He Asn Leu Thr Trp His Lys Asn Asp Ser Ala Arg Thr Val Pro Gly 
65 70 75 80 

Glu Glu Glu Thr Arg Met Trp Ala Gin Asp Gly Ala Leu Trp Leu Leu 
85 90 95 

Pro Ala Leu Gin Glu Asp Ser Gly Thr Tyr Val Cys Thr Thr Arg Asn 
100 105 110 

Ala Ser Tyr Cys Asp Lys Met Ser He Glu Leu Arg Val Phe Glu Asn 
115 120 125 



Thr Asp Ala Phe Leu Pro Phe He Ser Tyr Pro Gin He Leu Thr Leu 
130 135 140 



Ser Thr Ser Gly Val Leu Val Cys Pro Asp Leu Ser Glu Phe Thr Arg 
145 150 155 160 

Asp Lys Thr Asp Val Lys He Gin Trp Tyr Lys Asp Ser Leu Leu Leu 
165 170 175 

Asp Lys Asp Asn Glu Lys Phe Leu Ser Val Arg Gly Thr Thr His Leu 
180 185 190 

Leu Val His Asp Val Ala Leu Glu Asp Ala Gly Tyr Tyr Arg Cys Val 
195 200 ~ 205 

Leu Thr Phe Ala His Glu Gly Gin Gin Tyr Asn He Thr Arg Ser He 
210 215 22 0 



Glu Leu Arg He Lys Lys Lys Lys Glu Glu Thr He Pro Val He He 
225 230 235 240 

Ser Pro Leu Lys Thr He Ser Ala Ser Leu Gly Ser Arg Leu Thr He 
245 250 255 

Pro Cys Lys Val Phe Leu Gly Thr Gly Thr Pro Leu Thr Thr Met Leu 
260 265 270 

Trp Trp Thr Ala Asn Asp Thr His He Glu Ser Ala Tyr Pro Gly Gly 
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275 
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285 



Arg Val Thr Glu Gly Pro Arg Gin Glu Tyr Ser Glu Asn Asn Glu Asn 
290 295 300 

Tyr lie Glu Val Pro Leu He Phe Asp Pro Val Thr Arg Glu Asp Leu 
305 310 315 * 320 

His Met Asp Phe Lys Cys Val Val His Asn Thr Leu Ser Phe Gin Thr 
325 330 335 

Leu Arg Thr Thr Val Lys Glu Ala Ser Ser Thr Phe Ser Trp Gly He 
340 345 350 

Val Leu Ala Pro Leu Ser Leu Ala Phe Leu Val Leu Gly Gly He Trp 
355 360 365 

Met His Arg Arg Cys Lys His Arg Thr Gly Lys Ala Asp Gly Leu Thr 
370 375 380 

Val Leu Trp Pro His His Gin Asp Phe Gin Ser Tyr Pro Lys 
385 390 395 

<210> 2406 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 2406 

Met Glu Phe Asp Leu Asn Gly Asn Gly Asp He Gly Glu Lys Arg Val 
1 5 10 15 

He Cys Gly Gly Arg Val Val Cys Arg Pro Lys Lys Thr Glu Val Ser 
20 25 30 

Pro Thr Cys Ser He Pro His Asp Leu Gly Gly Gly Pro Pro Thr Thr 
35 40 45 

Val Gly Gly Arg Arg Met Gly Met Arg Lys Trp Glu Arg Arg Glu Arg 
50 55 60 

Val Ser Pro Pro Ser Pro His Pro His Pro Leu Pro Pro Asp He Met 
65 70 75 * 80 

Ser Leu Lys Arg Met Leu Glu Lys Leu Gly Val Pro Lys Thr His Leu 
85 90 95 



686 



WO 2004/042346 



PCT/US2003/012946 



Glu Leu Lys Lys Leu lie Gly Glu Val Ser Ser Gly Ser Gly Glu Thr 
100 105 110 



Phe Ser Tyr Pro Asp Phe Leu Arg Met Met Leu Gly Lys Arg Ser Ala 
115 120 125 



lie Leu Lys Met 
130 



<210> 2407 

<211> 587 

<212> PRT 

<213> Homo sapiens 

<400> 2407 

Met Val Thr Ala Ala Met Leu Leu Gin Cys Cys Pro Val Leu Ala Arg 
1 5 10 15 



Gly Pro Thr Ser Leu Leu Gly Lys Val Val Lys Thr His Gin Phe Leu 
20 25 " 30 



Phe Gly lie Gly Arg Cys Pro lie Leu Ala Thr Gin Gly Pro Asn Cys 
35 40 45 



Ser Gin He His Leu Lys Ala Thr Lys Ala Gly Gly Asp Ser Pro Ser 
50 55 60 



Trp Ala Lys Gly His Cys Pro Phe Met Leu Ser Glu Leu Gin Asp Gly 
65 70 75 80 



Lys Ser Lys He Val Gin Lys Ala Ala Pro Glu Val Gin Glu Asp Val 
85 90 95 



Lys Ala Phe Lys Thr Asp Leu Pro Ser Ser Leu Val Ser Val Ser Leu 
100 105 110 



Arg Lys Pro Phe Ser Gly Pro Gin Glu Gin Glu Gin He Ser Gly Lys 
115 12 0 12 5 



Val Thr His Leu He Gin Asn Asn Met Pro Gly Asn Tyr Val Phe Ser 
130 135 140 



Tyr Asp Gin Phe Phe Arg Asp Lys He Met Glu Lys Lys Gin Asp His 
145 150 155 160 



Thr Tyr Arg Val Phe Lys Thr Val Asn Arg Trp Ala Asp Ala Tyr Pro 
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165 
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175 



Phe Ala Gin His Phe Phe Glu Ala Ser Val Ala Ser Lys Asp Val Ser 
180 185 190 

Val Trp Cys Ser Asn Asp Tyr Leu Gly Met Ser Arg His Pro Gin Val 
195 200 205 

Leu Gin Ala Thr Gin Glu Thr Leu Gin Arg His Gly Ala Gly Ala Glv 
210 215 220 

Gly Thr Arg Asn He Ser Gly Thr Ser Lys Phe His Val Glu Leu Glu 
225 230 235 240 

Gin Glu Leu Ala Glu Leu His Gin Lys Asp Ser Ala Leu Leu Phe Ser 
245 250 255 

Ser Cys Phe Val Ala Asn Asp Ser Thr Leu Phe Thr Leu Ala Lys He 
260 265 270 

Leu Pro Gly Cys Glu He Tyr Ser Asp Ala Gly Asn His Ala Ser Met 
275 280 285 

He Gin Gly He Arg Asn Ser Gly Ala Ala Lys Phe Val Phe Arg His 
290 295 300 

Asn Asp Pro Asp His Leu Lys Lys Leu Leu Glu Lys Ser Asn Pro Lys 
305 310 315 320 

He Pro Lys He Val Ala Phe Glu Thr Val His Ser Met Asp Gly Ala 
325 330 335 

He Cys Pro Leu Glu Glu Leu Cys Asp Val Ser His Gin Tyr Gly Ala 
340 345 350 

Leu Thr Phe Val Asp Glu Val His Ala Val Gly Leu Tyr Gly Ser Arq 
355 360 365 

Gly Ala Gly He Gly Glu Arg Asp Gly He Met His Lys He Asp He 
370 375 380 

He Ser Gly Thr Leu Gly Lys Ala Phe Gly Cys Val Gly Gly Tyr He 
385 390 395 ' 400 

Ala Ser Thr Arg Asp Leu Val Asp Met Val Arg Ser Tyr Ala Ala Gly 
4 °5 410 ' 415 
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Phe lie Phe Thr Thr Ser Leu Pro Pro Met Val Leu Ser Gly Ala Leu 
420 425 430 

Glu Ser Val Arg Leu Leu Lys Gly Glu Glu Gly Gin Ala Leu Arg Arg 
435 440 445 



Ala His Gin Arg Asn Val Lys His Met Arg Gin Leu Leu Met Asp Arg 
450 455 460 



Gly Leu Pro Val lie Pro Cys Pro Ser His lie lie Pro He Arg Val 
465 470 475 480 



Gly Asn Ala Ala Leu Asn Ser Lys Leu Cys Asp Leu Leu Leu Ser Lys 
485 490 ' 495 

His Gly He Tyr Val Gin Ala He Asn Tyr Pro Thr Val Pro Arg Gly 
500 505 510 



Glu Glu Leu Leu Arg Leu Ala Pro Ser Pro His His Ser Pro Gin Met 
515 520 525 



Met Glu Asp Phe Val Glu Lys Leu Leu Leu Ala Trp Thr Ala Val Gly 
530 535 540 



Leu Pro Leu Gin Asp Val Ser Val Ala Ala Cys Asn Phe Cys Arg Arg 
545 550 555 560 



Pro Val His Phe Glu Leu Met Ser Glu Trp Glu Arg Ser Tyr Phe Gly 
565 570 575 



Asn Met Gly Pro Gin Tyr Val Thr Thr Tyr Ala 
580 585 



<210> 2408 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 2408 

Met Ser Ala Thr Trp Cys Ser Pro Glu Gly Gin Gly Met Gly Gin Gly 
1 5 10 15 



Pro Gly Arg Glu Val Gly Gly Asn Ser Ala Ala Ser Gly Pro Ala Ser 
20 25 30 
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Pro lie Arg Asp Pro Cys Leu Ser Glu Ala Gly Leu Lys Gly Pro Pro 
35 40 45 



Ser Ala His Pro Arg Arg Leu Cys Leu Leu His Arg Leu Val Cys Phe 
50 55 60 



Ser Gly Gly Leu Thr Ser lie Gin Leu Ser Pro Arg Thr Cys Cys Ser 
65 70 75 80 



His Gin Trp Ala Gin Leu Phe Ser Pro Ala Cys Phe Pro Gin Trp Arg 
85 90 95 



Ala Pro Gly Cys Ser Leu Asp Asp Ser Arg Ser Leu Thr Arg He Arg 
100 105 110 



Pro Val His Leu Pro Gly Pro Ser Leu Asp 
115 120 



<210> 


2409 


<211> 


288 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2409 



Met Gly His Thr Arg Arg Gin Gly Thr Ser Pro Ser Lys Cys Pro Tyr 
15 10 15 



Leu Asn Phe Phe Gin Leu Leu Val Leu Ala Gly Leu Ser His Phe Cys 
20 25 30 



Ser Gly Val He His Val Thr Lys Glu Val Lys Glu Val Ala Thr Leu 
35 40 45 



Ser Cys Gly His Asn Val Ser Val Glu Glu Leu Ala Gin Thr Arg He 
50 55 60 



Tyr Trp Gin Lys Glu Lys Lys Met Val Leu Thr Met Met Ser Gly Asp 
65 70 75 80 



Met Asn He Trp Pro Glu Tyr Lys Asn Arg Thr He Phe Asp He Thr 
85 90 95 



Asn Asn Leu Ser He Val He Leu Ala Leu Arg Pro Ser Asp Glu Gly 
100 105 110 



Thr Tyr Glu Cys Val Val Leu Lys Tyr Glu Lys Asp Ala Phe Lys Arg 
115 120 125 
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Glu His Leu Ala Glu Val Thr Leu Ser Val Lys Ala Asp Phe Pro Thr 
130 135 140 

Pro Ser He Ser Asp Phe Glu He Pro Thr Ser Asn He Arg Arg He 
145 150 155 3 1 60 

He Cys Ser Thr Ser Gly Gly Phe Pro Glu Pro His Leu Ser Trp Leu 
165 170 175 

Glu Asn Gly Glu Glu Leu Asn Ala He Asn Thr Thr Val Ser Gin Asp 
180 185 190 

Pro Glu Thr Glu Leu Tyr Ala Val Ser Ser Lys Leu Asp Phe Asn Met 
195 200 205 

Thr Thr Asn His Ser Phe Met Cys Leu He Lys Tyr Gly His Leu Arg 
210 215 220 

Val Asn Gin Thr Phe Asn Trp Asn Thr Thr Lys Gin Glu His Phe Pro 
225 230 235 240 

Asp Asn Leu Leu Pro Ser Trp Ala He Thr Leu He Ser Val Asn Gly 
245 250 255 

He Phe Val He Cys Cys Leu Thr Tyr Cys Phe Ala Pro Arg Cys Arq 
260 265 270 

Glu Arg Arg Arg Asn Glu Arg Leu Arg Arg Glu Ser Val Arg Pro Val 
275 280 285 

<210> 2410 

<211> 588 

<212> PRT 

<213> Homo sapiens 

<400> 2410 

Met His Cys Lys Val Ser Leu Leu Asp Asp Thr Val Tyr Glu Cys Val 
1 5 10 15 

Val Glu Lys His Ala Lys Gly Gin Asp Leu Leu Lys Arg Val Cys Glu 
20 25 30 

His Leu Asn Leu Leu Glu Glu Asp Tyr Phe Gly Leu Ala He Trp Asp 
35 40 45 
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Asn Ala Thr Ser Lys Thr Trp Leu Asp Ser Ala Lys Glu lie Lys Lys 
50 55 60 



Gin Val Arg Gly Val Pro Trp Asn Phe Thr Phe Asn Val Lys Phe Tyr 
65 70 75 80 



Pro Pro Asp Pro Ala Gin Leu Thr Glu Asp lie Thr Arg Tyr Tyr Leu 
85 90 95 



Cys Leu Gin Leu Arg Gin Asp lie Val Ala Gly Arg Leu Pro Cys Ser 
100 105 110 



Phe Ala Thr Leu Ala Leu Leu Gly Ser Tyr Thr lie Gin Ser Glu Leu 
115 120 125 



Gly Asp Tyr Asp Pro Glu Leu His Gly Val Asp Tyr Val Ser Asp Phe 
130 135 140 



Lys Leu Ala Pro Asn Gin Thr Lys Glu Leu Glu Glu Lys Val Met Glu 
145 150 155 160 



Leu His Lys Ser Tyr Arg Ser Met Thr Pro Ala Gin Ala Asp Leu Glu 
165 170 175 



Phe Leu Glu Asn Ala Lys Lys Leu Ser Met Tyr Gly Val Asp Leu His 
180 185 190 



Lys Ala Lys Asp Leu Glu Gly Val Asp lie lie Leu Gly Val Cys Ser 
195 200 205 



Ser Gly Leu Leu Val Tyr Lys Asp Lys Leu Arg lie Asn Arg Phe Pro 
210 215 220 



Trp Pro Lys Val Leu Lys lie Ser Tyr Lys Arg Ser Ser Phe Phe lie 
225 230 235 240 



Lys He Arg Pro Gly Glu Gin Glu Gin Tyr Glu Ser Thr He Gly Phe 
245 250 255 



Lys Leu Pro Ser Tyr Arg Ala Ala Lys Lys Leu Trp Lys Val Cys Val 
260 265 270 



Glu His His Thr Phe Phe Arg Leu Thr Ser Thr Asp Thr He Pro Lys 
275 280 285 



Ser Lys Phe Leu Ala Leu Gly Ser Lys Phe Arg Tyr Ser Gly Arg Thr 
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290 



295 



300 
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Gin Ala Gin Thr Arg Gin Ala Ser Ala Leu He Asp Arg Pro Ala Pro 
305 310 315 320 

His Phe Glu Arg Thr Ala Ser Lys Arg Ala Ser Arg Ser Leu Asp Gly 
325 330 335 

Ala Ala Ala Val Asp Ser Ala Asp Arg Ser Pro Arg Pro Thr Ser Ala 
340 345 350 

Pro Ala He Thr Gin Gly Gin Val Ala Glu Gly Gly Val Leu Asp Ala 
35 5 360 365 

Ser Ala Lys Lys Thr Val Val Pro Lys Ala Gin Lys Glu Thr Val Lys 
37 ° 375 380 

Ala Glu Val Lys Lys Glu Asp Glu Pro Pro Glu Gin Ala Glu Pro Glu 
385 39 ° 395 400 

Pro Thr Glu Ala Trp Lys Lys Lys Arg Glu Arg Leu Asp Gly Glu Asn 
405 410 415 

He Tyr He Arg His Ser Asn Leu Met Leu Glu Asp Leu Asp Lys Ser 
420 425 430 

Gin Glu Glu He Lys Lys His His Ala Ser He Ser Glu Leu Lys Lys 
435 440 445 

Asn Phe Met Glu Ser Val Pro Glu Pro Arg Pro Ser Glu Trp Asp Lys 
450 455 460 

Arg Leu Ser Thr His Ser Pro Phe Arg Thr Leu Asn He Asn Gly Gin 
465 4 ™ 475 480 

He Pro Thr Gly Glu Gly Pro Pro Leu Val Lys Thr Gin Thr Val Thr 
4 85 490 495 

He Ser Asp Asn Ala Asn Ala Val Lys Ser Glu He Pro Thr Lys Asp 
500 505 510 

Val Pro He Val His Thr Glu Thr Lys Thr He Thr Tyr Glu Ala Ala 
51 5 520 525 

Gin Thr Val Lys Gly Gly He Ser Glu Thr Arg He Glu Lys Arg He 
53 <> 535 540 
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Val lie Thr Gly Asp Ala Asp He Asp His Asp Gin Val Leu Val Gin 
545 550 555 560 



Ala He Lys Glu Ala Lys Glu Gin His Pro Asp Met Ser Val Thr Lys 
565 570 575 



Val Val Val His Gin Glu Thr Glu He Ala Asp Glu 
580 585 



<210> 2411 

<211> 982 

<212> PRT 

<213> Homo sapiens 

<400> 2411 

Met Ala Asn Ser Met Asn Gly Arg Asn Pro Gly Gly Arg Gly Gly Asn 
15 10 15 



Pro Arg Lys Gly Arg He Leu Gly He He Asp Ala He Gin Asp Ala 
20 25 30 



Val Gly Pro Pro Lys Gin Ala Ala Ala Asp Arg Arg Thr Val Glu Lys 
35 40 45 



Thr Trp Lys Leu Met Asp Lys Val Val Arg Leu Cys Gin Asn Pro Lys 
50 55 60 



Leu Gin Leu Lys Asn Ser Pro Pro Tyr He Leu Asp He Leu Pro Asp 
65 70 75 80 



Thr Tyr Gin His Leu Arg Leu He Leu Ser Lys Tyr Asp Asp Asn Gin 
85 90 95 



Lys Leu Ala Gin Leu Ser Glu Asn Glu Tyr Phe Lys He Tyr He Asp 
100 105 110 



Ser Leu Met Lys Lys Ser Lys Arg Ala He Arg Leu Phe Lys Glu Gly 
115 120 125 



Lys Glu Arg Met Tyr Glu Glu Gin Ser Gin Asp Arg Arg Asn Leu Thr 
130 135 140 



Lys Leu Ser Leu He Phe Ser His Met Leu Ala Glu He Lys Ala He 
145 150 155 160 
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Phe Pro Asn Gly Gin Phe Gin Gly Asp Asn Phe Arg He Thr Lys Ala 
165 170 175 



Asp Ala Ala Glu Phe Trp Arg Lys Phe Phe Gly Asp Lys Thr He Val 
180 185 190 



Pro Trp Lys Val Phe Arg Gin Cys Leu His Glu Val His Gin He Ser 
195 200 205 



Ser Gly Leu Glu Ala Met Ala Leu Lys Ser Thr He Asp Leu Thr Cys 
210 215 220 



Asn Asp Tyr He Ser Val Phe Glu Phe Asp He Phe Thr Arg Leu Phe 
225 230 235 240 



Gin Pro Trp Gly Ser He Leu Arg Asn Trp Asn Phe Leu Ala Val Thr 
245 250 255 



His Pro Gly Tyr Met Ala Phe Leu Thr Tyr Asp Glu Val Lys Ala Arg 
260 265 270 



Leu Gin Lys Tyr Ser Thr Lys Pro Gly Ser Tyr He Phe Arg Leu Ser 
275 280 285 



Cys Thr Arg Leu Gly Gin Trp Ala He Gly Tyr Val Thr Gly Asp Gly 
290 295 300 



Asn He Leu Gin Thr He Pro His Asn Lys Pro Leu Phe Gin Ala Leu 
305 310 315 320 



He Asp Gly Ser Arg Glu Gly Phe Tyr Leu Tyr Pro Asp Gly Arg Ser 
325 330 335 



Tyr Asn Pro Asp Leu Thr Gly Leu Cys Glu Pro Thr Pro His Asp His 
340 345 350 



He Lys Val Thr Gin Glu Gin Tyr Glu Leu Tyr Cys Glu Met Gly Ser 
355 360 365 



Thr Phe Gin Leu Cys Lys He Cys Ala Glu Asn Asp Lys Asp Val Lys 
370 375 380 



He Glu Pro Cys Gly His Leu Met Cys Thr Ser Cys Leu Thr Ala Trp 
385 390 395 400. 

Gin Glu Ser Asp Gly Gin Gly Cys Pro Phe Cys Arg Cys Glu He Lys 
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405 



410 



PCT/US2003/012946 
415 



Gly Thr Glu Pro He He Val Asp Pro Phe Asp Pro Arg Asp Glu Gly 
420 425 430 

Ser Arg Cys Cys Ser He He Asp Pro Phe Gly Met Pro Met Leu Asp 
435 440 445 

Leu Asp Asp Asp Asp Asp Arg Glu Glu Ser Leu Met Met Asn Arg Leu 
450 455 460 

Ala Asn Val Arg Lys Cys Thr Asp Arg Gin Asn Ser Pro Val Thr Ser 
465 470 475 480 

Pro Gly Ser Ser Pro Leu Ala Gin Arg Arg Lys Pro Gin Pro Asp Pro 
485 490 495 

Leu Gin He Pro His Leu Ser Leu Pro Pro Val Pro Pro Arg Leu Asp 
500 505 510 

Leu lie Gin Lys Gly He Val Arg Ser Pro Cys Gly Ser Pro Thr Gly 
515 520 525 

Ser Pro Lys Ser Ser Pro Cys Met Val Arg Lys Gin Asp Lys Pro Leu 
530 535 540 

Pro Ala Pro Pro Pro Pro Leu Arg Asp Pro Pro Pro Pro Pro Pro Glu 
545 550 555 560 

Arg Pro Pro Pro He Pro Pro Asp Asn Arg Leu Ser Arg His He His 
565 570 575 

His Val Glu Ser Val Pro Ser Lys Asp Pro Pro Met Pro Leu Glu Ala 
580 585 590 

Trp Cys Pro Arg Asp Val Phe Gly Thr Asn Gin Leu Val Gly Cys Arg 
595 600 605 

Leu Leu Gly Glu Gly Ser Pro Lys Pro Gly He Thr Ala Ser Ser Asn 
61 ° 615 620 

Val Asn Gly Arg His Ser Arg Val Gly Ser Asp Pro Val Leu Met Arq 
625 "0 635 640 

Lys His Arg Arg His Asp Leu Pro Leu Glu Gly Ala Lys Val Phe Ser 
645 650 655 
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Asn Gly His Leu Gly Ser Glu Glu Tyr Asp Val Pro Pro Arg Leu Ser 
660 665 670 



Pro Pro Pro Pro Val Thr Thr Leu Leu Pro Ser lie Lys Cys Thr Gly 
675 680 685 



Pro Leu Ala Asn Ser Leu Ser Glu Lys Thr Arg Asp Pro Val Glu Glu 
690 695 700 



Asp Asp Asp Glu Tyr Lys lie Pro Ser Ser His Pro Val Ser Leu Asn 
705 710 715 720 



Ser Gin Pro Ser His Cys His Asn Val Lys Pro Pro Val Arg Ser Cys 
725 730 735 



Asp Asn Gly His Cys Met Leu Asn Gly Thr His Gly Pro Ser Ser Glu 
740 745 750 



Lys Lys Ser Asn lie Pro Asp Leu Ser lie Tyr Leu Lys Gly Asp Val 
755 760 765 



Phe Asp Ser Ala Ser Asp Pro Val Pro Leu Pro Pro Ala Arg Pro Pro 
770 775 780 



Thr Arg Asp Asn Pro Lys His Gly Ser Ser Leu Asn Arg Thr Pro Ser 
785 790 795 800 



Asp Tyr Asp Leu Leu lie Pro Pro Leu Gly Glu Asp Ala Phe Asp Ala 
805 810 815 



Leu Pro Pro Ser Leu Pro Pro Pro Pro Pro Pro Ala Arg His Ser Leu 
820 825 830 



lie Glu His Ser Lys Pro Pro Gly Ser Ser Ser Arg Pro Ser Ser Gly 
835 840 845 



Gin Asp Leu Phe Leu Leu Pro Ser Asp Pro Phe Val Asp Leu Ala Ser 
850 855 860 



Gly Gin Val Pro Leu Pro Pro Ala Arg Arg Leu Pro Gly Glu Asn Val 
865 870 875 880 



Lys Thr Asn Arg Thr Ser Gin Asp Tyr Asp Gin Leu Pro Ser Cys Ser 
885 890 895 
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Asp Gly ser Gin Ala Pro Ala Arg Pro Pro Lys Pro Arg Pro Arg Arg 
900 90S 910 

Thr Ala Pro Glu He His His Arg Lys Pro His Gly Pro Glu Ala Ala 
915 920 925 

Leu Glu Asn Val Asp Ala Lys He Ala Lys Leu Met Gly Glu Gly Tyr 
30 935 940 

Ala Phe Glu Glu val Lys Arg Ala Leu Glu He Ala Gin Asn Asn Val 
945 950 955 960 

Glu Val Ala Arg Ser He Leu Arg Glu Phe Ala Phe Pro Pro Pro Val 
965 970 975 

Ser Pro Arg Leu Asn Leu 
980 



<210> 2412 

<211> 352 

<212> PRT 

<213> Homo sapiens 

<400> 2412 

Met Asp Tyr Gin Val Ser Ser Pro He Tyr Asp He Asn Tyr Tyr Thr 
5 10 15 

Ser Glu Pro Cys Gin Lys He Asn Val Lys Gin He Ala Ala Arg Leu 
20 25 30 

Leu Pro Pro Leu Tyr Ser Leu Val Phe He Phe Gly Phe Val Gly Asn 
35 40 45 

Met Leu Val He Leu He Leu He Asn Cys Lys Arg Leu Lys Ser Met 
50 55 60 

Thr Asp lie Tyr Leu Leu Asn Leu Ala He Ser Asp Leu Phe Phe Leu 



65 7 0 75 



80 



Leu Thr Val Pro Phe Trp Ala His Tyr Ala Ala Ala Gin Trp Asp Phe 
85 90 95 

Gly Asn Thr Met Cys Gin Leu Leu Thr Gly Leu Tyr Phe He Gly Phe 
100 105 no 

Phe Ser Gly He Phe Phe He He Leu Leu Thr He Asp Arg Tyr Leu 
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115 120 125 



Ala Val Val His Ala Val Phe Ala Leu Lys Ala Arg Thr Val Thr Phe 
130 135 140 



Gly Val Val Thr Ser Val He Thr Trp Val Val Ala Val Phe Ala Ser 
145 150 155 160 



Leu Pro Gly He He Phe Thr Arg Ser Gin Lys Glu Gly Leu His Tyr 
165 170 175 



Thr Cys Ser Ser His Phe Pro Tyr Ser Gin Tyr Gin Phe Trp Lys Asn 
180 185 190 



Phe Gin Thr Leu Lys He Val He Leu Gly Leu Val Leu Pro Leu Leu 
195 200 205 



Val Met Val He Cys Tyr Ser Gly He Leu Lys Thr Leu Leu Arg Cys 
210 215 220 



Arg Asn Glu Lys Lys Arg His Arg Ala Val Arg Leu He Phe Thr He 
225 230 235 240 



Met He Val Tyr Phe Leu Phe Trp Ala Pro Tyr Asn He Val Leu Leu 
245 250 255 



Leu Asn Thr Phe Gin Glu Phe Phe Gly Leu Asn Asn Cys Ser Ser Ser 
260 265 270 



Asn Arg Leu Asp Gin Ala Met Gin Val Thr Glu Thr Leu Gly Met Thr 
275 280 285 



His Cys Cys He Asn Pro He He Tyr Ala Phe Val Gly Glu Lys Phe 
290 295 300 



Arg Asn Tyr Leu Leu Val Phe Phe Gin Lys His He Ala Lys Arg Phe 
305 310 315 320 



Cys Lys Cys Cys Ser He Phe Gin Gin Glu Ala Pro Glu Arg Ala Ser 
325 330 335 



Ser Val Tyr Thr Arg Ser Thr Gly Glu Gin Glu He Ser Val Gly Leu 
340 345 350 



<210> 2413 
<211> 750 
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WO 2004/042346 PCT/US2003/012946 
<212> PRT 
<213> Homo sapiens 

<400> 2413 



Met Gly Lys Ser Glu Ser Gin Met Asp He Thr Asp He Asn Thr 



1 5 



10 15 



Pro 



Lys Pro Lys Lys Lys Gin Arg Trp Thr Arg Leu Glu He Ser Leu Ser 
20 25 30 



Val Leu val Leu Leu Leu Thr He He Ala Val Arg Met He Ala 



35 



40 45 



Leu 



Tyr Ala Thr Tyr Asp Asp Gly He Cys Lys Ser Ser Asp Cys He Lys 
50 55 60 

Ser Ala Ala Arg Leu He Gin Asn Met Asp Ala Thr Thr Glu Pro Cvs 
65 70 75 eb 

Arg Asp Phe Phe Lys Tyr Ala Cys Gly Gly Trp Leu Lys Arg Asn Val 
85 90 95 

He Pro Glu Thr Ser Ser Arg Tyr Gly Asn Phe Asp He Leu Arg Asp 
100 105 no 

Glu Leu Glu Val Val Leu Lys Asp Val Leu Gin Glu Pro Lys Thr Glu 
115 120 125 

Asp lie Val Ala Val Gin Lys Ala Lys Ala Leu Tyr Arg Ser Cys He 

135 140 

Asn Glu Ser Ala He Asp Ser Arg Gly Gly Glu Pro Leu Leu Lys Leu 
45 150 155 160 

Leu Pro Asp He Tyr Gly Trp Pro Val Ala Thr Glu Asn Trp Glu Gin 



165 170 



175 



Lys Tyr Gly Ala Ser Trp Thr Ala Glu Lys Ala He Ala Gin Leu Asn 
180 185 190 

Ser Lys Tyr Gly Lys Lys Val Leu He Asn Leu Phe Val Gly Thr Asp 
195 200 205 

Asp Lys Asn Ser Val Asn His Val lie His He Asp Gin Pro Arg Leu 
210 215 220 
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Gly Leu Pro Ser Arg Asp Tyr Tyr Glu Cys Thr Gly He Tyr Lys Glu 
225 230 235 240 

Ala Cys Thr Ala Tyr Val Asp Phe Met He Ser Val Ala Arg Leu He 
245 250 255 

Arg Gin Glu Glu Arg Leu Pro He Asp Glu Asn Gin Leu Ala Leu Glu 
260 265 270 

Met Asn Lys Val Met Glu Leu Glu Lys Glu He Ala Asn Ala Thr Ala 
275 280 285 

Lys Pro Glu Asp Arg Asn Asp Pro Met Leu Leu Tyr Asn Lys Met Arq 
290 295 300 

Leu Ala Gin He Gin Asn Asn Phe Ser Leu Glu He Asn Gly Lys Pro 
305 3 *0 315 320 

Phe Ser Trp Leu Asn Phe Thr Asn Glu He Met Ser Thr Val Asn He 
325 330 335 

Ser He Thr Asn Glu Glu Asp Val Val Val Tyr Ala Pro Glu Tyr Leu 
340 345 350 

Thr Lys Leu Lys Pro He Leu Thr Lys Tyr Ser Ala Arg Asp Leu Gin 
355 360 365 

Asn Leu Met Ser Trp Arg Phe He Met Asp Leu Val Ser Ser Leu Ser 
370 375 380 

Arg Thr Tyr Lys Glu Ser Arg Asn Ala Phe Arg Lys Ala Leu Tyr Gly 
385 39 ° 395 400 

Thr Thr Ser Glu Thr Ala Thr Trp Arg Arg Cys Ala Asn Tyr Val Asn 
405 410 415 

Gly Asn Met Glu Asn Ala Val Gly Arg Leu Tyr Val Glu Ala Ala Phe 
420 425 430 

Ala Gly Glu Ser Lys His Val Val Glu Asp Leu He Ala Gin He Arg 
435 440 445 

Glu Val Phe He Gin Thr Leu Asp Asp Leu Thr Trp Met Asp Ala Glu 
450 455 460 

Thr Lys Lys Arg Ala Glu Glu Lys Ala Leu Ala He Lys Glu Arg He 
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480 



Gly Tyr Pro Asp Asp He Val Ser Asn Asp Asn Lys Leu Asn Asn Glu 
485 490 495 

Tyr Leu Glu Leu Asn Tyr Lys Glu Asp Glu Tyr Phe Glu Asn He He 
500 505 510 

Gin Asn Leu Lys Phe Ser Gin Ser Lys Gin Leu Lys Lys Leu Arg Glu 
515 520 525 

Lys Val Asp Lys Asp Glu Trp He Ser Gly Ala Ala Val Val Asn Ala 
530 535 540 

Phe Tyr Ser Ser Gly Arg Asn Gin He Val Phe Pro Ala Gly He Leu 
545 550 555 560 

Gin Pro Pro Phe Phe Ser Ala Gin Gin Ser Asn Ser Leu Asn Tyr Gly 
565 570 575 

Gly He Gly Met Val He Gly His Glu He Thr His Gly Phe Asp Asp 
580 585 590 

Asn Gly Arg Asn Phe Asn Lys Asp Gly Asp Leu Val Asp Trp Trp Thr 
595 600 605 

Gin Gin Ser Ala Ser Asn Phe Lys Glu Gin Ser Gin Cys Met Val Tyr 
610 615 620 

Gin Tyr Gly Asn Phe Ser Trp Asp Leu Ala Gly Gly Gin His Leu Asn 
625 630 635 640 

Gly He Asn Thr Leu Gly Glu Asn He Ala Asp Asn Gly Gly Leu Gly 
645 650 655 

Gin Ala Tyr Arg Ala Tyr Gin Asn Tyr He Lys Lys Asn Gly Glu Glu 
660 665 670 

Lys Leu Leu Pro Gly Leu Asp Leu Asn His Lys Gin Leu Phe Phe Leu 
675 680 685 

Asn Phe Ala Gin Val Trp Cys Gly Thr Tyr Arg Pro Glu Tyr Ala Val 
690 695 700 

Asn Ser He Lys Thr Asp Val His Ser Pro Gly Asn Phe Arg He He 
705 710 715 "* 720 
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Gly Thr Leu Gin Asn Ser Ala Glu Phe Ser Glu Ala Phe His Cys Arg 
725 730 735 

Lys Asn Ser Tyr Met Asn Pro Glu Lys Lys Cys Arg Val Trp 
740 745 ^ 750 



<210> 2414 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<400> 2414 

Met Asp Asn Gin Gly Val lie Tyr Ser Asp Leu Asn Leu Pro Pro Asn 
1 5 10 15 

Pro Lys Arg Gin Gin Arg Lys Pro Lys Gly Asn Lys Ser Ser lie Leu 
20 25 30 

Ala Thr Glu Gin Glu He Thr Tyr Ala Glu Leu Asn Leu Gin Lys Ala 
35 40 45 

Ser Gin Asp Phe Gin Gly Asn Asp Lys Thr Tyr His Cys Lys Asp Leu 
50 55 60 



Pro Ser Ala Pro Glu Lys Leu He Val Gly He Leu Gly He He Cys 
65 70 75 ^ 80 

Leu He Leu Met Ala Ser Val Val Thr He Val Val He Pro Ser Thr 
85 90 95 

Leu He Gin Arg His Asn Asn Ser Ser Leu Asn Thr Arg Thr Gin Lys 
100 105 110 

Ala Arg His Cys Gly His Cys Pro Glu Glu Trp He Thr Tyr Ser Asn 
115 120 125 

Ser Cys Tyr Tyr He Gly Lys Glu Arg Arg Thr Trp Glu Glu Ser Leu 
130 135 140 

Leu Ala Cys Thr Ser Lys Asn Ser Ser Leu Leu Ser He Asp Asn Glu 
145 150 155 ~ 160 

Glu Glu Met Lys Phe Leu Ser He He Ser Pro Ser Ser Trp He Gly 
165 170 175 
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Val Phe Arg Asn Ser Ser His His Pro Trp Val Thr Met Asn Gly Leu 
180 185 190 

Ala Phe Lys His Glu He Lys Asp Ser Asp Asn Ala Glu Leu Asn Cys 
195 200 205 

Ala Val Leu Gin Val Asn Arg Leu Lys Ser Ala Gin Cys Gly Ser Ser 
210 215 220 



He He Tyr His Cys Lys His Lys Leu 

230 



225 




<210> 


2415 


<211> 


290 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2415 



Met Gly Gly Gly Ala Gly Glu Arg Leu Phe Thr Ser Ser Cys Leu Val 
1 5 10 15 



Gly Leu Val Pro Leu Gly Leu Arg He Ser Leu Val Thr Cys Pro Leu 
20 25 30 



Gin Cys Gly He Met Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu 
35 40 45 



Leu Val Ser Ala Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val 
50 55 60 



Phe Leu Glu Pro Gin Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr 
65 70 75 80 



Leu Lys Cys Gin Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp 
85 90 95 



Phe His Asn Glu Ser Leu He Ser Ser Gin Ala Ser Ser Tyr Phe He 
100 105 110 



Asp Ala Ala Thr Val Asp Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn 
115 120 125 



Leu Ser Thr Leu Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp 
130 135 14 0 



Leu Leu Leu Gin Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro He 
145 150 155 160 
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His Leu Arg Cys His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr 
165 170 17 5 

Tyr Leu Gin Asn Gly Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp 
180 185 a90 

Phe Tyr lie Pro Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys 
195 200 205 

Arg Gly Leu Val Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn He 
210 215 220 

Thr He Thr Gin Gly Leu Ala Val Ser Thr He Ser Ser Phe Phe 



225 230 



Pro 

235 240 



Pro Gly Tyr Gin Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala 
245 250 255 

Val Asp Thr Gly Leu Tyr Phe Ser Val Lys Thr Asn He Arg Ser Ser 
260 265 270 

Thr Arg Asp Trp Lys Asp His Lys Phe Lys Trp Arg Lys Asp Pro Gin 
275 280 285 

Asp Lys 
290 



<210> 2416 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<400> 2416 

Met Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 
5 10 15 

Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val Phe Leu Glu Pro 
20 25 30 

Gin Trp Tyr Ser Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gin 
35 40 45 



Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gin Trp Phe His Asn Glu 

60 



50 55 
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Ser Leu He Ser Ser Gin Ala Ser Ser Tyr Phe He Asp Ala Ala Thr 
65 70 75 80 



Val Asn Asp Ser Gly Glu Tyr Arg Cys Gin Thr Asn Leu Ser Thr Leu 
85 90 95 



Ser Asp Pro Val Gin Leu Glu Val His He Gly Trp Leu Leu Leu Gin 
100 105 110 



Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro He His Leu Arg Cys 
115 120 125 



His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gin Asn 
130 135 140 



Gly Lys Asp Arg Lys Tyr Phe His His Asn Ser Asp Phe His He Pro 
145 150 155 160 



Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 
165 170 175 



Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn He Thr He Thr Gin 
180 ' 185 190 



Gly Leu Ala Val Ser Thr He Ser Ser Phe Ser Pro Pro Gly Tyr Gin 
195 200 205 



Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala Val Asp Thr Gly 
210 215 220 



Leu Tyr Phe Ser Val Lys Thr Asn He 

230 



225 




<210> 


2417 


<211> 


525 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2417 



Met Trp Glu Ala Gin Phe Leu Gly Leu Leu Phe Leu Gin Pro Leu Trp 
15 10 15 



Val Ala Pro Val Lys Pro Leu Gin Pro Gly Ala Glu Val Pro Val Val 
20 25 30 



Trp Ala Gin Glu Gly Ala Pro Ala Gin Leu Pro Cys Ser Pro Thr He 
35 40- 45 
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Pro Leu Gin Asp Leu Ser Leu Leu Arg Arg Ala Gly Val Thr Trp Gin 
50 55 60 



His Gin Pro Asp Ser Gly Pro Pro Ala Ala Ala Pro Gly His Pro Leu 
65 70 75 80 



Ala Pro Gly Pro His Pro Ala Ala Pro Ser Ser Trp Gly Pro Arg Pro 
85 90 95 



Arg Arg Tyr Thr Val Leu Ser Val Gly Pro Gly Gly Leu Arg Ser Gly 
100 105 110 



Arg Leu Pro Leu Gin Pro Arg Val Gin Leu Asp Glu Arg Gly Arg Gin 
115 120 125 



Arg Gly Asp Phe Ser Leu Trp Leu Arg Pro Ala Arg Arg Ala Asp Ala 
130 135 140 



Gly Glu Tyr Arg Ala Ala Val His Leu Arg Asp Arg Ala Leu Ser Cys 
145 150 155 160 



Arg Leu Arg Leu Arg Leu Gly Gin Ala Ser Met Thr Ala Ser Pro Pro 
165 170 175 



Gly Ser Leu Arg Ala Ser Asp Trp Val lie Leu Asn Cys Ser Phe Ser 
180 185 190 



Arg Pro Asp Arg Pro Ala Ser Val His Trp Phe Arg Asn Arg Gly Gin 
195 200 205 



Gly Arg Val Pro Val Arg Glu Ser Pro His His His Leu Ala Glu Ser 
210 215 220 



Phe Leu Phe Leu Pro Gin Val Ser Pro Met Asp Ser Gly Pro Trp Gly 
225 230 235 240 



Cys He Leu Thr Tyr Arg Asp Gly Phe Asn Val Ser He Met Tyr Asn 
245 250 255 



Leu Thr Val Leu Gly Leu Glu Pro Pro Thr Pro Leu Thr Val Tyr Ala 
260 265 270 



Gly Ala Gly Ser Arg Val Gly Leu Pro Cys Arg Leu Pro Ala Gly Val 
275 280 285 
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Gly Thr Arg Ser Phe Leu Thr Ala Lys Trp Thr Pro Pro Gly Gly Gly 
290 295 300 



Pro Asp Leu Leu Val Thr Gly Asp Asn Gly Asp Phe Thr Leu Arg Leu 
305 310 315 320 



Glu Asp Val Ser Gin Ala Gin Ala Gly Thr Tyr Thr Cys His lie His 
325 330 335 



Leu Gin Glu Gin Gin Leu Asn Ala Thr Val Thr Leu Ala He He Thr 
340 345 350 



Val Thr Pro Lys Ser Phe Gly Ser Pro Gly Ser Leu Gly Lys Leu Leu 
355 360 365 



Cys Glu Val Thr Pro Val Ser Gly Gin Glu Arg Phe Val Trp Ser Ser 
370 375 ~ 380 



Leu Asp Thr Pro Ser Gin Arg Ser Phe Ser Gly Pro Trp Leu Glu Ala 
385 390 395 400 



Gin Glu Ala Gin Leu Leu Ser Gin Pro Trp Gin Cys Gin Leu Tyr Gin 
405 410 415 



Gly Glu Arg Leu Leu Gly Ala Ala Val Tyr Phe Thr Glu Leu Ser Ser 
420 425 43 0 



Pro Gly Ala Gin Arg Ser Gly Arg Ala Pro Gly Ala Leu Pro Ala Gly 
435 440 445 



His Leu Leu Leu Phe Leu Thr Leu Gly Val Leu Ser Leu Leu Leu Leu 
450 455 460 



Val Thr Gly Ala Phe Gly Phe His Leu Trp Arg Arg Gin Trp Arg Pro 
465 470 475 480 



Arg Arg Phe Ser Ala Leu Glu Gin Gly He His Pro Pro Gin Ala Gin 
485 490 495 



Ser Lys He Glu Glu Leu Glu Gin Glu Pro Glu Pro Glu Pro Glu Pro 
500 505 510 



Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Gin Leu 
515 520 525 
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<210> 2418 

<211> 738 

<212> PRT 

<213> Homo sapiens 

<400> 2418 

Met Gin Pro Arg Trp Ala Gin Gly Ala Thr Met Trp Leu Gly Val Leu 
1 5 10 15 



Leu Thr Leu Leu Leu Cys Ser Ser Leu Glu Gly Gin Glu Asn Ser Phe 
20 25 30 



Thr lie Asn Ser Val Asp Met Lys Ser Leu Pro Asp Trp Thr Val Gin 
35 40 45 



Asn Gly Lys Asn Leu Thr Leu Gin Cys Phe Ala Asp Val Ser Thr Thr 
50 55 60 



Ser His Val Lys Pro Gin His Gin Met Leu Phe Tyr Lys Asp Asp Val 
65 70 75 80 



Leu Phe Tyr Asn lie Ser Ser Met Lys Ser Thr Glu Ser Tyr Phe lie 
85 90 95 



Pro Glu Val Arg lie Tyr Asp Ser Gly Thr Tyr Lys Cys Thr Val lie 
100 105 110 



Val Asn Asn Lys Glu Lys Thr Thr Ala Glu Tyr Gin Val Leu Val Glu 
115 ' 120 125 



Gly Val Pro Ser Pro Arg Val Thr Leu Asp Lys Lys Glu Ala lie Gin 
130 135 140 



Gly Gly lie Val Arg Val Asn Cys Ser Val Pro Glu Glu Lys Ala Pro 
145 150 155 160 



He His Phe Thr He Glu Lys Leu Glu Leu Asn Glu Lys Met Val Lys 
165 170 175 



Leu Lys Arg Glu Lys Asn Ser Arg Asp Gin Asn Phe Val He Leu Glu 
180 185 190 



Phe Pro Val Glu Glu Gin Asp Arg Val Leu Ser Phe Arg Cys Gin Ala 
195 200 205 



Arg He He Ser Gly He His Met Gin Thr Ser Glu Ser Thr Lys Ser 
210 215 220 
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Glu Leu Val Thr Val Thr Glu Ser Phe Ser Thr Pro Lys Phe His lie 
225 230 235 240 



Ser Pro Thr Gly Met lie Met Glu Gly Ala Gin Leu His lie Lys Cys 
245 250 255 



Thr lie Gin Val Thr His Leu Ala Gin Glu Phe Pro Glu lie lie lie 
260 265 270 



Gin Lys Asp Lys Ala lie Val Ala His Asn Arg His Gly Asn Lys Ala 
275 280 285 



Val Tyr Ser Val Met Ala Met Val Glu His Ser Gly Asn Tyr Thr Cys 
290 295 300 



Lys Val Glu Ser Ser Arg lie Ser Lys Val Ser Ser lie Val Val Asn 
305 310 315 320 



lie Thr Glu Leu Phe Ser Lys Pro Glu Leu Glu Ser Ser Phe Thr His 
325 330 335 



Leu Asp Gin Gly Glu Arg Leu Asn Leu Ser Cys Ser lie Pro Gly Ala 
340 345 350 



Pro Pro Ala Asn Phe Thr lie Gin Lys Glu Asp Thr lie Val Ser Gin 
355 360 365 



Thr Gin Asp Phe Thr Lys lie Ala Ser Lys Ser Asp Ser Gly Thr Tyr 
370 375 380 



lie Cys Thr Ala Gly lie Asp Lys Val Val Lys Lys Ser Asn Thr Val 
385 390 395 400 



Gin lie Val Val Cys Glu Met Leu Ser Gin Pro Arg lie Ser Tyr Asp 
405 410 415 



Ala Gin Phe Glu Val lie Lys Gly Gin Thr lie Glu Val Arg Cys Glu 
420 425 430 



Ser lie Ser Gly Thr Leu Pro lie Ser Tyr Gin Leu Leu Lys Thr Ser 
435 440 445 



Lys Val Leu Glu Asn Ser Thr Lys Asn Ser Asn Asp Pro Ala Val Phe 
450 455 460 
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Lys Asp Asn Pro Thr Glu Asp Val Glu Tyr Gin Cys Val Ala Asp Asn 
465 470 475 480 

Cys His Ser His Ala Lys Met Leu Ser Glu Val Leu Arg Val Lys Val 
485 490 495 

He Ala Pro Val Asp Glu Val Gin He Ser He Leu Ser Ser Lys Val 
500 505 510 

Val Glu Ser Gly Glu Asp He Val Leu Gin Cys Ala Val Asn Glu Gly 
515 520 525 

Ser Gly Pro He Thr Tyr Lys Phe Tyr Arg Glu Lys Glu Gly Lys Pro 
530 535 540 

Phe Tyr Gin Met Thr Ser Asn Ala Thr Gin Ala Phe Trp Thr Lys Gin 
545 550 555 560 

Lys Ala Asn Lys Glu Gin Glu Gly Glu Tyr Tyr Cys Thr Ala Phe Asn 
565 570 575 

Arg Ala Asn His Ala Ser Ser Val Pro Arg Ser Lys He Leu Thr Val 
580 585 590 

Arg Val He Leu Ala Pro Trp Lys Lys Gly Leu He Ala Val Val He 
595 600 605- 

Ile Gly Val He He Ala Leu Leu He He Ala Ala Lys Cys Tyr Phe 
610 615 620 

Leu Arg Lys Ala Lys Ala Lys Gin Met Pro Val Glu Met Ser Arg Pro 
625 630 635 640 

Ala Val Pro Leu Leu Asn Ser Asn Asn Glu Lys Met Ser Asp Pro Asn 
645 650 655 

Met Glu Ala Asn Ser His Tyr Gly His Asn Asp Asp Val Gly Asn His 
660 665 670 

Ala Met Lys Pro He Asn Asp Asn Lys Glu Pro Leu Asn Ser Asp Val 
675 680 685 

Gin Tyr Thr Glu Val Gin Val Ser Ser Ala Glu Ser His Lys Asp Leu 
690 695 700 
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Gly Lys Lys Asp Thr Glu Thr Val Tyr Ser Glu Val Arg Lys Ala Val 
705 710 715 720 



Pro Asp Ala Val Glu Ser Arg Tyr Ser Arg Thr Glu Gly Ser Leu Asp 
725 730 735 



Gly Thr 



<210> 2419 

<211> 328 

<212> PRT 

<213> Homo sapiens 

<400> 2419 

Met Leu Val Arg Arg Gly Ala Arg Ala Gly Pro Arg Met Pro Arg Gly 
1 5 10 15 



Trp Thr Ala Leu Cys Leu Leu Ser Leu Leu Pro Ser Gly Phe Met Ser 
20 25 30 



Leu Asp Asn Asn Gly Thr Ala Thr Pro Glu Leu Pro Thr Gin Gly Thr 
35 40 45 



Phe Ser Asn Val Ser Thr Asn Val Ser Tyr Gin Glu Thr Thr Thr Pro 
50 55 60 



Ser Thr Leu Gly Ser Thr Ser Leu His Pro Val Ser Gin His Gly Asn 
65 70 75 80 



Glu Ala Thr Thr Asn lie Thr Glu Thr Thr Val Lys Phe Thr Ser Thr 
85 90 95 



Ser Val lie Thr Ser Val Tyr Gly Asn Thr Asn Ser Ser Val Gin Ser 
100 105 110 



Gin Thr Ser Val lie Ser Thr Val Phe Thr Thr Pro Ala Asn Val Ser 
115 120 125 



Thr Pro Glu Thr Thr Leu Lys Pro Ser Leu Ser Pro Gly Asn Val Ser 
130 135 140 



Asp Leu Ser Thr Thr Ser Thr Ser Leu Ala Thr Ser Pro Thr Lys Pro 
145 150 155 160 



Tyr Thr Ser Ser Ser Pro lie Leu Ser Asp lie Lys Ala Glu lie Lys 
165 170 175 
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Cys Ser Gly lie Arg Glu Val Lys Leu Thr Gin Gly He Cys Leu Glu 
180 185 190 

Gin Asn Lys Thr Ser Ser Cys Ala Glu Phe Lys Lys Asp Arg Gly Glu 
195 200 ™„ 



205 



Gly Leu Ala Arg Val Leu Cys Gly Glu Glu Gin Ala Asp Ala Asp Ala 
210 215 220 

Gly Ala Gin Val Cys Ser Leu Leu Leu Ala Gin Ser Glu Val Arg Pro 
225 230 235 * 240 

Gin Cys Leu Leu Leu Val Leu Ala Asn Arg Thr Glu lie Ser Ser Lys 
245 250 255 

Leu Gin Leu Met Lys Lys His Gin Ser Asp Leu Lys Lys Leu Gly He 
260 265 270 

Leu Asp Phe Thr Glu Gin Asp Val Ala Ser His Gin Ser Tyr Ser Gin 
275 280 285 

Lys Thr Leu He Ala Leu Val Thr Ser Gly Ala Leu Leu Ala Val Leu 
290 295 300 

Gly He Thr Gly Tyr Phe Leu Met Asn Arg Arg Ser Trp Ser Pro Thr 
305 31° 315 ' 320 

Gly Glu Arg Leu Glu Leu Glu Pro 
325 



<210> 2420 

<211> 374 

<212> PRT 

<213> Homo sapiens 

<400> 2420 

Met Trp Phe Leu Thr Thr Leu Leu Leu Trp Val Pro Val Asp Gly Gin 
1 5 10 is 

Val Asp Thr Thr Lys Ala Val He Thr Leu Gin Pro Pro Trp Val Ser 
20 25 30 

Val Phe Gin Glu Glu Thr Val Thr Leu His Cys Glu Val Leu His Leu 
35 40 45 
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Pro Gly ser Ser Ser Thr Gin Trp Phe Leu Asn Gly Thr Ala Thr Gin 
50 55 60 



Thr Ser Thr Pro Ser Tyr Arg lie Thr Ser Ala Ser val Asn Asp 
65 70 75 P 



Ser 
80 



Gly Glu Tyr Arg Cys Gin Arg Gly Leu Ser Gly Arg Ser Asp Pro He 
85 90 95 

Gin Leu Glu He His Arg Gly Trp Leu Leu Leu Gin Val Ser Ser Arc 
100 105 110 

Val Phe Thr Glu Gly Glu Pro Leu Ala Leu Arg Cys His Ala Trp Lys 
115 120 125 

Asp Lys Leu Val Tyr Asn Val Leu Tyr Tyr Arg Asn Gly Lys Ala Phe 
130 135 140 

Lys Phe Phe His Trp Asn Ser Asn Leu Thr He Leu Lys Thr Asn He 
15 150 155 ISO 

Ser His Asn Gly Thr Tyr His Cys Ser Gly Met Gly Lys His Arg Tyr 
165 170 175 

Thr Ser Ala Gly He Ser Val Thr Val Lys Glu Leu Phe Pro Ala Pro 
180 185 190 

Val Leu Asn Ala Ser Val Thr Ser Pro Leu Leu Glu Gly Asn Leu Val 
195 200 205 

Thr Leu Ser Cys Glu Thr Lys Leu Leu Leu Gin Arg Pro Gly Leu Gin 
210 215 220 

Leu Tyr Phe Ser Phe Tyr Met Gly Ser Lys Thr Leu Arg Gly Arg Asn 
225 230 235 240 

Thr ser Ser Glu Tyr Gin He Leu Thr Ala Arg Arg Glu Asp Ser Gly 
245 250 255 

Leu Tyr Trp Cys Glu Ala Ala Thr Glu Asp Gly Asn Val Leu Lys Arg 
260 265 270 

Ser Pro Glu Leu Glu Leu Gin Val Leu Gly Leu Gin Leu Pro Thr Pro 
275 280 285 

Val Trp Phe His Val Leu Phe Tyr Leu Ala Val Gly He Met Phe Leu 
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290 295 300 



Val Asn Thr Val Leu Trp Val Thr lie Arg Lys Glu Leu Lys Arg Lys 
305 310 315 320 



Lys Lys Trp Asp Leu Glu He Ser Leu Asp Ser Gly His Glu Lys Lys 
325 330 335 



Val He Ser Ser Leu Gin Glu Asp Arg His Leu Glu Glu Glu Leu Lys 
340 345 350 



Cys Gin Glu Gin Lys Glu Glu Gin Leu Gin Glu Gly Val His Arg Lys 
355 * 360 365 



Glu Pro Gin Gly Ala Thr 
370 



<210> 2421 

<211> 760 

<212> PRT 

<213> Homo sapiens 

<400> 2421 

Met Met Asp Gin Ala Arg Ser Ala Phe Ser Asn Leu Phe Gly Gly Glu 
15 10 15 



Pro Leu Ser Tyr Thr Arg Phe Ser Leu Ala Arg Gin Val Asp Gly Asp 
20 25 30 



Asn Ser His Val Glu Met Lys Leu Ala Val Asp Glu Glu Glu Asn Ala 
35 40 45 



Asp Asn Asn Thr Lys Ala Asn Val Thr Lys Pro Lys Arg Cys Ser Gly 
50 55 60 



Ser He Cys Tyr Gly Thr He Ala Val He Val Phe Phe Leu He Gly 
65 70 75 80 



Phe Met lie Gly Tyr Leu Gly Tyr Cys Lys Gly Val Glu Pro Lys Thr 
85 90 95 



Glu Cys Glu Arg Leu Ala Gly Thr Glu Ser Pro Val Arg Glu Glu Pro 
100 105 110 



Gly Glu Asp Phe Pro Ala Ala Arg Arg Leu Tyr Trp Asp Asp Leu Lys 
115 120 125 
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Arg Lys Leu Ser Glu Lys Leu Asp Ser Thr Asp Phe Thr Ser Thr lie 
130 135 140 

Lys Leu Leu Asn Glu Asn Ser Tyr Val Pro Arg Glu Ala Gly Ser Gin 
145 150 155 160 

Lys Asp Glu Asn Leu Ala Leu Tyr Val Glu Asn Gin Phe Arg Glu Phe 
165 170 175 

Lys Leu Ser Lys Val Trp Arg Asp Gin His Phe Val Lys He Gin Val 
180 185 190 

Lys Asp Ser Ala Gin Asn Ser Val He lie Val Asp Lys Asn Gly Arg 
195 200 205 

Leu Val Tyr Leu Val Glu Asn Pro Gly Gly Tyr Val Ala Tyr Ser Lys 
210 215 220 

Ala Ala Thr Val Thr Gly Lys Leu Val His Ala Asn Phe Gly Thr Lys 
225 230 235 " 240 

Lys Asp Phe Glu Asp Leu Tyr Thr Pro Val Asn Gly Ser He Val He 
245 250 ' 255 

Val Arg Ala Gly Lys He Thr Phe Ala Glu Lys Val Ala Asn Ala Glu 
260 265 270 

Ser Leu Asn Ala He Gly Val Leu He Tyr Met Asp Gin Thr Lys Phe 
275 280 285 

Pro He Val Asn Ala Glu Leu Ser Phe Phe Gly His Ala His Leu Gly 
290 295 300 

: Thr Gly Asp Pro Tyr Thr Pro Gly Phe Pro Ser Phe Asn His Thr Gin 
305 3 10 315 320 

Phe Pro Pro Ser Arg Ser Ser Gly Leu Pro Asn He Pro Val Gin Thr 
325 330 335 

He Ser Arg Ala Ala Ala Glu Lys Leu Phe Gly Asn Met Glu Gly Asp 
340 345 350 

Cys Pro Ser Asp Trp Lys Thr Asp Ser Thr Cys Arg Met Val Thr Ser 
3 55 360 365 
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Glu Ser Lys Asn Val Lys Leu Thr Val Ser Asn Val Leu Lys Glu lie 
37 ° 375 380 

Lys He Leu Asn He Phe Gly Val He Lys Gly Phe Val Glu Pro Asp 
385 390 395 400 

His Tyr val Val Val Gly Ala Gin Arg Asp Ala Trp Gly Pro Gly Ala 
405 410 * 415 

Ala Lys Ser Gly Val Gly Thr Ala Leu Leu Leu Lys Leu Ala Gin Met 
420 425 430 

Phe Ser Asp Met Val Leu Lys Asp Gly Phe Gin Pro Ser Arg Ser He 
435 440 445 

He Phe Ala Ser Trp Ser Ala Gly Asp Phe Gly Ser Val Gly Ala Thr 
450 455 460 

Glu Trp Leu Glu Gly Tyr Leu Ser Ser Leu His Leu Lys Ala Phe Thr 
465 470 475 " 480 

Tyr He Asn Leu Asp Lys Ala Val Leu Gly Thr Ser Asn Phe Lys Val 
485 490 495 

Ser Ala Ser Pro Leu Leu Tyr Thr Leu He Glu Lys Thr Met Gin Asn 
500 505 510 

Val Lys His Pro Val Thr Gly Gin Phe Leu Tyr Gin Asp Ser Asn Trp 
515 520 525 

Ala Ser Lys Val Glu Lys Leu Thr Leu Asp Asn Ala Ala Phe Pro Phe 
530 535 540 

Leu Ala Tyr Ser Gly He Pro Ala Val Ser Phe Cys Phe Cys Glu Asp 
545 550 555 560 

Thr Asp Tyr Pro Tyr Leu Gly Thr Thr Met Asp Thr Tyr Lys Glu Leu 
565 570 575 

He Glu Arg He Pro Glu Leu Asn Lys Val Ala Arg Ala Ala Ala Glu 
580 585 590 

Val Ala Gly Gin Phe Val He Lys Leu Thr His Asp Val Glu Leu Asn 
595 600 605 

Leu Asp Tyr Glu Arg Tyr Asn Ser Gin Leu Leu Ser Phe Val Arg Asp 
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Leu Asn Gin Tyr Arg Ala Asp lie Lys Glu Met Gly Leu Ser Leu Gin 
625 630 635 640 



Trp Leu Tyr Ser Ala Arg Gly Asp Phe Phe Arg Ala Thr Ser Arg Leu 
645 650 " 655 



Thr Thr Asp Phe Gly Asn Ala Glu Lys Thr Asp Arg Phe Val Met Lys 
660 665 670 



Lys Leu Asn Asp Arg Val Met Arg Val Glu Tyr His Phe Leu Ser Pro 
675 680 685 



Tyr Val Ser Pro Lys Glu Ser Pro Phe Arg His Val Phe Trp Gly Ser 
690 695 700 



Gly Ser His Thr Leu Pro Ala Leu Leu Glu Asn Leu Lys Leu Arg Lys 
705 710 715 720 



Gin Asn Asn Gly Ala Phe Asn Glu Thr Leu Phe Arg Asn Gin Leu Ala 
725 730 735 



Leu Ala Thr Trp Thr lie Gin Gly Ala Ala Asn Ala Leu Ser Gly Asp 
740 745 750 



Val Trp Asp lie Asp Asn Glu Phe 

760 





755 


<210> 


2422 


<211> 


247 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2422 



Met Leu Leu Leu Pro Leu Pro Leu Leu Leu Phe Leu Leu Cys Ser Arg 
15 10 15 



Ala Glu Ala Gly Glu He He Gly Gly Thr Glu Cys Lys Pro His Ser 
20 25 30 



Arg Pro Tyr Met Ala Tyr Leu Glu He Val Thr Ser Asn Gly Pro Ser 
35 40 45 



Lys Phe Cys Gly Gly Phe Leu He Arg Arg Asn Phe Val Leu Thr Ala 
50 55 60 
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Ala His Cys Ala Gly Arg Ser lie Thr Val Thr Leu Gly Ala His Asn 
65 70 75 80 



lie Thr Glu Glu Glu Asp Thr Trp Gin Lys Leu Glu Val lie Lys Gin 
85 90 95 



Phe Arg His Pro Lys Tyr Asn Thr Ser Thr Leu His His Asp lie Met 
100 105 110 



Leu Leu Lys Leu Lys Glu Lys Ala Ser Leu Thr Leu Ala Val Gly Thr 
115 120 125 



Leu Pro Phe Pro Ser Gin Phe Asn Phe Val Pro Pro Gly Arg Met Cys 
130 135 140 



Arg Val Ala Gly Trp Gly Arg Thr Gly Val Leu Lys Pro Gly Ser Asp 
145 150 155 160 



Thr Leu Gin Glu Val Lys Leu Arg Leu Met Asp Pro Gin Ala Cys Ser 
165 170 175 



His Phe Arg Asp Phe Asp His Asn Leu Gin Leu Cys Val Gly Asn Pro 
180 185 190 



Arg Lys Thr Lys Ser Ala Phe Lys Gly Asp Ser Gly Gly Pro Leu Leu 
195 200 205 



Cys Ala Gly Val Ala Gin Gly lie Val Ser Tyr Gly Arg Ser Asp Ala 
210 215 220 



Lys Pro Pro Ala Val Phe Thr Arg lie Ser His Tyr Arg Pro Trp lie 
225 230 235 240 



Asn Gin lie Leu Gin Ala Asn 
245 



<210> 2423 

<211> 976 

<212> PRT 

<213> Homo sapiens 

<400> 2423 

Met Arg Gly Ala Arg Gly Ala Trp Asp Phe Leu Cys Val Leu Leu Leu 
15 10 15 



Leu Leu Arg Val Gin Thr Gly Ser Ser Gin Pro Ser Val Ser Pro Gly 
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Glu Pro Ser Pro Pro Ser He His Pro Gly Lys Ser Asp Leu He Val 
35 40 45 

Arg Val Gly Asp Glu He Arg Leu Leu Cys Thr Asp Pro Gly Phe Val 
50 55 60 



Lys Trp Thr Phe Glu He Leu Asp Glu Thr Asn Glu Asn Lys Gin Asn 
65 70 75 80 

Glu Trp He Thr Glu Lys Ala Glu Ala Thr Asn Thr Gly Lys Tyr Thr 
85 90 95 

Cys Thr Asn Lys His Gly Leu Ser Asn Ser He Tyr Val Phe Val Arg 
100 105 110 

Asp Pro Ala Lys Leu Phe Leu Val Asp Arg Ser Leu Tyr Gly Lys Glu 
115 120 125 



Asp Asn Asp Thr Leu Val Arg Cys Pro Leu Thr Asp Pro Glu Val Thr 
130 135 140 



Asn Tyr Ser Leu Lys Gly Cys Gin Gly Lys Pro Leu Pro Lys Asp Leu 
145 150 155 160 

Arg Phe He Pro Asp Pro Lys Ala Gly He Met He Lys Ser Val Lys 
165 170 175 

Arg Ala Tyr His Arg Leu Cys Leu His Cys Ser Val Asp Gin Glu Gly 
180 185 190 

Lys Ser Val Leu Ser Glu Lys Phe He Leu Lys Val Arg Pro Ala Phe 
195 200 205 

Lys Ala Val Pro Val Val Ser Val Ser Lys Ala Ser Tyr Leu Leu Arg 
210 215 220 

Glu Gly Glu Glu Phe Thr Val Thr Cys Thr He Lys Asp Val Ser Ser 
225 230 235 240 

Ser Val Tyr Ser Thr Trp Lys Arg Glu Asn Ser Gin Thr Lys Leu Gin 
245 250 255 

Glu Lys Tyr Asn Ser Trp His His Gly Asp Phe Asn Tyr Glu Arg Gin 
260 265 270 
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Ala Thr Leu Thr He Ser Ser Ala Arg Val Asn Asp Ser Gly Val Phe 
275 280 285 

Met Cys Tyr Ala Asn Asn Thr Phe Gly Ser Ala Asn Val Thr Thr Thr 
290 295 300 

Leu Glu Val Val Asp Lys Gly Phe He Asn He Phe Pro Met lie Asn 
305 310 315 320 

Thr Thr Val Phe Val Asn Asp Gly Glu Asn Val Asp Leu He Val Glu 
325 330 335 

Tyr Glu Ala Phe Pro Lys Pro Glu His Gin Gin Trp He Tyr Met Asn 
340 345 ' 350 

Arg Thr Phe Thr Asp Lys Trp Glu Asp Tyr Pro Lys Ser Glu Asn Glu 
355 360 365 

Ser Asn lie Arg Tyr Val Ser Glu Leu His Leu Thr Arg Leu Lys Glv 
370 375 380 

Thr Glu Gly Gly Thr Tyr Thr Phe Leu Val Ser Asn Ser Asp Val Asn 
385 390 395 400 

Ala Ala He Ala Phe Asn Val Tyr Val Asn Thr Lys Pro Glu lie Leu 
405 410 415 

Thr Tyr Asp Arg Leu Val Asn Gly Met Leu Gin Cys Val Ala Ala Gly 
420 425 430 

Phe Pro Glu Pro Thr He Asp Trp Tyr Phe Cys Pro Gly Thr Glu Gin 
435 440 445 

Arg Cys Ser Ala Ser Val Leu Pro Val Asp Val Gin Thr Leu Asn Ser 
450 455 460 

Ser Gly Pro Pro Phe Gly Lys Leu Val Val Gin Ser Ser He Asp Ser 
465 470 475 480 

Ser Ala Phe Lys His Asn Gly Thr Val Glu Cys Lys Ala Tyr Asn Asp 
485 490 495 

Val Gly Lys Thr Ser Ala Tyr Phe Asn Phe Ala Phe Lys Gly Asn Asn 
500 505 510 
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Lys Glu Gin He His Pro His Thr Leu Phe Thr Pro Leu Leu He Gly 
515 520 525 

Phe val He Val Ala Gly Met Met Cys He He Val Met He Leu Thr 
530 535 540 

Tyr Lys Tyr Leu Gin Lys Pro Met Tyr Glu Val Gin Trp Lys Val Val 
545 550 555 560 

Glu Glu He Asn Gly Asn Asn Tyr Val Tyr He Asp Pro Thr Gin Leu 
565 570 575 

Pro Tyr Asp His Lys Trp Glu Phe Pro Arg Asn Arg Leu Ser Phe Gly 
580 585 590 

Lys Thr Leu Gly Ala Gly Ala Phe Gly Lys Val Val Glu Ala Thr Ala 
595 600 605 

Tyr Gly Leu He Lys Ser Asp Ala Ala Met Thr Val Ala Val Lys Met 
610 615 620 

Leu Lys Pro Ser Ala His Leu Thr Glu Arg Glu Ala Leu Met Ser Glu 
625 630 635 640 

Leu Lys Val Leu Ser Tyr Leu Gly Asn His Met Asn He Val Asn Leu 
645 650 655 

Leu Gly Ala Cys Thr He Gly Gly Pro Thr Leu Val He Thr Glu Tyr 
660 665 670 

Cys Cys Tyr Gly Asp Leu Leu Asn Phe Leu Arg Arg Lys Arg Asp Ser 
675 680 685 

Phe He Cys Ser Lys Gin Glu Asp His Ala Glu Ala Ala Leu Tyr Lys 
690 695 700 

Asn Leu Leu His Ser Lys Glu Ser Ser Cys Ser Asp Ser Thr Asn Glu 
705 710 715 " 720 

Tyr Met Asp Met Lys Pro Gly Val Ser Tyr Val Val Pro Thr Lys Ala 
725 730 735 

Asp Lys Arg Arg Ser Val Arg He Gly Ser Tyr He Glu Arg Asp Val 
740 745 750 
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Thr Pro Ala lie Met Glu Asp Asp Glu Leu Ala Leu Asp Leu Glu Asp 
755 760 765 



Leu Leu Ser Phe Ser Tyr Gin Val Ala Lys Gly Met Ala Phe Leu Ala 
770 775 780 



Ser Lys Asn Cys lie His Arg Asp Leu Ala Ala Arg Asn lie Leu Leu 
785 790 795 800 



Thr His Gly Arg lie Thr Lys lie Cys Asp Phe Gly Leu Ala Arg Asp 
805 810 815 



lie Lys Asn Asp Ser Asn Tyr Val Val Lys Gly Asn Ala Arg Leu Pro 
820 825 830 



Val Lys Trp Met Ala Pro Glu Ser lie Phe Asn Cys Val Tyr Thr Phe 
835 840 845 



Glu Ser Asp Val Trp Ser Tyr Gly lie Phe Leu Trp Glu Leu Phe Ser 
850 855 860 



Leu Gly Ser Ser Pro Tyr Pro Gly Met Pro Val Asp Ser Lys Phe Tyr 
865 870 875 880 



Lys Met lie Lys Glu Gly Phe Arg Met Leu Ser Pro Glu His Ala Pro 
885 890 895 



Ala Glu Met Tyr Asp lie Met Lys Thr Cys Trp Asp Ala Asp Pro Leu 
900 905 910 



Lys Arg Pro Thr Phe Lys Gin lie Val Gin Leu He Glu Lys Gin He 
915 920 925 



Ser Glu Ser Thr Asn His He Tyr Ser Asn Leu Ala Asn Cys Ser Pro 
930 935 940 



Asn Arg Gin Lys Pro Val Val Asp His Ser Val Arg He Asn Ser Val 
945 950 955 960 



Gly Ser Thr Ala Ser Ser Ser Gin Pro Leu Leu Val His Asp Asp Val 
965 970 975 



<210> 2424 

<211> 635 

<212> PRT 

<213> Homo sapiens 
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<400> 2424 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
15 10 15 

Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
20 25 30 

Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 
35 40 45 

Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
50 55 60 

Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys Pro Leu Ser 
65 70 75 80 

Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 95 

Asp Gin Glu Glu Val Arg Leu Phe Phe Pro Leu His Leu Trp Val Lys 
100 105 110 

Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu Phe Val Asp 
115 120 125 

Ser Val Gly Leu Pro Ala'Pro Pro Ser lie lie Lys Ala Met Gly Gly 
130 135 140 

Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro Ala Pro Glu 
145 150 155 160 

He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Arg Asp Pro 
165 170 175 

Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala Thr Glu Thr 
180 185 190 

Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 

Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
210 215 220 

Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu Gly Gly Ser 
225 230 235 240 
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Cys Leu lie Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 255 



Arg Ser Glu Pro Asp Gly lie Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 270 



Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala Leu Gly 
275 280 285 



Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin Trp Gin 
290 295 300 



Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Ala 
305 310 315 320 



Arg Cys Cys Pro Arg Asp Arg Tyr Pro lie Trp Glu Asn Cys Glu Glu 
325 330 335 



Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Arg Cys 
340 345 350 



His Phe Lys Ser Arg Asn Asp Ser lie lie His lie Leu Val Glu Val 
355 360 365 



Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser Pro Phe Trp 
370 375 380 



lie His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 
385 390 395 400 



lie Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 



Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly His 
420 425 430 



Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
435 440 445 



Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 
450 455 460 



Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 
465 470 475 480 
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Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser Leu Val Thr 
485 490 495 



Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
500 505 510 



Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 525 



Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Arg 
530 535 540 



Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys 
545 550 555 ' 560 



Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 575 

Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg 
580 585 590 



Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
595 600 605 



Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He Ala Asn His 
610 615 620 



Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 



<210> 2425 

<211> 1006 

<212> PRT 

<213> Homo sapiens 

<400> 2425 

Met Val Cys Ser Leu Trp Val Leu Leu Leu Val Ser Ser Val Leu Ala 
1 5 10 15 



Leu Glu Glu Val Leu Leu Asp Thr Thr Gly Glu Thr Ser Glu He Gly 
20 25 30 



Trp Leu Thr Tyr Pro Pro Gly Gly Trp Asp Glu Val Ser Val Leu Asp 
35 40 45 



Asp Gin Arg Arg Leu Thr Arg Thr Phe Glu Ala Cys His Val Ala Gly 
50 55 60 
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Ala Pro Pro Gly Thr Gly Gin Asp Asn Trp Leu Gin Thr His Phe Val 
65 70 75 80 

Glu Arg Arg Gly Ala Gin Arg Ala His lie Arg Leu His Phe Ser Val 
85 90 95 

Arg Ala Cys Ser Ser Leu Gly Val Ser Gly Gly Thr Cys Arg Glu Thr 
100 105 110 

Phe Thr Leu Tyr Tyr Arg Gin Ala Glu Glu Pro Asp Ser Pro Asp Ser 
115 120 125 



Val Ser Ser Trp His Leu Lys Arg Trp Thr Lys Val Asp Thr He Ala 
130 135 140 



Ala Asp Glu Ser Phe Pro Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser 
145 150 155 160 



Ser Ala Ala Trp Ala Val Gly Pro His Gly Ala Gly Gin Arg Ala Gly 
165 170 175 



Leu Gin Leu Asn Val Lys Glu Arg Ser Phe Gly Pro Leu Thr Gin Arg 
180 185 190 

Gly Phe Tyr Val Ala Phe Gin Asp Thr Gly Ala Cys Leu Ala Leu Val 
195 200 205 



Ala Val Arg Leu Phe Ser Tyr Thr Cys Pro Ala Val Leu Arg Ser Phe 
210 215 220 

Ala Ser Phe Pro Glu Thr Gin Ala Ser Gly Ala Gly Gly Ala Ser Leu 
225 230 235 * 240 

Val Ala Ala Val Gly Thr Cys Val Ala His Ala Glu Pro Glu Glu Asp 
245 250 255 

Gly Val Gly Gly Gin Ala Gly Gly Ser Pro Pro Arg Leu His Cys Asn 
260 265 ~ 270 



Gly Glu Gly Lys Trp Met Val Ala Val Gly Gly Cys Arg Cys Gin Pro 
275 280 285 



Gly Tyr Gin Pro Ala Arg Gly Asp Lys Ala Cys Gin Ala Cys Pro Arg 
290 295 300 
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Gly Leu Tyr Lys Ser Ser Ala Gly Asn Ala Pro Cys Ser Pro Cys Pro 
305 310 315 320 



Ala Arg Ser His Ala Pro Asn Pro Ala Ala Pro Val Cys Pro Cys Leu 
325 330 " 335 



Glu Gly Phe Tyr Arg Ala Ser Ser Asp Pro Pro Glu Ala Pro Cys Thr 
340 345 350 



Gly Pro Pro Ser Ala Pro Gin Glu Leu Trp Phe Glu Val Gin Gly Ser 
355 360 365 



Ala Leu Met Leu His Trp Arg Leu Pro Arg Glu Leu Gly Gly Arg Gly 
370 375 380 



Asp Leu Leu Phe Asn Val Val Cys Lys Glu Cys Glu Gly Arg Gin Glu 
385 390 395 " 400 



Pro Ala Ser Gly Gly Gly Gly Thr Cys His Arg Cys Arg Asp Glu Val 
405 410 ~ 415 



His Phe Asp Pro Arg Gin Arg Gly Leu Thr Glu Ser Arg Val Leu Val 
420 425 430 



Gly Gly Leu Arg Ala His Val Pro Tyr lie Leu Glu Val Gin Ala Val 
4 35 44 0 44 5 



Asn Gly Val Ser Glu Leu Ser Pro Asp Pro Pro Gin Ala Ala Ala lie 
450 455 460 



Asn Val Ser Thr Ser His Glu Val Pro Ser Ala Val Pro Val Val His 
465 470 475 480 



Gin Val Ser Arg Ala Ser Asn Ser lie Thr Val Ser Trp Pro Gin Pro 
485 490 495 



Asp Gin Thr Asn Gly Asn lie Leu Asp Tyr Gin Leu Arg Tyr Tyr Asp 
500 505 510 



Gin Ala Glu Asp Glu Ser His Ser Phe Thr Leu Thr Ser Glu Thr Asn 
515 520 525 



Thr Ala Thr Val Thr Gin Leu Ser Pro Gly His lie Tyr Gly Phe Gin 
530 535 540 
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Val Arg Ala Arg Thr Ala Ala Gly His Gly Pro Tyr Gly Gly Lys Val 
545 550 555 " 560 

Tyr Phe Gin Thr Leu Pro Gin Gly Glu Leu Ser Ser Gin Leu Pro Glu 
565 570 575 

Arg Leu Ser Leu Val He Gly Ser He Leu Gly Ala Leu Ala Phe Leu 
580 585 590 

Leu Leu Ala Ala He Thr Val Leu Ala Val Val Phe Gin Arg Lys Arg 
595 600 605 

Arg Gly Thr Gly Tyr Thr Glu Gin Leu Gin Gin Tyr Ser Ser Pro Gly 
610 615 620 

Leu Gly Val Lys Tyr Tyr He Asp Pro Ser Thr Tyr Glu Asp Pro Cys 
625 630 635 640 

Gin Ala He Arg Glu Leu Ala Arg Glu Val Asp Pro Ala Tyr lie Lys 
645 650 655 

He Glu Glu Val He Gly Thr Gly Ser Phe Gly Glu Val Arg Gin Gly 
660 665 670 

Arg Leu Gin Pro Arg Gly Arg Arg Glu Gin Thr Val Ala He Gin Ala 
675 680 685 

Leu Trp Ala Gly Gly Ala Glu Ser Leu Gin Met Thr Phe Leu Gly Arg 
690 695 700 

Ala Ala Val Leu Gly Gin Phe Gin His Pro Asn He Leu Arg Leu Glu 
705 710 715 " 720 

Gly Val Val Thr Lys Ser Arg Pro Leu Met Val Leu Thr Glu Phe Met 
725 730 735 

Glu Leu Gly Pro Leu Asp Ser Phe Leu Arg Gin Arg Glu Gly Gin Phe 
740 745 750 

Ser Ser Leu Gin Leu Val Ala Met Gin Arg Gly Val Ala Ala Ala Met 
755 760 * 765 

Gin Tyr Leu Ser Ser Phe Ala Phe Val His Arg Ser Leu Ser Ala His 
770 775 780 

Ser Val Leu Val Asn Ser His Leu Val Cys Lys Val Ala Arg Leu Gly 
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800 



His Ser Pro Gin Gly Pro Ser Cys Leu Leu Arg Trp Ala Ala Pro Glu 
805 810 815 

Val He Ala His Gly Lys His Thr Thr Ser Ser Asp Val Trp Ser Phe 
820 825 830 

Gly He Leu Met Trp Glu Val Met Ser Tyr Gly Glu Arg Pro Tyr Trp 
835 840 845 

Asp Met Ser Glu Gin Glu Val Leu Asn Ala He Glu Gin Glu Phe Arq 
850 855 860 

Leu Pro Pro Pro Pro Gly Cys Pro Pro Gly Leu His Leu Leu Met Leu 
865 87 <> 875 880 

Asp Thr Trp Gin Lys Asp Arg Ala Arg Arg Pro His Phe Asp Gin Leu 
88 5 890 895 

Val Ala Ala Phe Asp Lys Met He Arg Lys Pro Asp Thr Leu Gin Ala 
9 00 905 910 

Gly Gly Asp Pro Gly Glu Arg Pro Ser Gin Ala Leu Leu Thr Pro Val 
915 920 925 

Ala Leu Asp Phe Pro Cys Leu Asp Ser Pro Gin Ala Trp Leu Ser Ala 
930 935 940 

He Gly Leu Glu Cys Tyr Gin Asp Asn Phe Ser Lys Phe Gly Leu Cys 
945 *50 955 960 

Thr Phe Ser Asp Val Ala Gin Leu Ser Leu Glu Asp Leu Pro Ala Leu 
9 65 970 975 

Gly He Thr Leu Ala Gly His Gin Lys Lys Leu Leu His His He Gin 
98 0 985 990 

Leu Leu Gin Gin His Leu Arg Gin Gin Gly Ser Val Glu Val 
995 1000 1005 

<210> 2426 

<211> 508 

<212> PRT 
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<400> 2426 
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Met Asp His Leu Gly Ala Ser Leu Trp Pro Gin Val Gly Ser Leu Cys 
5 10 15 

Leu Leu Leu Ala Gly Ala Ala Trp Ala Pro Pro Pro Asn Leu Pro Asp 
20 25 30 

Pro Lys Phe Glu Ser Lys Ala Ala Leu Leu Ala Ala Arg Gly Pro Glu 
3S 40 45 

Glu Leu Leu Cys Phe Thr Glu Arg Leu Glu Asp Leu Val Cys Phe Trp 
50 55 60 

Glu Glu Ala Ala Ser Ala Gly Val Gly Pro Gly Asn Tyr Ser Phe Ser 
65 70 75 80 

Tyr Gin Leu Glu Asp Glu Pro Trp Lys Leu Cys Arg Leu His Gin Ala 
85 90 95 

Pro Thr Ala Arg Gly Ala Val Arg Phe Trp Cys Ser Leu Pro Thr Ala 
100 105 no 

Asp Thr Ser Ser Phe Val Pro Leu Glu Leu Arg Val Thr Ala Ala Ser 
115 120 125 

Gly Ala Pro Arg Tyr His Arg Val lie His He Asn Glu Val Val Leu 
130 135 140 

Leu Asp Ala Pro Val Gly Leu Val Ala Arg Leu Ala Asp Glu Ser Gly 
145 150 155 1 6 £ 

His Val Val Leu Arg Trp Leu Pro Pro Pro Glu Thr Pro Met Thr Ser 
I 65 170 175 

His lie Arg Tyr Glu Val Asp Val Ser Ala Gly Asn Gly Ala Gly Ser 
180 185 190 

Val Gin Arg Val Glu He Leu Glu Gly Arg Thr Glu Cys Val Leu Ser 
I 95 200 205 

Asn Leu Arg Gly Arg Thr Arg Tyr Thr Phe Ala Val Arg Ala Arg Met 
210 215 220 



Ala Glu Pro Ser Phe Gly Gly Phe Trp Ser Ala Trp Ser Glu Pro Val 

235 240 



225 230 
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Ser Leu Leu Thr Pro Ser Asp Leu Asp Pro Leu lie Leu Thr Leu Ser 
245 250 255 

Leu lie Leu Val Val He Leu Val Leu Leu Thr Val Leu Ala Leu Leu 
260 265 270 

Ser His Arg Arg Ala Leu Lys Gin Lys He Trp Pro Gly He Pro Ser 
2? 5 280 285 - 

Pro Glu Ser Glu Phe Glu Gly Leu Phe Thr Thr His Lys Gly Asn Phe 
290 295 300 

Gin Leu Trp Leu Tyr Gin Asn Asp Gly Cys Leu Trp Trp Ser Pro Cys 
305 310 315 320 

Thr Pro Phe Thr Glu Asp Pro Pro Ala Ser Leu Glu Val Leu Ser Glu 
32 5 330 335 

Arg Cys Trp Gly Thr Met Gin Ala Val Glu Pro Gly Thr Asp Asp Glu 
340 345 350 

Gly Pro Leu Leu Glu Pro Val Gly Ser Glu His Ala Gin Asp Thr Tyr 
355 360 365 

Leu Val Leu Asp Lys Trp Leu Leu Pro Arg Asn Pro Pro Ser Glu Asp 
37 ° 375 380 

Leu Pro Gly Pro Gly Gly Ser Val Asp He Val Ala Met Asp Glu Gly 
385 390 395 400 

Ser Glu Ala Ser Ser Cys Ser Ser Ala Leu Ala Ser Lys Pro Ser Pro 
405 410 ' 415 

Glu Gly Ala Ser Ala Ala Ser Phe Glu Tyr Thr He Leu Asp Pro Ser 
420 425 430 

Ser Gin Leu Leu Arg Pro Trp Thr Leu Cys Pro Glu Leu Pro Pro Thr 
435 440 445 

Pro Pro His Leu Lys Tyr Leu Tyr Leu Val Val Ser Asp Ser Gly He 
450 455 460 

Ser Thr Asp Tyr Ser Ser Gly Asp Ser Gin Gly Ala Gin Gly Gly Leu 
465 470 475 * 480 

Ser Asp Gly Pro Tyr Ser Asn Pro Tyr Glu Asn Ser Leu He Pro Ala 
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485 490 495 

Ala Glu Pro Leu Pro Pro Ser Tyr Val Ala Cys Ser 
500 505 

<210> 2427 

<211> 441 

<212> PRT 

<213> Homo sapiens 

<400> 2427 

Met Ser Pro He Ser Gly Ala Ser Pro Ser Trp Arg Ala Ala Pro Lys 
5 10 15 

Ala Ser Asp Leu Leu Gly Ala Arg Gly Pro Gly Gly Thr Phe Gin Gly 
20 25 30 



Arg Asp Leu Arg Gly Gly Ala His Ala Ser Ser Ser Ser Leu Asn Pro 

40 45 

Met Pro Pro Ser Gin Leu Gin Leu Ser Thr Val Asp Ala His Ala Arg 



60 



Thr Pro val Leu Gin Val His Pro Leu Glu Ser Pro Ala Met lie Ser 

Leu Thr Pro Pro Thr Thr Ala Thr Gly Val Phe Ser Leu Lys Ala Arg 
85 90 95 

Pro Gly Leu Pro Pro Gly He Asn Val Ala Ser Leu Glu Trp Val 



100 105 



Ser 
110 



Arg Glu Pro Ala Leu Leu Cys Thr Phe Pro Asn Pro Ser Ala Pro Arg 
115 120 



125 



Lys Asp Ser Thr Leu Ser Ala Val Pro Gin Ser Ser Tyr Pro Leu Leu 
"° 135 140 

Ala Asn Gly Val Cys Lys Trp Pro Gly Cys Glu Lys Val Phe Glu Glu 

150 155 160 

Pro Glu Asp Phe Leu Lys His Cys Gin Ala Asp His Leu Leu Asp Glu 
165 170 175 

Lys Gly Arg Ala Gin Cys Leu Leu Gin Arg Glu Met Val Gin Ser Leu 
180 185 190 
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Glu Gin Gin Leu Val Leu Glu Lys Glu Lys Leu Ser Ala Met Gin Ala 
195 200 205 

His Leu Ala Gly Lys Met Ala Leu Thr Lys Ala Ser Ser Val Ala Ser 
210 215 220 

Ser Asp Lys Gly Ser Cys Cys lie Val Ala Ala Gly Ser Gin Gly Pro 
225 230 235 240 

Val val Pro Ala Trp Ser Gly Pro Arg Glu Ala Pro Asp Ser Leu Phe 
245 250 *" 255 

Ala Val Arg Arg His Leu Trp Gly Ser His Gly Asn Ser Thr Phe Pro 
260 265 270 

Glu Phe Leu His Asn Met Asp Tyr Phe Lys Phe His Asn Met Arg Pro 
275 280 285 

Pro Phe Thr Tyr Ala Thr Leu lie Arg Trp Ala lie Leu Glu Ala Pro 
290 295 300 

Glu Lys Gin Arg Thr Leu Asn Glu He Tyr His Trp Phe Thr Arg Met 
305 310 315 ' 320 

Phe Ala Phe Phe Arg Asn His Pro Ala Thr Trp Lys Val Ser Ser Ser 
325 330 335 

Glu Val Ala Val Thr Gly Met Ala Ser Ser Ala He Ala Ala Gin Ser 
340 345 350 

Gly Gin Ala Trp Val Trp Ala His Arg His lie Gly Glu Glu Arg Asp 
355 360 365 

Val Gly Cys Trp Trp Trp Leu Leu Ala Ser Glu Val Asp Ala His Leu 
370 375 380 

Leu Pro Val Pro Gly Leu Pro Gin Asn Ala He Arg His Asn Leu Ser 
385 390 395 ~ 400 

Leu His Lys Cys Phe Val Arg Val Glu Ser Glu Lys Gly Ala Val Trp 
405 410 * 415 

Thr Val Asp Glu Leu Glu Phe Arg Lys Lys Arg Ser Gin Arg Pro Ser 
420 425 430 
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Arg Cys Ser Asn Pro Thr Pro Gly Pro 

440 





a ** c; 


<210> 


2428 


<211> 


413 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2428 



Met Glu Phe Pro Gly Leu Gly Ser Leu Gly Thr Ser Glu Pro Leu Pro 
15 10 15 



Gin Phe Val Asp Pro Ala Leu Val Ser Ser Thr Pro Glu Ser Gly Val 
20 25 30 



Phe Phe Pro Ser Gly Pro Glu Gly Leu Asp Ala Ala Ala Ser Ser Thr 
35 40 45 



Ala Pro Ser Thr Ala Thr Ala Ala Ala Ala Ala Leu Ala Tyr Tyr Arg 
50 55 60 



Asp Ala Glu Ala Tyr Arg His Ser Pro Val Phe Gin Val Tyr Pro Leu 
65 70 75 80 



Leu Asn Cys Met Glu Gly lie Pro Gly Gly Ser Pro Tyr Ala Gly Trp 
85 90 95 



Ala Tyr Gly Lys Thr Gly Leu Tyr Pro Ala Ser Thr Val Cys Pro Thr 
100 105 110 



Arg Glu Asp Ser Pro Pro Gin Ala Val Glu Asp Leu Asp Gly Lys Gly 
115 120 125 



Ser Thr Ser Phe Leu Glu Thr Leu Lys Thr Glu Arg Leu Ser Pro Asp 
130 135 140 



Leu Leu Thr Leu Gly Pro Ala Leu Pro Ser Ser Leu Pro Val Pro Asn 
145 150 155 160 



Ser Ala Tyr Gly Gly Pro Asp Phe Ser Ser Thr Phe Phe Ser Pro Thr 
165 170 175 



Gly Ser Pro Leu Asn Ser Ala Ala Tyr Ser Ser Pro Lys Leu Arg Gly 
180 185 190 



Thr Leu Pro Leu Pro Pro Cys Glu Ala Arg Glu Cys Val Asn Cys Gly 
195 200 205 
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Ala Thr Ala Thr Pro Leu Trp Arg Arg Asp Arg Thr Gly His Tyr Leu 
210 215 220 



Cys Asn Ala Cys Gly Leu Tyr His Lys Met Asn Gly Gin Asn Arg Pro 
225 230 235 240 



Leu lie Arg Pro Lys Lys Arg Leu lie Val Ser Lys Arg Ala Gly Thr 
245 250 255 



Gin Cys Thr Asn Cys Gin Thr Thr Thr Thr Thr Leu Trp Arg Arg Asn 
260 265 270 



Ala Ser Gly Asp Pro Val Cys Asn Ala Cys Gly Leu Tyr Tyr Lys Leu 
275 280 285 



His Gin Val Asn Arg Pro Leu Thr Met Arg Lys Asp Gly lie Gin Thr 
290 295 300 



Arg Asn Arg Lys Ala Ser Gly Lys Gly Lys Lys Lys Arg Gly Ser Ser 
305 310 315 320 



Leu Gly Gly Thr Gly Ala Ala Glu Gly Pro Ala Gly Gly Phe Met Val 
325 330 335 



Val Ala Gly Gly Ser Gly Ser Gly Asn Cys Gly Glu Val Ala Ser Gly 
340 345 350 



Leu Thr Leu Gly Pro Pro Gly Thr Ala His Leu Tyr Gin Gly Leu Gly 
355 360 365 



Pro Val Val Leu Ser Gly Pro Val Ser His Leu Met Pro Phe Pro Gly 
370 375 380 



Pro Leu Leu Gly Ser Pro Thr Gly Ser Phe Pro Thr Gly Pro Met Pro 
385 390 395 400 



Pro Thr Thr Ser Thr Thr Val Val Ala Pro Leu Ser Ser 
405 410 
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Met Ala Arg Ala Leu Cys Pro Leu Gin Ala Leu Trp Leu Leu Glu Trp 
1 5 10 15 

Val Leu Leu Leu Leu Gly Pro Cys Ala Ala Pro Pro Ala Trp Ala Leu 
20 25 30 

Asn Leu Asp Pro Val Gin Leu Thr Phe Tyr Ala Gly Pro Asn Gly Ser 
35 40 45 

Gin Phe Gly Phe Ser Leu Asp Phe His Lys Asp Ser His Gly Arg Val 
50 55 60 

Ala lie Val Val Gly Ala Pro Arg Thr Leu Gly Pro Ser Gin Glu Glu 
65 70 75 80 

Thr Gly Gly Val Phe Leu Cys Pro Trp Arg Ala Glu Gly Gly Gin Cys 
85 90 "* 95 

Pro Ser Leu Leu Phe Asp Leu Arg Asp Glu Thr Arg Asn Val Gly Ser 
100 105 110 

Gin Thr Leu Gin Thr Phe Lys Ala Arg Gin Gly Leu Gly Ala Ser Val 
115 120 125 

Val Ser Trp Ser Asp Val He Val Ala Cys Ala Pro Trp Gin His Trp 
130 135 140 



Asn Val Leu Glu Lys Thr Glu Glu Ala Glu Lys Thr Pro Val Gly Ser 
145 150 155 160 

Cys Phe Leu Ala Gin Pro Glu Ser Gly Arg Arg Ala Glu Tyr Ser Pro 
165 170 * 175 

Cys Arg Gly Asn Thr Leu Ser Arg He Tyr Val Glu Asn Asp Phe Ser 
180 185 190 

Trp Asp Lys Arg Tyr Cys Glu Ala Gly Phe Ser Ser Val Val Thr Gin 
195 200 205 

Ala Gly Glu Leu Val Leu Gly Ala Pro Gly Gly Tyr Tyr Phe Leu Gly 
210 215 220 

Leu Leu Ala Gin Ala Pro Val Ala Asp He Phe Ser Ser Tyr Arg Pro 
225 230 235 240 

Gly He Leu Leu Trp His Val Ser Ser Gin Ser Leu Ser Phe Asp Ser 
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245 250 255 



Ser Asn Pro Glu Tyr Phe Asp Gly Tyr Trp Gly Tyr Ser Val Ala Val 
260 265 270 



Gly Glu Phe Asp Gly Asp Leu Asn Thr Thr Glu Tyr Val Val Gly Ala 
275 280 285 



Pro Thr Trp Ser Trp Thr Leu Gly Ala Val Glu lie Leu Asp Ser Tyr 
290 295 300 



Tyr Gin Arg Leu His Arg Leu Arg Ala Glu Gin Met Ala Ser Tyr Phe 
305 310 315 320 

Gly His Ser Val Ala Val Thr Asp Val Asn Gly Asp Gly Arg His Asp 
325 330 335 



Leu Leu Val Gly Ala Pro Leu Tyr Met Glu Ser Arg Ala Asp Arg Lys 
340 345 350 



Leu Ala Glu Val Gly Arg Val Tyr Leu Phe Leu Gin Pro Arg Gly Pro 
355 360 365 



His Ala Leu Gly Ala Pro Ser Leu Leu Leu Thr Gly Thr Gin Leu Tyr 
370 375 380 



Gly Arg Phe Gly Ser Ala lie Ala Pro Leu Gly Asp Leu Asp Arg Asp 
385 390 395 400 



Gly Tyr Asn Asp He Ala Val Ala Ala Pro Tyr Gly Gly Pro Ser Gly 
405 410 415 



Arg Gly Gin Val Leu Val Phe Leu Gly Gin Ser Glu Gly Leu Arg Ser 
420 425 430 



Arg Pro Ser Gin Val Leu Asp Ser Pro Phe Pro Thr Gly Ser Ala Phe 
435 440 445 



Gly Phe Ser Leu Arg Gly Ala Val Asp He Asp Asp Asn Gly Tyr Pro 
450 455 460 



Asp Leu He Val Gly Ala Tyr Gly Ala Asn Gin Val Ala Val Tyr Arg 
465 470 475 480 



Ala Gin Pro Val Val Lys Ala Ser Val Gin Leu Leu Val Gin Asp Ser 
485 490 495 
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Leu Asn Pro Ala Val Lys Ser Cys Val Leu Pro Gin Thr Lys Thr Pro 
500 505 510 



Val Ser Cys Phe Asn lie Gin Met Cys Val Gly Ala Thr Gly His Asn 
515 520 525 



lie Pro Gin Lys Leu Ser Leu Asn Ala Glu Leu Gin Leu Asp Arg Gin 
530 535 540 



Lys Pro Arg Gin Gly Arg Arg Val Leu Leu Leu Gly Ser Gin Gin Ala 
545 550 555 560 



Gly Thr Thr Leu Asn Leu Asp Leu Gly Gly Lys His Ser Pro He Cys 
565 570 575 



His Thr Thr Met Ala Phe Leu Arg Asp Glu Ala Asp Phe Arg Asp Lys 
580 585 590 



Leu Ser Pro He Val Leu Ser Leu Asn Val Ser Leu Pro Pro Thr Glu 
595 600 605 



Ala Gly Met Ala Pro Ala Val Val Leu His Gly Asp Thr His Val Gin 
610 615 620 



Glu Gin Thr Arg He Val Leu Asp Ser Gly Glu Asp Asp Val Cys Val 
625 630 635 640 



Pro Gin Leu Gin Leu Thr Ala Ser Val Thr Gly Ser Pro Leu Leu Val 
645 650 655 



Gly Ala Asp Asn Val Leu Glu Leu Gin Met Asp Ala Ala Asn Glu Gly 
660 665 670 



Glu Gly Ala Tyr Glu Ala Glu Leu Ala Val His Leu Pro Gin Gly Ala 
675 680 685 



His Tyr Met Arg Ala Leu Ser Asn Val Glu Gly Phe Glu Arg Leu He 
690 695 700 



Cys Asn Gin Lys Lys Glu Asn Glu Thr Arg Val Val Leu Cys Glu Leu 
705 710 715 720 



Gly Asn Pro Met Lys Lys Asn Ala Gin He Gly He Ala Met Leu Val 
725 730 735 
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Ser Val Gly Asn Leu Glu Glu Ala Gly Glu Ser Val Ser Phe Gin Leu 
740 745 750 

Gin He Arg Ser Lys Asn Ser Gin Asn Pro Asn Ser Lys He Val Leu 
755 760 765 

Leu Asp val Pro Val Arg Ala Glu Ala Gin Val Glu Leu Arg Gly Asn 
770 775 780 

Ser Phe Pro Ala Ser Leu Val Val Ala Ala Glu Glu Gly Glu Arg Glu 
785 790 795 ' 800 

Gin Asn Ser Leu Asp Ser Trp Gly Pro Lys Val Glu His Thr Tyr Glu 
805 810 815 

Leu His Asn Asn Gly Pro Gly Thr Val Asn Gly Leu His Leu Ser He 
820 825 830 

His Leu Pro Gly Gin Ser Gin Pro Ser Asp Leu Leu Tyr He Leu Asp 
835 840 845 

He Gin Pro Gin Gly Gly Leu Gin Cys Phe Pro Gin Pro Pro Val Asn 
850 855 860 

Pro Leu Lys Val Asp Trp Gly Leu Pro He Pro Ser Pro Ser Pro He 
865 870 875 880 

His Pro Ala His His Lys Arg Asp Arg Arg Gin He Phe Leu Pro Glu 
885 890 895 

Pro Glu Gin Pro Ser Arg Leu Gin Asp Pro Val Leu Val Ser Cys Asp 
900 905 910 

Ser Ala Pro Cys Thr Val Val Gin Cys Asp Leu Gin Glu Met Ala Arg 
915 920 925 

Gly Gin Arg Ala Met Val Thr Val Leu Ala Phe Leu Trp Leu Pro Ser 
930 935 940 

Leu Tyr Gin Arg Pro Leu Asp Gin Phe Val Leu Gin Ser His Ala Trp 
945 950 955 960 

Phe Asn Val Ser Ser Leu Pro Tyr Ala Val Pro Pro Leu Ser Leu Pro 
965 970 975 
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Arg Gly Glu Ala Gin Val Trp Thr Gin Leu Leu Arg Ala Leu Glu Glu 
980 985 990 



Arg Ala lie Pro lie Trp Trp Val Leu Val Gly Val Leu Gly Gly Leu 
995 1000 1005 



Leu Leu Leu Thr lie Leu Val Leu Ala Met Trp Lys Val Gly Phe 
1010 1015 1020 



Phe Lys Arg Asn Arg Pro Pro Leu Glu Glu Asp Asp Glu Glu Gly 
1025 1030 1035 



Glu 



<210> 2430 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 2430 

Met Ala Thr Trp Ala Leu Leu Leu Leu Ala Ala Met Leu Leu Gly Asn 
15 10 15 



Pro Gly Leu Val Phe Ser Arg Leu Ser Pro Glu Tyr Tyr Asp Leu Ala 
20 25 30 



Arg Ala His Leu Arg Asp Glu Glu Lys Ser Cys Pro Cys Leu Ala Gin 
35 40 45 



Glu Gly Pro Gin Gly Asp Leu Leu Thr Lys Thr Gin Glu Leu Gly Arg 
50 55 60 



Asp Tyr Arg Thr Cys Leu Thr lie Val Gin Lys Leu Lys Lys Met Val 
65 70 75 80 



Asp Lys Pro Thr Gin Arg Ser Val Ser Asn Ala Ala Thr Arg Val Cys 
85 90 95 



Arg Thr Gly Arg Ser Arg Trp Arg Asp Val Cys Arg Asn Phe Met Arg 
100 105 110 



Arg Tyr Gin Ser Arg Val Thr Gin Gly Leu Val Ala Gly Glu Thr Ala 
115 120 125 



Gin Gin He Cys Glu Asp Leu Arg Leu Cys He Pro Ser Thr Gly Pro 
130 135 140 
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Leu 
145 
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Met Arg Asn Ser Tyr Arg Phe Leu Ala Ser Ser Leu Ser Val Val Val 
15 10 15 



Ser Leu Leu Leu lie Pro Glu Asp Val Cys Glu Lys He He Gly Gly 
20 25 30 



Asn Glu Val Thr Pro His Ser Arg Pro Tyr Met Val Leu Leu Ser Leu 
35 40 45 



Asp Arg Lys Thr He Cys Ala Gly Ala Leu He Ala Lys Asp Trp Val 
50 55 60 



Leu Thr Ala Ala His Cys Asn Leu Asn Lys Arg Ser Gin Val He Leu 
65 70 75 80 



Gly Ala His Ser He Thr Arg Glu Glu Pro Thr Lys Gin He Met Leu 
85 90 95 



Val Lys Lys Glu Phe Pro Tyr Pro Cys Tyr Asp Pro Ala Thr Arg Glu 
100 105 110 



Gly Asp Leu Lys Leu Leu Gin Leu Thr Glu Lys Ala Lys He Asn Lys 
115 120 125 



Tyr Val Thr He Leu His Leu Pro Lys Lys Gly Asp Asp Val Lys Pro 
130 135 140 



Gly Thr Met Cys Gin Val Ala Gly Trp Gly Arg Thr His Asn Ser Ala 
145 150 155 160 



Ser Trp Ser Asp Thr Leu Arg Glu Val Asn He Thr He He Asp Arg 
165 170 175 



Lys Val Cys Asn Asp Arg Asn His Tyr Asn Phe Asn Pro Val He Gly 
180 185 190 
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Met Asn Met Val Cys Ala Gly Ser Leu Arg Gly Gly Arg Asp Ser Cys 
195 200 " 205 

Asn Gly Asp Ser Gly Ser Pro Leu Leu Cys Glu Gly Val Phe Arg Gly 
210 215 220 

Val Thr Ser Phe Gly Leu Glu Asn Lys Cys Gly Asp Pro Arg Gly Pro 
225 230 235 " 240 

Gly Val Tyr lie Leu Leu Ser Lys Lys His Leu Asn Trp He He Met 
245 250 255 

Thr He Lys Gly Ala Val 
260 



<210> 2432 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 2432 

Met Val Leu Ser Pro Ala Asp Lys Thr Asn Val Lys Ala Ala Trp Gly 
1 5 10 15 



Lys Val Gly Ala His Ala Gly Glu Tyr Gly Ala Glu Ala Leu Glu Arg 
20 25 30 



Met Phe Leu Ser Phe Pro Thr Thr Lys Thr Tyr Phe Pro His Phe Asp 
35 40 45 



Leu Ser His Gly Ser Ala Gin Val Lys Gly His Gly Lys Lys Val Ala 
50 55 60 



Asp Ala Leu Thr Asn Ala Val Ala His Val Asp Asp Met Pro Asn Ala 
65 70 75 80 



Leu Ser Ala Leu Ser Asp Leu His Ala His Lys Leu Arg Val Asp Pro 
85 90 95 



Val Asn Phe Lys Leu Leu Ser His Cys Leu Leu Val Thr Leu Ala Ala 
100 105 110 



His Leu Pro Ala Glu Phe Thr Pro Ala Val His Ala Ser Leu Asp Lys 
115 120 125 



Phe Leu Ala Ser Val Ser Thr Val Leu Thr Ser Lys Tyr Arg 
130 135 140 
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<210> 2433 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 2433 

Met Ser Leu Thr Lys Thr Glu Arg Thr lie lie Val Ser Met Trp Ala 
15 10 is 

Lys He Ser Thr Gin Ala Asp Thr He Gly Thr Glu Thr Leu Glu Arg 
20 25 30 

Leu Phe Leu Ser His Pro Gin Thr Lys Thr Tyr Phe Pro His Phe Asp 
35 40 45 

Leu His Pro Gly Ser Ala Gin Leu Arg Ala His Gly Ser Lys Val Val 
50 55 60 



Ala Ala Val Gly Asp Ala Val Lys Ser He Asp Asp He Gly Gly Ala 
65 70 75 80 

Leu Ser Lys Leu Ser Glu Leu His Ala Tyr He Leu Arg Val Asp Pro 
85 90 95 



Val Asn Phe Lys Leu Leu Ser His Cys Leu Leu Val Thr Leu Ala Ala 
100 105 110 

Arg Phe Pro Ala Asp Phe Thr Ala Glu Ala His Ala Ala Trp Asp Lys 
115 120 125 

Phe Leu Ser Val Val Ser Ser Val Leu Thr Glu Lys Tyr Arg 
130 135 140 



<210> 2434 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 2434 

Met Val His Leu Thr Pro Glu Glu Lys Thr Ala Val Asn Ala Leu Trp 
15 10 15 

Gly Lys Val Asn Val Asp Ala Val Gly Gly Glu Ala Leu Gly Arg Leu 
20 25 30 



Leu Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Glu Ser Phe Gly Asp 
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35 40 45 



Leu Ser Ser Pro Asp Ala Val Met Gly Asn Pro Lys Val Lys Ala His 
50 55 60 



Gly Lys Lys Val Leu Gly Ala Phe Ser Asp Gly Leu Ala His Leu Asp 
65 70 75 80 



Asn Leu Lys Gly Thr Phe Ser Gin Leu Ser Glu Leu His Cys Asp Lys 
85 90 95 



Leu His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly Asn Val Leu Val 
100 105 110 



Cys Val Leu Ala Arg Asn Phe Gly Lys Glu Phe Thr Pro Gin Met Gin 
115 120 125 



Ala Ala Tyr Gin Lys Val Val Ala Gly Val Ala Asn Ala Leu Ala His 
130 135 140 



Lys Tyr His 
145 



<210> 2435 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 2435 

Met Val His Phe Thr Ala Glu Glu Lys Ala Ala Val Thr Ser Leu Trp 
15 10 15 



Ser Lys Met Asn Val Glu Glu Ala Gly Gly Glu Ala Leu Gly Arg Leu 
20 25 30 



Leu Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Asp Ser Phe Gly Asn 
35 4 0 45 



Leu Ser Ser Pro Ser Ala lie Leu Gly Asn Pro Lys Val Lys Ala His 
50 55 60 



Gly Lys Lys Val Leu Thr Ser Phe Gly Asp Ala lie Lys Asn Met Asp 
65 70 75 80 



Asn Leu Lys Pro Ala Phe Ala Lys Leu Ser Glu Leu His Cys Asp Lys 
85 90 95 
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Leu His Val Asp Pro Glu Asn Phe Lys Leu Leu Gly Asn Val Met Val 
100 105 HO 

lie lie Leu Ala Thr His Phe Gly Lys Glu Phe Thr Pro Glu Val Gin 
115 120 125 

Ala Ala Trp Gin Lys Leu Val Ser Ala Val Ala lie Ala Leu Ala His 
130 135 140 

Lys Tyr His 
145 



<210> 


2436 


<211> 


14 7 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2436 



Met Gly His Phe Thr Glu Glu Asp Lys Ala Thr He Thr Ser Leu Trp 
15 10 15 

Gly Lys Val Asn Val Glu Asp Ala Gly Gly Glu Thr Leu Gly Arg Leu 
20 25 30 

Leu Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Asp Ser Phe Gly Asn 
35 40 45 

Leu Ser Ser Ala Ser Ala He Met Gly Asn Pro Lys Val Lys Ala His 
50 55 60 

Gly Lys Lys Val Leu Thr Ser Leu Gly Asp Ala Thr Lys His Leu Asp 
65 70 75 80 

Asp Leu Lys Gly Thr Phe Ala Gin Leu Ser Glu Leu His Cys Asp Lys 
85 90 95 

Leu His Val Asp Pro Glu Asn Phe Lys Leu Leu Gly Asn Val Leu Val 
100 105 HO 

Thr Val Leu Ala He His Phe Gly Lys Glu Phe Thr Pro Glu Val Gin 
US 120 125 

Ala Ser Trp Gin Lys Met Val Thr Ala Val Ala Ser Ala Leu Ser Ser 
130 135 140 

Arg Tyr His 
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<210> 


2437 


<211> 


142 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2437 



Met Ala Leu Ser Ala Glu Asp Arg Ala Leu Val Arg Ala Leu Trp Lys 
1 5 10 " 15 



Lys Leu Gly Ser Asn Val Gly Val Tyr Thr Thr Glu Ala Leu Glu Arg 
20 25 30 



Thr Phe Leu Ala Phe Pro Ala Thr Lys Thr Tyr Phe Ser His Leu Asp 
35 40 45 



Leu Ser Pro Gly Ser Ser Gin Val Arg Ala His Gly Gin Lys Val Ala 
50 55 60 



Asp Ala Leu Ser Leu Ala Val Glu Arg Leu Asp Asp Leu Pro His Ala 
65 70 75 80 



Leu Ser Ala Leu Ser His Leu His Ala Cys Gin Leu Arg Val Asp Pro 
85 90 95 



Ala Ser Phe Gin Leu Leu Gly His Cys Leu Leu Val Thr" Leu Ala Arg 
100 105 110 



His Tyr Pro Gly Asp Phe Ser Pro Ala Leu Gin Ala Ser Leu Asp Lys 
115 120 125 



Phe Leu Ser His Val lie Ser Ala Leu Val Ser Glu Tyr Arg 
130 135 140 



<210> 2438 

<211> 260 

<212> PRT 

<213> Homo sapiens 

<400> 2438 

Met Arg Pro Glu Asp Arg Met Phe His lie Arg Ala Val lie Leu Arg 
15 10 15 



Ala Leu Ser Leu Ala Phe Leu Leu Ser Leu Arg Gly Ala Gly Ala lie 
20 25 30 
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Lys Ala Asp His Val Ser Thr Tyr Ala Ala Phe Val Gin Thr His Arq 
35 40 45 

Pro Thr Gly Glu Phe Met Phe Glu Phe Asp Glu Asp Glu Met Phe Tyr 
50 55 60 

Val Asp Leu Asp Lys Lys Glu Thr Val Trp His Leu Glu Glu Phe Gly 
65 70 75 80 

Gin Ala Phe Ser Phe Glu Ala Gin Gly Gly Leu Ala Asn He Ala He 
85 90 95 

Leu Asn Asn Asn Leu Asn Thr Leu He Gin Arg Ser Asn His Thr Gin 
100 105 110 

Ala Thr Asn Asp Pro Pro Glu Val Thr Val Phe Pro Lys Glu Pro Val 
115 120 125 

Glu Leu Gly Gin Pro Asn Thr Leu He Cys His He Asp Lys Phe Phe 
130 135 140 

Pro Pro Val Leu Asn Val Thr Trp Leu Cys Asn Gly Glu Leu Val Thr 
145 150 155 160 

Glu Gly Val Ala Glu Ser Leu Phe Leu Pro Arg Thr Asp Tyr Ser Phe 
165 170 175 

His Lys Phe His Tyr Leu Thr Phe Val Pro Ser Ala Glu Asp Phe Tyr 
180 185 190 

Asp Cys Arg Val Glu His Trp Gly Leu Asp Gin Pro Leu Leu Lys His 
195 200 205 

Trp Glu Ala Gin Glu Pro He Gin Met Pro Glu Thr Thr Glu Thr Val 
210 215 220 

Leu Cys Ala Leu Gly Leu Val Leu Gly Leu Val Gly He He Val Gly 
225 230 235 240 

Thr Val Leu He He Lys Ser Leu Arg Ser Gly His Asp Pro Arg Ala 
245 250 255 

Gin Gly Thr Leu 
260 

<210> 2439 
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<211> 255 
<212> PRT 
<213> Homo sapiens 

<400> 2439 

Met He Leu Asn Lys Ala Leu Leu Leu Gly Ala Leu Ala Leu Thr Thr 
15 10 15 



Val Met Ser Pro Cys Gly Gly Glu Asp He Val Ala Asp His Val Ala 
20 25 30 



Ser Cys Gly Val Asn Leu Tyr Gin Phe Tyr Gly Pro Ser Gly Gin Tyr 
35 40 45 



Thr His Glu Phe Asp Gly Asp Glu Gin Phe Tyr Val Asp Leu Glu Arg 
50 55 60 



Lys Glu Thr Ala Trp Arg Trp Pro Glu Phe Ser Lys Phe Gly Gly Phe 
65 70 75 80 



Asp Pro Gin Gly Ala Leu Arg Asn Met Ala Val Ala Lys His Asn Leu 
85 90 95 



Asn He Met He Lys Arg Tyr Asn Ser Thr Ala Ala Thr Asn Glu Val 
100 105 110 



Pro Glu Val Thr Val Phe Ser Lys Ser Pro Val Thr Leu Gly Gin Pro 
115 120 125 



Asn Thr Leu He Cys Leu Val Asp Asn He Phe Pro Pro Val Val Asn 
130 135 140 



He Thr Trp Leu Ser Asn Gly Gin Ser Val Thr Glu Gly Val Ser Glu 
145 150 155 160 



Thr Ser Phe Leu Ser Lys Ser Asp His Ser Phe Phe Lys He Ser Tyr 
165 170 175 



Leu Thr Phe Leu Pro Ser Ala Asp Glu He Tyr Asp Cys Lys Val Glu 
180 185 190 



His Trp Gly Leu Asp Gin Pro Leu Leu Lys His Trp Glu Pro Glu He 
195 200 205 



Pro Ala Pro Met Ser Glu Leu Thr Glu Thr Val Val Cys Ala Leu Gly 
210 215 220 
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Leu Ser Val Gly Leu Met Gly lie Val Val Gly Thr Val Phe He He 
225 230 235 240 



Gin Gly Leu Arg Ser Val Gly Ala Ser Arg His Gin Gly Pro Leu 
245 250 " 255 



<210> 2440 

<211> 199 

<212> PRT 

<213> Homo sapiens 

<400> 2440 

Met Lys Ser Gly Leu Trp Tyr Phe Phe Leu Phe Cys Leu Arg He Lys 
1 5 10 15 



Val Leu Thr Gly Glu He Asn Gly Ser Ala Asn Tyr Glu Met Phe lie 
20 25 30 



Phe His Asn Gly Gly Val Gin He Leu Cys Lys Tyr Pro Asp He Val 
35 40 45 



Gin Gin Phe Lys Met Gin Leu Leu Lys Gly Gly Gin He Leu Cys Asp 
50 55 60 



Leu Thr Lys Thr Lys Gly Ser Gly Asn Thr Val Ser He Lys Ser Leu 
65 70 75 80 



Lys Phe Cys His Ser Gin Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 
85 90 95 



Tyr Asn Leu Asp His Ser His Ala Asn Tyr Tyr Phe Cys Asn Leu Ser 
100 105 110 



He Phe Asp Pro Pro Pro Phe Lys Val Thr Leu Thr Gly Gly Tyr Leu 
115 120 125 



His He Tyr Glu Ser Gin Leu Cys Cys Gin Leu Lys Phe Trp Leu Pro 
130 135 140 



He Gly Cys Ala Ala Phe Val Val Val Cys He Leu Gly Cys He Leu 
145 150 155 160 



He Cys Trp Leu Thr Lys Lys Lys Tyr Ser Ser Ser Val His Asp Pro 
165 170 175 



Asn Gly Glu Tyr Met Phe Met Arg Ala Val Asn Thr Ala Lys Lys Ser 
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180 185 190 



Arg Leu Thr Asp Val Thr Leu 
195 



<210> 2441 

<211> 193 

<212> PRT 

<213> Homo sapiens 

<400> 2441 



Met Ala Ala Glu Pro Val Glu Asp Asn Cys lie Asn Phe Val Ala Met 
15 10 15 



Lys Phe lie Asp Asn Thr Leu Tyr Phe lie Ala Glu Asp Asp Glu Asn 
20 25 30 



Leu Glu Ser Asp Tyr Phe Gly Lys Leu Glu Ser Lys Leu Ser Val lie 
35 40 45 



Arg Asn Leu Asn Asp Gin Val Leu Phe lie Asp Gin Gly Asn Arg Pro 
50 55 60 



Leu Phe Glu Asp Met Thr Asp Ser Asp Cys Arg Asp Asn Ala Pro Arg 
65 70 75 80 



Thr lie Phe He He Ser Met Tyr Lys Asp Ser Gin Pro Arg Gly Met 
85 90 95 



Ala Val Thr He Ser Val Lys Cys Glu Lys He Ser Thr Leu Ser Cys 
100 105 110 



Glu Asn Lys He He Ser Phe Lys Glu Met Asn Pro Pro Asp Asn He 
115 120 125 



Lys Asp Thr Lys Ser Asp He He Phe Phe Gin Arg Ser Val Pro Gly 
130 135 140 



His Asp Asn Lys Met Gin Phe Glu Ser Ser Ser Tyr Glu Gly Tyr Phe 
145 150 155 160 



Leu Ala Cys Glu Lys Glu Arg Asp Leu Phe Lys Leu He Leu Lys Lys 
165 170 175 



Glu Asp Glu Leu Gly Asp Arg Ser lie Met Phe Thr Val Gin Asn Glu 
180 185 190 
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Asp 



<210> 2442 

<211> 152 

<212> PRT 

<213> Homo sapiens 

<400> 2442 



Met Ser Arg Leu Pro Val Leu Leu Leu Leu Gin Leu Leu Val Arg Pro 
1 5 10 15 



Gly Leu Gin Ala Pro Met Thr Gin Thr Thr Pro Leu Lys Thr Ser Trp 
20 25 30 



Val Asn Cys Ser Asn Met lie Asp Glu lie lie Thr His Leu Lys Gin 
35 40 45 



Pro Pro Leu Pro Leu Leu Asp Phe Asn Asn Leu Asn Gly Glu Asp Gin 
50 55 60 



Asp lie Leu Met Glu Asn Asn Leu Arg Arg Pro Asn Leu Glu Ala Phe 
65 70 75 80 



Asn Arg Ala Val Lys Ser Leu Gin Asn Ala Ser Ala lie Glu Ser lie 
85 90 95 



Leu Lys Asn Leu Leu Pro Cys Leu Pro Leu Ala Thr Ala Ala Pro Thr 
100 105 110 



Arg His Pro lie His lie Lys Asp Gly Asp Trp Asn Glu Phe Arg Arg 
115 120 125 



Lys Leu Thr Phe Tyr Leu Lys Thr Leu Glu Asn Ala Gin Ala Gin Gin 
130 135 140 



Thr Thr Leu Ser Leu Ala lie Phe 

150 



145 




<210> 


2443 


<211> 


1038 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2443 



Met Phe Pro Thr Glu Ser Ala Trp Leu Gly Lys Arg Gly Ala Asn Pro 
15 10 15 
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Gly Pro Glu Ala Ala Val Arg Glu Thr Val Met Leu Leu Leu Cys Leu 
20 25 30 



Gly Val Pro Thr Gly Arg Pro Tyr Asn Val Asp Thr Glu Ser Ala Leu 
35 40 45 



Leu Tyr Gin Gly Pro His Asn Thr Leu Phe Gly Tyr Ser Val Val Leu 
50 55 60 



His Ser His Gly Ala Asn Arg Trp Leu Leu Val Gly Ala Pro Thr Ala 
65 70 75 80 



Asn Trp Leu Ala Asn Ala Ser Val lie Asn Pro Gly Ala lie Tyr Arg 
85 90 95 



Cys Arg lie Gly Lys Asn Pro Gly Gin Thr Cys Glu Gin Leu Gin Leu 
100 105 110 



Gly Ser Pro Asn Gly Glu Pro Cys Gly Lys Thr Cys Leu Glu Glu Arg 
115 120 125 



Asp Asn Gin Trp Leu Gly Val Thr Leu Ser Arg Gin Pro Gly Glu Asn 
130 135 140 



Gly Ser lie Val Thr Cys Gly His Arg Trp Lys Asn lie Phe Tyr He 
145 150 155 160 



Lys Asn Glu Asn Lys Leu Pro Thr Gly Gly Cys Tyr Gly Val Pro Pro 
165 170 175 



Asp Leu Arg Thr Glu Leu Ser Lys Arg He Ala Pro Cys Tyr Gin Asp 
180 185 190 



Tyr Val Lys Lys Phe Gly Glu Asn Phe Ala Ser Cys Gin Ala Gly He 
195 200 205 



Ser Ser Phe Tyr Thr Lys Asp Leu He Val Met Gly Ala Pro Gly Ser 
210 215 220 



Ser Tyr Trp Thr Gly Ser Leu Phe Val Tyr Asn He Thr Thr Asn Lys 
225 230 235 240 



Tyr Lys Ala Phe Leu Asp Lys Gin Asn Gin Val Lys Phe Gly Ser Tyr 
245 250 255 
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Leu Gly Tyr Ser Val Gly Ala Gly His Phe Arg Ser Gin His Thr Thr 
260 265 270 



Glu Val Val Gly Gly Ala Pro Gin His Glu Gin lie Gly Lys Ala Tyr 
275 280 285 



lie Phe Ser lie Asp Glu Lys Glu Leu Asn lie Leu His Glu Met Lys 
290 295 300 



Gly Lys Lys Leu Gly Ser Tyr Phe Gly Ala Ser Val Cys Ala Val Asp 
305 310 315 320 



Leu Asn Ala Asp Gly Phe Ser Asp Leu Leu Val Gly Ala Pro Met Gin 
325 330 335 



Ser Thr lie Arg Glu Glu Gly Arg Val Phe Val Tyr He Asn Ser Gly 
340 345 350 



Ser Gly Ala Val Met Asn Ala Met Glu Thr Asn Leu Val Gly Ser Asp 
355 360 365 



Lys Tyr Ala Ala Arg Phe Gly Glu Ser He Val Asn Leu Gly Asp He 
370 375 380 



Asp Asn Asp Gly Phe Glu Asp Val Ala He Gly Ala Pro Gin Glu Asp 
385 390 395 400 



Asp Leu Gin Gly Ala He Tyr He Tyr Asn Gly Arg Ala Asp Gly He 
405 410 415 



Ser Ser Thr Phe Ser Gin Arg He Glu Gly Leu Gin He Ser Lys Ser 
420 425 430 



Leu Ser Met Phe Gly Gin Ser He Ser Gly Gin He Asp Ala Asp Asn 
435 440 445 



Asn Gly Tyr Val Asp Val Ala Val Gly Ala Phe Arg Ser Asp Ser Ala 
450 455 460 



Val Leu Leu Arg Thr Arg Pro Val Val He Val Asp Ala Ser Leu Ser 
465 " 470 475 480 



His Pro Glu Ser Val Asn Arg Thr Lys Phe Asp Cys Val Glu Asn Gly 
485 490 495 
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Trp Pro Ser Val Cys lie Asp Leu Thr Leu Cys Phe Ser Tyr Lys Gly 
500 505 510 

Lys Glu Val Pro Gly Tyr lie Val Leu Phe Tyr Asn Met Ser Leu Asp 
515 520 525 

Val Asn Arg Lys Ala Glu Ser Pro Pro Arg Phe Tyr Phe Ser Ser Asn 
530 535 540 

Gly Thr Ser Asp Val lie Thr Gly Ser He Gin Val Ser Ser Arg Glu 
545 550 555 560 

Ala Asn Cys Arg Thr His Gin Ala Phe Met Arg Lys Asp Val Arg Asp 
565 570 575 

He Leu Thr Pro He Gin He Glu Ala Ala Tyr His Leu Gly Pro His 
580 585 590 

Val He Ser Lys Arg Ser Thr Glu Glu Phe Pro Pro Leu Gin Pro He 
595 600 605 

Leu Gin Gin Lys Lys Glu Lys Asp He Met Lys Lys Thr He Asn Phe 
610 615 620 

Ala Arg Phe Cys Ala His Glu Asn Cys Ser Ala Asp Leu Gin Val Ser 
625 630 635 640 

Ala Lys He Gly Phe Leu Lys Pro His Glu Asn Lys Thr Tyr Leu Ala 
64 5 650 655 

Val Gly Ser Met Lys Thr Leu Met Leu Asn Val Ser Leu Phe Asn Ala 
660 665 670 

Gly Asp Asp Ala Tyr Glu Thr Thr Leu His Val Lys Leu Pro Val Gly 
675 680 685 

Leu Tyr Phe He Lys He Leu Glu Leu Glu Glu Lys Gin He Asn Cys 
690 695 700 

Glu Val Thr Asp Asn Ser Gly Val Val Gin Leu Asp Cys Ser He Gly 
705 710 715 " 720 

Tyr He Tyr Val Asp His Leu Ser Arg He Asp He Ser Phe Leu Leu 
725 730 735 

Asp Val Ser Ser Leu Ser Arg Ala Glu Glu Asp Leu Ser He Thr Val 
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740 745 750 



His Ala Thr Cys Glu Asn Glu Glu Glu Met Asp Asn Leu Lys His Ser 
755 760 765 



Arg Val Thr Val Ala lie Pro Leu Lys Tyr Glu Val Lys Leu Thr Val 
770 775 780 



His Gly Phe Val Asn Pro Thr Ser Phe Val Tyr Gly Ser Asn Asp Glu 
785 790 795 800 



Asn Glu Pro Glu Thr Cys Met Val Glu Lys Met Asn Leu Thr Phe His 
805 810 815 



Val lie Asn Thr Gly Asn Ser Met Ala Pro Asn Val Ser Val Glu lie 
820 825 830 



Met Val Pro Asn Ser Phe Ser Pro Gin Thr Asp Lys Leu Phe Asn lie 
835 840 845 



Leu Asp Val Gin Thr Thr Thr Gly Glu Cys His Phe Glu Asn Tyr Gin 
850 855 860 



Arg Val Cys Ala Leu Glu Gin Gin Lys Ser Ala Met Gin Thr Leu Lys 
865 870 875 880 



Gly lie Val Arg Phe Leu Ser Lys Thr Asp Lys Arg Leu Leu Tyr Cys 
885 890 895 



lie Lys Ala Asp Pro His Cys Leu Asn Phe Leu Cys Asn Phe Gly Lys 
900 905 910 



Met Glu Ser Gly Lys Glu Ala Ser Val His lie Gin Leu Glu Gly Arg 
915 920 925 



Pro Ser He Leu Glu Met Asp Glu Thr Ser Ala Leu Lys Phe Glu He 
930 935 940 



Arg Ala Thr Gly Phe Pro Glu Pro Asn Pro Arg Val He Glu Leu Asn 
945 950 955 960 



Lys Asp Glu Asn Val Ala His Val Leu Leu Glu Gly Leu His His Gin 
965 970 975 



Arg Pro Lys Arg Tyr Phe Thr He Val He He Ser Ser Ser Leu Leu 
980 985 990 
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Leu Gly Leu lie Val Leu Leu Leu lie Ser Tyr Val Met Trp Lys Ala 
995 1000 1005 



Gly Phe Phe Lys Arg Gin Tyr Lys Ser lie Leu Gin Glu Glu Asn 
1010 1015 1020 



Arg Arg Asp Ser Trp Ser Tyr lie Asn Ser Lys Ser Asn Asp Asp 
1025 1030 1035 



<210> 2444 

<211> 1152 

<212> PRT 

<213> Homo sapiens 

<400> 2444 

Met Ala Leu Arg Val Leu Leu Leu Thr Ala Leu Thr Leu Cys His Gly 
15 10 15 



Phe Asn Leu Asp Thr Glu Asn Ala Met Thr Phe Gin Glu Asn Ala Arg 
20 25 30 



Gly Phe Gly Gin Ser Val Val Gin Leu Gin Gly Ser Arg Val Val Val 
35 40 45 



Gly Ala Pro Gin Glu lie Val Ala Ala Asn Gin Arg Gly Ser Leu Tyr 
50 55 60 



Gin Cys Asp Tyr Ser Thr Gly Ser Cys Glu Pro lie Arg Leu Gin Val 
65 70 75 80 



Pro Val Glu Ala Val Asn Met Ser Leu Gly Leu Ser Leu Ala Ala Thr 
85 90 95 



Thr Ser Pro Pro Gin Leu Leu Ala Cys Gly Pro Thr Val His Gin Thr 
100 105 110 



Cys Ser Glu Asn Thr Tyr Val Lys Gly Leu Cys Phe Leu Phe Gly Ser 
115 120 125 



Asn Leu Arg Gin Gin Pro Gin Lys Phe Pro Glu Ala Leu Arg Gly Cys 
130 135 140 



Pro Gin Glu Asp Ser Asp lie Ala Phe Leu lie Asp Gly Ser Gly Ser 
145 150 155 160 
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lie lie Pro His Asp Phe Arg Arg Met Lys Glu Phe Val Ser Thr Val 
165 170 175 



Met Glu Gin Leu Lys Lys Ser Lys Thr Leu Phe Ser Leu Met Gin Tyr 
180 185 190 



Ser Glu Glu Phe Arg lie His Phe Thr Phe Lys Glu Phe Gin Asn Asn 
195 200 205 



Pro Asn Pro Arg Ser Leu Val Lys Pro lie Thr Gin Leu Leu Gly Arg 
210 215 220 



Thr His Thr Ala Thr Gly He Arg Lys Val Val Arg Glu Leu Phe Asn 
225 230 235 240 



He Thr Asn Gly Ala Arg Lys Asn Ala Phe Lys He Leu Val Val He 
245 ~ * 250 255 



Thr Asp Gly Glu Lys Phe Gly Asp Pro Leu Gly Tyr Glu Asp Val He 
260 265 270 



Pro Glu Ala Asp Arg Glu Gly Val He Arg Tyr Val He Gly Val Gly 
275 280 285 



Asp Ala Phe Arg Ser Glu Lys Ser Arg Gin Glu Leu Asn Thr He Ala 
290 295 300 

Ser Lys Pro Pro Arg Asp His Val Phe Gin Val Asn Asn Phe Glu Ala 
305 310 315 320 

Leu Lys Thr He Gin Asn Gin Leu Arg Glu Lys He Phe Ala He Glu 
325 330 335 



Gly Thr Gin Thr Gly Ser Ser Ser Ser Phe Glu His Glu Met Ser Gin 
340 345 350 



Glu Gly Phe Ser Ala Ala He Thr Ser Asn Gly Pro Leu Leu Ser Thr 
355 360 365 



Val Gly Ser Tyr Asp Trp Ala Gly Gly Val Phe Leu Tyr Thr Ser Lys 
370 375 380 



Glu Lys Ser Thr Phe He Asn Met Thr Arg Val Asp Ser Asp Met Asn 
385 390 395 400 

Asp Ala Tyr Leu Gly Tyr Ala Ala Ala He He Leu Arg Asn Arg Val 
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405 410 415 



Gin Ser Leu Val Leu Gly Ala Pro Arg Tyr Gin His lie Gly Leu Val 
420 425 430 



Ala Met Phe Arg Gin Asn Thr Gly Met Trp Glu Ser Asn Ala Asn Val 
435 440 445 



Lys Gly Thr Gin lie Gly Ala Tyr Phe Gly Ala Ser Leu Cys Ser Val 
450 455 460 



Asp Val Asp Ser Asn Gly Ser Thr Asp Leu Val Leu lie Gly Ala Pro 
465 470 475 480 



His Tyr Tyr Glu Gin Thr Arg Gly Gly Gin Val Ser Val Cys Pro Leu 
485 490 495 



Pro Arg Gly Arg Ala Arg Trp Gin Cys Asp Ala Val Leu Tyr Gly Glu 
500 505 510 



Gin Gly Gin Pro Trp Gly Arg Phe Gly Ala Ala Leu Thr Val Leu Gly 
515 520 525 



Asp Val Asn Gly Asp Lys Leu Thr Asp Val Ala lie Gly Ala Pro Gly 
530 535 540 



Glu Glu Asp Asn Arg Gly Ala Val Tyr Leu Phe His Gly Thr Ser Gly 
545 550 555 560 



Ser Gly He Ser Pro Ser His Ser Gin Arg He Ala Gly Ser Lys Leu 
565 570 575 



Ser Pro Arg Leu Gin Tyr Phe Gly Gin Ser Leu Ser Gly Gly Gin Asp 
580 585 590 



Leu Thr Met Asp Gly Leu Val Asp Leu Thr Val Gly Ala Gin Gly His 
595 600 605 



Val Leu Leu Leu Arg Ser Gin Pro Val Leu Arg Val Lys Ala He Met 
610 615 620 



Glu Phe Asn Pro Arg Glu Val Ala Arg Asn Val Phe Glu Cys Asn Asp 
625 630 635 640 



Gin Val Val Lys Gly Lys Glu Ala Gly Glu Val Arg Val Cys Leu His 
645 650 655 
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Val Gin Lys Ser Thr Arg Asp Arg Leu Arg Glu Gly Gin lie Gin Ser 
660 665 670 



Val Val Thr Tyr Asp Leu Ala Leu Asp Ser Gly Arg Pro His Ser Arg 
675 680 685 



Ala Val Phe Asn Glu Thr Lys Asn Ser Thr Arg Arg Gin Thr Gin Val 
690 695 700 



Leu Gly Leu Thr Gin Thr Cys Glu Thr Leu Lys Leu Gin Leu Pro Asn 
705 710 715 720 



Cys lie Glu Asp Pro Val Ser Pro lie Val Leu Arg Leu Asn Phe Ser 
725 730 735 



Leu Val Gly Thr Pro Leu Ser Ala Phe Gly Asn Leu Arg Pro Val Leu 
740 745 750 



Ala Glu Asp Ala Gin Arg Leu Phe Thr Ala Leu Phe Pro Phe Glu Lys 
755 760 765 



Asn Cys Gly Asn Asp Asn lie Cys Gin Asp Asp Leu Ser lie Thr Phe 
770 775 780 



Ser Phe Met Ser Leu Asp Cys Leu Val Val Gly Gly Pro Arg Glu Phe 
785 790 795 800 



Asn Val Thr Val Thr Val Arg Asn Asp Gly Glu Asp Ser Tyr Arg Thr 
805 810 815 



Gin Val Thr Phe Phe Phe Pro Leu Asp Leu Ser Tyr Arg Lys Val Ser 
820 825 830 



Thr Leu Gin Asn Gin Arg Ser Gin Arg Ser Trp Arg Leu Ala Cys Glu 
835 840 845 



Ser Ala Ser Ser Thr Glu Val Ser Gly Ala Leu Lys Ser Thr Ser Cys 
850 855 860 



Ser He Asn His Pro He Phe Pro Glu Asn Ser Glu Val Thr Phe Asn 
865 870 875 880 



He Thr Phe Asp Val Asp Ser Lys Ala Ser Leu Gly Asn Lys Leu Leu 
885 890 895 
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Leu Lys Ala Asn Val Thr Ser Glu Asn Asn Met Pro Arg Thr Asn Lys 
900 905 910 



Thr Glu Phe Gin Leu Glu Leu Pro Val Lys Tyr Ala Val Tyr Met Val 
915 920 925 



Val Thr Ser His Gly Val Ser Thr Lys Tyr Leu Asn Phe Thr Ala Ser 
930 935 940 



Glu Asn Thr Ser Arg Val Met Gin His Gin Tyr Gin Val Ser Asn Leu 
945 950 955 960 



Gly Gin Arg Ser Pro Pro lie Ser Leu Val Phe Leu Val Pro Val Arg 
965 970 975 



Leu Asn Gin Thr Val He Trp Asp Arg Pro Gin Val Thr Phe Ser Glu 
980 985 990 



Asn Leu Ser Ser Thr Cys His Thr Lys Glu Arg Leu Pro Ser His Ser 
995 1000 1005 



Asp Phe Leu Ala Glu Leu Arg Lys Ala Pro Val Val Asn Cys Ser 
1010 1015 1020 



He Ala Val Cys Gin Arg He Gin Cys Asp He Pro Phe Phe Gly 
1025 1030 1035 



He Gin Glu Glu Phe Asn Ala Thr Leu Lys Gly Asn Leu Ser Phe 
1040 1045 1050 



Asp Trp Tyr He Lys Thr Ser His Asn His Leu Leu He Val Ser 
1055 1060 1065 



Thr Ala Glu He Leu Phe Asn Asp Ser Val Phe Thr Leu Leu Pro 
1070 1075 1080 



Gly Gin Gly Ala Phe Val Arg Ser Gin Thr Glu Thr Lys Val Glu 
1085 1090 1095 



Pro Phe Glu Val Pro Asn Pro Leu Pro Leu He Val Gly Ser Ser 
1100 1105 1110 



Val Gly Gly Leu Leu Leu Leu Ala Leu He Thr Ala Ala Leu Tyr 
1115 1120 1125 
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Lys Leu Gly Phe Phe Lys Arg Gin Tyr Lys Asp Met Met Ser Glu 
1130 1135 1140 



Gly Gly Pro Pro Gly Ala Glu Pro Gin 
1145 1150 



<210> 2445. 

<211> 798 

<212> PRT 

<213> Homo sapiens 

<400> 2445 

Met Val Ala Leu Pro Met Val Leu Val Leu Leu Leu Val Leu Ser Arg 
15 10 15 



Gly Glu Ser Glu Leu Asp Ala Lys lie Pro Ser Thr Gly Asp Ala Thr 
20 25 30 



Glu Trp Arg Asn Pro His Leu Ser Met Leu Gly Ser Cys Gin Pro Ala 
35 40 45 



Pro Ser Cys Gin Lys Cys lie Leu Ser His Pro Ser Cys Ala Trp Cys 
50 55 60 



Lys Gin Leu Asn Phe Thr Ala Ser Gly Glu Ala Glu Ala Arg Arg Cys 
65 70 75 80 



Ala Arg Arg Glu Glu Leu Leu Ala Arg Gly Cys Pro Leu Glu Glu Leu 
85 90 95 



Glu Glu Pro Arg Gly Gin Gin Glu Val Leu Gin Asp Gin Pro Leu Ser 
100 105 110 



Gin Gly Ala Arg Gly Glu Gly Ala Thr Gin Leu Ala Pro Gin Arg Val 
115 12 0 125 



Arg Val Thr Leu Arg Pro Gly Glu Pro Gin Gin Leu Gin Val Arg Phe 
130 135 140 



Leu Arg Ala Glu Gly Tyr Pro Val Asp Leu Tyr Tyr Leu Met Asp Leu 
145 150 155 160 



Ser Tyr Ser Met Lys Asp Asp Leu Glu Arg Val Arg Gin Leu Gly His 
165 170 175 



Ala Leu Leu Val Arg Leu Gin Glu Val Thr His Ser Val Arg He Gly 
180 185 190 
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Phe Gly Ser Phe Val Asp Lys Thr Val Leu Pro Phe Val Ser Thr Val 
195 200 205 



Pro Ser Lys Leu Arg His Pro Cys Pro Thr Arg Leu Glu Arg Cys Gin 
210 215 220 



Ser Pro Phe Ser Phe His His Val Leu Ser Leu Thr Gly Asp Ala Gin 
225 230 235 240 



Ala Phe Glu Arg Glu Val Gly Arg Gin Ser Val Ser Gly Asn Leu Asp 
245 250 255 



Ser Pro Glu Gly Gly Phe Asp Ala lie Leu Gin Ala Ala Leu Cys Gin 
260 265 270 



Glu Gin lie Gly Trp Arg Asn Val Ser Arg Leu Leu Val Phe Thr Ser 
275 280 285 



Asp Asp Thr Phe His Thr Ala Gly Asp Gly Lys Leu Gly Gly lie Phe 
290 295 300 



Met Pro Ser Asp Gly His Cys His Leu Asp Ser Asn Gly Leu Tyr Ser 
305 310 315 320 



Arg Ser Thr Glu Phe Asp Tyr Pro Ser Val Gly Gin Val Ala Gin Ala 
325 330 335 



Leu Ser Ala Ala Asn lie Gin Pro lie Phe Ala Val Thr Ser Ala Ala 
340 345 350 



Leu Pro Val Tyr Gin Glu Leu Ser Lys Leu He Pro Lys Ser Ala Val 
355 360 365 



Gly Glu Leu Ser Glu Asp Ser Ser Asn Val Val Gin Leu He Met Asp 
370 375 380 



Ala Tyr Asn Ser Leu Ser Ser Thr Val Thr Leu Glu His Ser Ser Leu 
385 390 395 400 



Pro Pro Gly Val His He Ser Tyr Glu Ser Gin Cys Glu Gly Pro Glu 
405 410 415 



Lys Arg Glu Gly Lys Ala Glu Asp Arg Gly Gin Cys Asn His Val Arg 
420 425 430 
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He Asn Gin Thr Val Thr Phe Trp Val Ser Leu Gin Ala Thr His Cys 
435 440 445 



Leu Pro Glu Pro His Leu Leu Arg Leu Arg Ala Leu Gly Phe Ser Glu 
450 455 460 



Glu Leu He Val Glu Leu His Thr Leu Cys Asp Cys Asn Cys Ser Asp 
465 470 475 480 



Thr Gin Pro Gin Ala Pro His Cys Ser Asp Gly Gin Gly His Leu Gin 
485 490 495 



Cys Gly Val Cys Ser Cys Ala Pro Gly Arg Leu Gly Arg Leu Cys Glu 
500 505 510 



Cys Ser Val Ala Glu Leu Ser Ser Pro Asp Leu Glu Ser Gly Cys Arg 
515 520 525 



Ala Pro Asn Gly Thr Gly Pro Leu Cys Ser Gly Lys Gly His Cys Gin 
530 535 540 



Cys Gly Arg Cys Ser Cys Ser Gly Gin Ser Ser Gly His Leu Cys Glu 
545 550 555 560 



Cys Asp Asp Ala Ser Cys Glu Arg His Glu Gly He Leu Cys Gly Gly 
565 570 575 



Phe Gly Arg Cys Gin Cys Gly Val Cys His Cys His Ala Asn Arg Thr 
580 585 590 



Gly Arg Ala Cys Glu Cys Ser Gly Asp Met Asp Ser Cys He Ser Pro 
595 600 605 



Glu Gly Gly Leu Cys Ser Gly His Gly Arg Cys Lys Cys Asn Arg Cys 
610 615 620 



Gin Cys Leu Asp Gly Tyr Tyr Gly Ala Leu Cys Asp Gin Cys Pro Gly 
625 630 635 640 



Cys Lys Thr Pro Cys Glu Arg His Arg Asp Cys Ala Glu Cys Gly Ala 
645 650 655 



Phe Arg Thr Gly Pro Leu Ala Thr Asn Cys Ser Thr Ala Cys Ala His 
660 665 670 
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Thr Asn Val Thr Leu Ala Leu Ala Pro lie Leu Asp Asp Gly Trp Cys 
675 680 685 



Lys Glu Arg Thr Leu Asp Asn Gin Leu Phe Phe Phe Leu Val Glu Asp 
690 695 700 



Asp Ala Arg Gly Thr Val Val Leu Arg Val Arg Pro Gin Glu Lys Gly 
705 710 715 720 



Ala Asp His Thr Gin Ala He Val Leu Gly Cys Val Gly Gly He Val 
725 730 735 



Ala Val Gly Leu Gly Leu Val Leu Ala Tyr Arg Leu Ser Val Glu He 
740 745 750 



Tyr Asp Arg Arg Glu Tyr Ser Arg Phe Glu Lys Glu Gin Gin Gin Leu 
755 760 765 



Asn Trp Lys Gin Asp Ser Asn Pro Leu Tyr Lys Ser Ala He Thr Thr 
770 775 780 



Thr He Asn Pro Arg Phe Gin Glu Ala Asp Ser Pro Thr Leu 
785 790 795 



<210> 2446 

<211> 345 

<212> PRT " 

<213> Homo sapiens 

<400> 2446 

Met Gin Arg Leu Val Ala Trp Asp Pro Ala Cys Leu Pro Leu Pro Pro 
1 5 10 15 



Pro Pro Pro Ala Phe Lys Ser Met Glu Val Ala Asn Phe Tyr Tyr Glu 
20 25 30 



Ala Asp Cys Leu Ala Ala Ala Tyr Gly Gly Lys Ala Ala Pro Ala Ala 
35 40 45 



Pro Pro Ala Ala Arg Pro Gly Pro Arg Pro Pro Ala Gly Glu Leu Gly 
50 55 60 



Ser He Gly Asp His Glu Arg Ala He Asp Phe Ser Pro Tyr Leu Glu 
65 * ~ 70 75 80 

Pro Leu Gly Ala Pro Gin Ala Pro Ala Pro Ala Thr Ala Thr Asp Thr 
85 90 95 
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Phe Glu Ala Ala Pro Pro Ala Pro Ala Pro Ala Pro Ala Ser Ser Gly 
100 105 110 



Gin His His Asp Phe Leu Ser Asp Leu Phe Ser Asp Asp Tyr Gly Gly 
115 120 125 



Lys Asn Cys Lys Lys Pro Ala Glu Tyr Gly Tyr Val Ser Leu Gly Arg 
130 135 14 0 



Leu Gly Ala Ala Lys Gly Ala Leu His Pro Gly Cys Phe Ala Pro Leu 
145 150 155 160 



His Pro Pro Pro Pro Pro Pro Pro Pro Pro Ala Glu Leu Lys Ala Glu 
165 170 175 



Pro Gly Phe Glu Pro Ala Asp Cys Lys Arg Lys Glu Glu Ala Gly Ala 
180 185 190 



Pro Gly Gly Gly Ala Gly Met Ala Ala Gly Phe Pro Tyr Ala Leu Arg 
195 200 205 



Ala Tyr Leu Gly Tyr Gin Ala Val Pro Ser Gly Ser Ser Gly Ser Leu 
210 215 220 



Ser Thr Ser Ser Ser Ser Ser Pro Pro Gly Thr Pro Ser Pro Ala Asp 
225 230 235 240 



Ala Lys Ala Pro Pro Thr Ala Cys Tyr Ala Gly Ala Ala Pro Ala Pro 
245 250 255 



Ser Gin Val Lys Ser Lys Ala Lys Lys Thr Val Asp Lys His Ser Asp 
260 265 270 



Glu Tyr Lys lie Arg Arg Glu Arg Asn Asn lie Ala Val Arg Lys Ser 
275 280 285 



Arg Asp Lys Ala Lys Met Arg Asn Leu Glu Thr Gin His Lys Val Leu 
290 295 300 



Glu Leu Thr Ala Glu Asn Glu Arg Leu Gin Lys Lys Val Glu Gin Leu 
305 310 315 320 



Ser Arg Glu Leu Ser Thr Leu Arg Asn Leu Phe Lys Gin Leu Pro Glu 
325 330 335 
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Pro Leu Leu Ala Ser Ser Gly His Cys 
340 345 



<210> 2447 

<211> 373 

<212> PRT 

<213> Homo sapiens 



<400> 2447 

Met Ser Pro Cys Pro Pro Gin Gin Ser Arg Asn Arg Val lie Gin Leu 
1 5 10 15 



Ser Thr Ser Glu Leu Gly Glu Met Glu Leu Thr Trp Gin Glu lie Met 
20 25 30 



Ser lie Thr Glu Leu Gin Gly Leu Asn Ala Pro Ser Glu Pro Ser Phe 
35 40 45 



Glu Pro Gin Ala Pro Ala Pro Tyr Leu Gly Pro Pro Pro Pro Thr Thr 
50 55 60 



Tyr Cys Pro Cys Ser lie His Pro Asp Ser Gly Phe Pro Leu Pro Pro 
65 70 75 80 



Pro Pro Tyr Glu Leu Pro Ala Ser Thr Ser His Val Pro Asp Pro Pro 
85 90 95 



Tyr Ser Tyr Gly Asn Met Ala lie Pro Val Ser Lys Pro Leu Ser Leu 
100 105 110 



Ser Gly Leu Leu Ser Glu Pro Leu Gin Asp Pro Leu Ala Leu Leu Asp 
115 120 125 



lie Gly Leu Pro Ala Gly Pro Pro Lys Pro Gin Glu Asp Pro Glu Ser 
130 135 140 



Asp Ser Gly Leu Ser Leu Asn Tyr Ser Asp Ala Glu Ser Leu Glu Leu 
145 150 155 160 



Glu Gly Thr Glu Ala Gly Arg Arg Arg Ser Glu Tyr Val Glu Met Tyr 
165 170 175 



Pro Val Glu Tyr Pro Tyr Ser Leu Met Pro Asn Ser Leu Ala His Ser 
180 185 190 



Asn Tyr Thr Leu Pro Ala Ala Glu Thr Pro Leu Ala Leu Glu Pro Ser 
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195 200 205 



Ser Gly Pro Val Arg Ala Lys Pro Thr Ala Arg Gly Glu Ala Gly Ser 
210 215 220 



Arg Asp Glu Arg Arg Ala Leu Ala Met Lys lie Pro Phe Pro Thr Asp 
225 230 235 240 



Lys lie Val Asn Leu Pro Val Asp Asp Phe Asn Glu Leu Leu Ala Arg 
245 250 255 



Tyr Pro Leu Thr Glu Ser Gin Leu Ala Leu Val Arg Asp lie Arg Arg 
260 265 270 



Arg Gly Lys Asn Lys Val Ala Ala Gin Asn Cys Arg Lys Arg Lys Leu 
275 280 285 



Glu Thr lie Val Gin Leu Glu Arg Glu Leu Glu Arg Leu Thr Asn Glu 
290 295 300 



Arg Glu Arg Leu Leu Arg Ala Arg Gly Glu Ala Asp Arg Thr Leu Glu 
305 310 315 320 



Val Met Arg Gin Gin Leu Thr Glu Leu Tyr Arg Asp lie Phe Gin His 
325 330 335 



Leu Arg Asp Glu Ser Gly Asn Ser Tyr Ser Pro Glu Glu Tyr Ala Leu 
340 345 350 



Gin Gin Ala Ala Asp Gly Thr lie Phe Leu Val Pro Arg Gly Thr Lys 
355 360 365 



Met Glu Ala Thr Asp 
370 



<210> 2448 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 2448 

Met Gin He Pro Gin Ala Pro Trp Pro Val Val Trp Ala Val Leu Gin 
15 10 15 



Leu Gly Trp Arg Pro Gly Trp Phe Leu Asp Ser Pro Asp Arg Pro Trp 
20 25 30 
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Asn Pro Pro Thr Phe Phe Pro Ala Leu Leu Val Val Thr Glu Gly Asp 
35 40 45 



Asn Ala Thr Phe Thr Cys Ser Phe Ser Asn Thr Ser Glu Ser Phe Val 
50 55 60 



Leu Asn Trp Tyr Arg Met Ser Pro Ser Asn Gin Thr Asp Lys Leu Ala 
65 70 75 80 



Ala Phe Pro Glu Asp Arg Ser Gin Pro Gly Gin Asp Cys Arg Phe Arg 
85 90 95 



Val Thr Gin Leu Pro Asn Gly Arg Asp Phe His Met Ser Val Val Arg 
100 105 110 



Ala Arg Arg Asn Asp Ser Gly Thr Tyr Leu Cys Gly Ala lie Ser Leu 
115 120 125 



Ala Pro Lys Ala Gin lie Lys Glu Ser Leu Arg Ala Glu Leu Arg Val 
130 135 140 



Thr Glu Arg Arg Ala Glu Val Pro Thr Ala His Pro Ser Pro Ser Pro 
145 ~ 150 155 160 



Arg Pro Ala Gly Gin Phe Gin Thr Leu Val Val Gly Val Val Gly Gly 
165 170 175 



Leu Leu Gly Ser Leu Val Leu Leu Val Trp Val Leu Ala Val lie Cys 
180 185 190 



Ser Arg Ala Ala Arg Gly Thr He Gly Ala Arg Arg Thr Gly Gin Pro 
195 200 205 



Leu Lys Glu Asp Pro Ser Ala Val Pro Val Phe Ser Val Asp Tyr Gly 
210 215 220 



Glu Leu Asp Phe Gin Trp Arg Glu Lys Thr Pro Glu Pro Pro Val Pro 
225 230 235 240 



Cys Val Pro Glu Gin Thr Glu Tyr Ala Thr He Val Phe Pro Ser Gly 
245 250 255 



Met Gly Thr Ser Ser Pro Ala Arg Arg Gly Ser Ala Asp Gly Pro Arg 
260 265 270 
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Ser Ala Gin Pro Leu Arg Pro Glu Asp Gly His Cys Ser Trp Pro Leu 

280 285 





275 


<210> 


2449 


<211> 


101 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2449 



Met Ser Ser Ala Ala Gly Phe Cys Ala Ser Arg Pro Gly Leu Leu Phe 
1 5 10 15 

Leu Gly Leu Leu Leu Leu Pro Leu Val Val Ala Phe Ala Ser Ala Glu 
20 25 30 



Ala Glu Glu Asp Gly Asp Leu Gin Cys Leu Cys Val Lys Thr Thr Ser 
35 40 45 



Gin Val Arg Pro Arg His lie Thr Ser Leu Glu Val lie Lys Ala Gly 
50 55 60 



Pro His Cys Pro Thr Ala Gin Leu He Ala Thr Leu Lys Asn Gly Arg 
65 70 75 80 



Lys He Cys Leu Asp Leu Gin Ala Pro Leu Tyr Lys Lys He He Lys 
8 5 90 95 



Lys Leu Leu Glu Ser 
100 



<210> 2450 

<211> 706 

<212> PRT 

<213> Homo sapiens 

<400> 2450 

Met Ser Pro Phe Leu Arg He Gly Leu Ser Asn Phe Asp Cys Gly Ser 
15 10 15 

Cys Gin Ser Cys Gin Gly Glu Ala Val Asn Pro Tyr Cys Ala Val Leu 
20 25 30 



Val Lys Glu Tyr Val Glu Ser Glu Asn Gly Gin Met Tyr He Gin Lys 
35 40 45 

Lys Pro Thr Met Tyr Pro Pro Trp Asp Ser Thr Phe Asp Ala His He 
50 55 60 
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Asn Lys Gly Arg Val Met Gin He He Val Lys Gly Lys Asn Val Asp 

70 75 80 

Leu lie ser Glu Thr Thr Val Glu Leu Tyr Ser Leu Ala Glu Arg C ys 
85 90 95 

Arg Lys Asn Asn Gly Lys Thr Glu He Trp Leu Glu Leu Lys Pro Gin 
100 105 110 

Gly Arg Met Leu Met Asn Ala Arg Tyr Phe Leu Glu Met Ser Asp Thr 
115 120 125 

Lys Asp Met Asn Glu Phe Glu Thr Glu Gly Phe Phe Ala Leu His Gin 
130 135 140 

Arg Arg Gly Ala He Lys Gin Ala Lys Val His His Val Lys Cys His 

150 155 160 

Glu Phe Thr Ala Thr Phe Phe Pro Gin Pro Thr Phe Cys Ser Val Cys 
165 170 X75 

His Glu Phe Val Trp Gly Leu Asn Lys Gin Gly Tyr Gin Cys Arg Gin 
180 185 190 

Cys Asn Ala Ala He His Lys Lys Cys He Asp Lys Val He Ala Lys 
195 200 205 

Cys Thr Gly Ser Ala He Asn Ser Arg Glu Thr Met Phe His Lys Glu 
210 215 220 

Arg Phe Lys lie Asp Met Pro His Arg Phe Lys Val Tyr Asn Tyr Lys 

230 235 240 

Ser Pro Thr Phe Cys Glu His Cys Gly Thr Leu Leu Trp Gly Leu Ala 
245 250 255 

Arg Gin Gly Leu Lys Cys Asp Ala Cys Gly Met Asn Val His His Arg 
260 265 270 

Cys Gin Thr Lys Val Ala Asn Leu Cys Gly He Asn Gin Lys Leu Met 
275 280 285 

™« LCU Ala Met Ile Glu Ser Thr Gln G1 * Ala Arg Cys Leu 

290 295 300 
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Arg Asp Thr Glu Gin lie Phe Arg Glu Gly Pro Val Glu lie Gly Leu 
305 310 315 320 



Pro Cys Ser lie Lys Asn Glu Ala Arg Pro Pro Cys Leu Pro Thr Pro 
325 330 335 



Gly Lys Arg Glu Pro Gin Gly lie Ser Trp Glu Ser Pro Leu Asp Glu 
340 345 350 



Val Asp Lys Met Cys His Leu Pro Glu Pro Glu Leu Asn Lys Glu Arg 
355 360 365 



Pro Ser Leu Gin lie Lys Leu Lys lie Glu Asp Phe lie Leu His Lys 
370 375 380 



Met Leu Gly Lys Gly Ser Phe Gly Lys Val Phe Leu Ala Glu Phe Lys 
385 390 395 400 



Lys Thr Asn Gin Phe Phe Ala lie Lys Ala Leu Lys Lys Asp Val Val 
405 410 415 



Leu Met Asp Asp Asp Val Glu Cys Thr Met Val Glu Lys Arg Val Leu 
420 425 430 



Ser Leu Ala Trp Glu His Pro Phe Leu Thr His Met Phe Cys Thr Phe 
435 440 445 



Gin Thr Lys Glu Asn Leu Phe Phe Val Met Glu Tyr Leu Asn Gly Gly 
450 455 460 



Asp Leu Met Tyr His He Gin Ser Cys His Lys Phe Asp Leu Ser Arg 
465 470 475 480 



Ala Thr Phe Tyr Ala Ala Glu He He Leu Gly Leu Gin Phe Leu His 
485 490 495 



Ser Lys Gly He Val Tyr Arg Asp Leu Lys Leu Asp Asn He Leu Leu 
500 505 510 



Asp Lys Asp Gly His He Lys He Ala Asp Phe Gly Met Cys Lys Glu 
515 520 525 



Asn Met Leu Gly Asp Ala Lys Thr Asn Thr Phe Cys Gly Thr Pro Asp 
530 535 540 

Tyr He Ala Pro Glu He Leu Leu Gly Gin Lys Tyr Asn His Ser Val 
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545 550 



555 
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560 



Asp Trp Trp Ser Phe Gly Val Leu Leu Tyr Glu Met Leu He Gly Gin 
565 570 575 



Ser Pro Phe His Gly Gin Asp Glu Glu Glu Leu Phe His Ser He Arg 
580 585 590 



Met Asp Asn Pro Phe Tyr Pro Arg Trp Leu Glu Lys Glu Ala Lys Asp 
595 600 605 



Leu Leu Val Lys Leu Phe Val Arg Glu Pro Glu Lys Arg Leu Gly Val 
610 615 620 



Arg Gly Asp He Arg Gin His Pro Leu Phe Arg Glu He Asn Trp Glu 
625 630 635 640 



Glu Leu Glu Arg Lys Glu He Asp Pro Pro Phe Arg Pro Lys Val Lys 
645 650 655 



Ser Pro Phe Asp Cys Ser Asn Phe Asp Lys Glu Phe Leu Asn Glu Lys 
660 665 670 



Pro Arg Leu Ser Phe Ala Asp Arg Ala Leu He Asn Ser Met Asp Gin 
675 680 685 



Asn Met Phe Arg Asn Phe Ser Phe Met Asn Pro Gly Met Glu Arg Leu 
690 695 700 



He Ser 



705 




<210> 


2451 


<211> 


798 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2451 



Met Ala Trp Asp Met Cys Asn Gin Asp Ser Glu Ser Val Trp Ser Asp 
1 5 10 15 



He Glu Cys Ala Ala Leu Val Gly Glu Asp Gin Pro Leu Cys Pro Asp 
20 25 30 



Leu Pro Glu Leu Asp Leu Ser Glu Leu Asp Val Asn Asp Leu Asp Thr 
35 40 45 
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Asp Ser Phe Leu Gly Gly Leu Lys Trp Cys Ser Asp Gin Ser Glu lie 
50 55 60 



He Ser Asn Gin Tyr Asn Asn Glu Pro Ser Asn He Phe Glu Lys He 
65 70 75 80 



Asp Glu Glu Asn Glu Ala Asn Leu Leu Ala Val Leu Thr Glu Thr Leu 
85 90 95 



Asp Ser Leu Pro Val Asp Glu Asp Gly Leu Pro Ser Phe Asp Ala Leu 
100 105 HO 



Thr Asp Gly Asp Val Thr Thr Asp Asn Glu Ala Ser Pro Ser Ser Met 
115 120 125 



Pro Asp Gly Thr Pro Pro Pro Gin Glu Ala Glu Glu Pro Ser Leu Leu 
130 135 140 

Lys Lys Leu Leu Leu Ala Pro Ala Asn Thr Gin Leu Ser Tyr Asn Glu 

145 150 155 160 



Cys Ser Gly Leu Ser Thr Gin Asn His Ala Asn His Asn His Arg He 
165 170 175 



Arg Thr Asn Pro Ala He Val Lys Thr Glu Asn Ser Trp Ser Asn Lys 
180 185 190 



Ala Lys Ser He Cys Gin Gin Gin Lys Pro Gin Arg Arg Pro Cys Ser 
195 200 205 



Glu Leu Leu Lys Tyr Leu Thr Thr Asn Asp Asp Pro Pro His Thr Lys 
210 215 220 



Pro Thr Glu Asn Arg Asn Ser Ser Arg Asp Lys Cys Thr Ser Lys Lys 
225 230 235 240 

Lys Ser His Thr Gin Ser Gin Ser Gin His Leu Gin Ala Lys Pro Thr 
245 250 255 



Thr Leu Ser Leu Pro Leu Thr Pro Glu Ser Pro Asn Asp Pro Lys Gly 
260 265 270 



Ser Pro Phe Glu Asn Lys Thr He Glu Arg Thr Leu Ser Val Glu Leu 
275 280 285 
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Ser Gly Thr Ala Gly Leu Thr Pro Pro Thr Thr Pro Pro His Lys Ala 
290 295 300 



Asn Gin Asp Asn Pro Phe Arg Ala Ser Pro Lys Leu Lys. Ser Ser Cys 
305 310 315 320 



Lys Thr Val Val Pro Pro Pro Ser Lys Lys Pro Arg Tyr Ser Glu Ser 
325 330 335 



Ser Gly Thr Gin Gly Asn Asn Ser Thr Lys Lys Gly Pro Glu Gin Ser 
340 345 350 



Glu Leu Tyr Ala Gin Leu Ser Lys Ser Ser Val Leu Thr Gly Gly His 
355 360 365 



Glu Glu Arg Lys Thr Lys Arg Pro Ser Leu Arg Leu Phe Gly Asp His 
370 375 380 



Asp Tyr Cys Gin Ser lie Asn Ser Lys Thr Glu lie Leu lie Asn lie 
385 390 395 400 



Ser Gin Glu Leu Gin Asp Ser Arg Gin Leu Glu Asn Lys Asp Val Ser 
405 410 415 



Ser Asp Trp Gin Gly Gin lie Cys Ser Ser Thr Asp Ser Asp Gin Cys 
420 425 430 



Tyr Leu Arg Glu Thr Leu Glu Ala Ser Lys Gin Val Ser Pro Cys Ser 
435 440 445 



Thr Arg Lys Gin Leu Gin Asp Gin Glu He Arg Ala Glu Leu Asn Lys 
450 455 460 



His Phe Gly His Pro Ser Gin Ala Val Phe Asp Asp Glu Ala Asp Lys 
465 470 475 480 



Thr Gly Glu Leu Arg Asp Ser Asp Phe Ser Asn Glu Gin Phe Ser Lys 
485 490 495 



Leu Pro Met Phe He Asn Ser Gly Leu Ala Met Asp Gly Leu Phe Asp 
500 505 510 



Asp Ser Glu Asp Glu Ser Asp Lys Leu Ser Tyr Pro Trp Asp Gly Thr 
515 520 525 



Gin Ser Tyr Ser Leu Phe Asn Val Ser Pro Ser Cys Ser Ser Phe Asn 
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530 535 540 



Ser Pro Cys Arg Asp Ser Val Ser Pro Pro Lys Ser Leu Phe Ser Gin 
545 550 555 560 



Arg Pro Gin Arg Met Arg Ser Arg Ser Arg Ser Phe Ser Arg His Arg 
565 570 575 



Ser Cys Ser Arg Ser Pro Tyr Ser Arg Ser Arg Ser Arg Ser Pro Gly 
580 585 590 



Ser Arg Ser Ser Ser Arg Ser Cys Tyr Tyr Tyr Glu Ser Ser His Tyr 
595 600 605 



Arg His Arg Thr His Arg Asn Ser Pro Leu Tyr Val Arg Ser Arg Ser 
610 615 620 



Arg Ser Pro Tyr Ser Arg Arg Pro Arg Tyr Asp Ser Tyr Glu Glu Tyr 
625 630 635 640 



Gin His Glu Arg Leu Lys Arg Glu Glu Tyr Arg Arg Glu Tyr Glu Lys 
645 650 655 



Arg Glu Ser Glu Arg Ala Lys Gin Arg Glu Arg Gin Arg Gin Lys Ala 
660 665 670 



lie Glu Glu Arg Arg Val lie Tyr Val Gly Lys He Arg Pro Asp Thr 
675 68a 685 



Thr Arg Thr Glu Leu Arg Asp Arg Phe Glu Val Phe Gly Glu He Glu 
690 695 700 



Glu Cys Thr Val Asn Leu Arg Asp Asp Gly Asp Ser Tyr Gly Phe He 
705 ' 710 715 720 



Thr Tyr Arg Tyr Thr Cys Asp Ala Phe Ala Ala Leu Glu Asn Gly Tyr 
725 ' 730 735 



Thr Leu Arg Arg Ser Asn Glu Thr Asp Phe Glu Leu Tyr Phe Cys Gly 
740 745 750 



Arg Lys Gin Phe Phe Lys Ser Asn Tyr Ala Asp Leu Asp Ser Asn Ser 
755 760 765 



Asp Asp Phe Asp Pro Ala Ser Thr Lys Ser Lys Tyr Asp Ser Leu Asp 
770 775 780 
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Phe Asp Ser Leu Leu Lys Glu Ala Gin Arg Ser Leu Arg Arg 
785 790 795 



<210> 2452 

<211> 1043 

<212> PRT 

<213> Homo sapiens 

<400> 2452 

Met Ala Ala Ser Phe Pro Pro Thr Leu Gly Leu Ser Ser Ala Pro Asp 
15 10 15 



Glu lie Gin His Pro His lie Lys Phe Ser Glu Trp Lys Phe Lys Leu 
20 25 30 



Phe Arg Val Arg Ser Phe Glu Lys Thr Pro Glu Glu Ala Gin Lys Glu 
35 40 45 



Lys Lys Asp Ser Phe Glu Gly Lys Pro Ser Leu Glu Gin Ser Pro Ala 
50 55 60 



Val Leu Asp Lys Ala Asp Gly Gin Lys Pro Val Pro Thr Gin Pro Leu 
65 70 75 80 



Leu Lys Ala His Pro Lys Phe Ser Lys Lys Phe His Asp Asn Glu Lys 
85 90 95 



Ala Arg Gly Lys Ala lie His Gin Ala Asn Leu Arg His Leu Cys Arg 
100 105 110 



lie Cys Gly Asn Ser Phe Arg Ala Asp Glu His Asn Arg Arg Tyr Pro 
115 120 125 



Val His Gly Pro Val Asp Gly Lys Thr Leu Gly Leu Leu Arg Lys Lys 
130 135 140 



Glu Lys Arg Ala Thr Ser Trp Pro Asp Leu He Ala Lys Val Phe Arg 
145 150 155 160 



He Asp Val Lys Ala Asp Val Asp Ser He His Pro Thr Glu Phe Cys 
165 170 175 



His Asn Cys Trp Ser He Met His Arg Lys Phe Ser Ser Ala Pro Cys 
180 185 190 
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Glu Val Tyr Phe Pro Arg Asn Val Thr Met Glu Trp His Pro His Thr 
195 200 205 



Pro Ser Cys Asp lie Cys Asn Thr Ala Arg Arg Gly Leu Lys Arg Lys 
210 215 220 



Ser Leu Gin Pro Asn Leu Gin Leu Ser Lys Lys Leu Lys Thr Val Leu 
225 230 235 240 



Asp Gin Ala Arg Gin Ala Arg Gin Arg Lys Arg Arg Ala Gin Ala Arg 
245 250 255 



lie Ser Ser Lys Asp Val Met Lys Lys lie Ala Asn Cys Ser Lys He 
260 265 270 



His Leu Ser Thr Lys Leu Leu Ala Val Asp Phe Pro Glu His Phe Val 
275 280 285 



Lys Ser He Ser Cys Gin He Cys Glu His He Leu Ala Asp Pro Val 
290 295 300 



Glu Thr Asn Cys Lys His Val Phe Cys Arg Val Cys He Leu Arg Cys 
305 310 315 320 



Leu Lys Val Met Gly Ser Tyr Cys Pro Ser Cys Arg Tyr Pro Cys Phe 
325 330 335 



Pro Thr Asp Leu Glu Ser Pro Val Lys Ser Phe Leu Ser Val Leu Asn 
340 345 350 



Ser Leu Met Val Lys Cys Pro Ala Lys Glu Cys Asn Glu Glu Val Ser 
355 360 365 



Leu Glu Lys Tyr Asn His His He Ser Ser His Lys Glu Ser Lys Glu 
370 375 380 



He Phe Val His He Asn Lys Gly Gly Arg Pro Arg Gin His Leu Leu 
385 390 395 400 



Ser Leu Thr Arg Arg Ala Gin Lys His Arg Leu Arg Glu Leu Lys Leu 
405 410 415 



Gin Val Lys Ala Phe Ala Asp Lys Glu Glu Gly Gly Asp Val Lys Ser 
420 425 430 



Val Cys Met Thr Leu Phe Leu Leu Ala Leu Arg Ala Arg Asn Glu His 
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435 440 445 



Arg Gin Ala Asp Glu Leu Glu Ala lie Met Gin Gly Lys Gly Ser Gly 
450 455 460 



Leu Gin Pro Ala Val Cys Leu Ala lie Arg Val Asn Thr Phe Leu Ser 
465 470 475 480 



Cys Ser Gin Tyr His Lys Met Tyr Arg Thr Val Lys Ala lie Thr Gly 
485 490 495 



Arg Gin He Phe Gin Pro Leu His Ala Leu Arg Asn Ala Glu Lys Val 
500 505 510 



Leu Leu Pro Gly Tyr His His Phe Glu Trp Gin Pro Pro Leu Lys Asn 
515 520 525 



Val Ser Ser Ser Thr Asp Val Gly He lie Asp Gly Leu Ser Gly Leu 
530 535 540 



Ser Ser Ser Val Asp Asp Tyr Pro Val Asp Thr He Ala Lys Arg Phe 
545 550 555 560 



Arg Tyr Asp Ser Ala Leu Val Ser Ala Leu Met Asp Met Glu Glu Asp 
565 570 575 



He Leu Glu Gly Met Arg Ser Gin Asp Leu Asp Asp Tyr Leu Asn Gly 
580 585 590 



Pro Phe Thr Val Val Val Lys Glu Ser Cys Asp Gly Met Gly Asp Val 
595 600 605 



Ser Glu Lys His Gly Ser Gly Pro Val Val Pro Glu Lys Ala Val Arg 
610 615 620 



Phe Ser Phe Thr He Met Lys He Thr He Ala His Ser Ser Gin Asn 
625 630 635 640 



Val Lys Val Phe Glu Glu Ala Lys Pro Asn Ser Glu Leu Cys Cys Lys 
645 650 655 



Pro Leu Cys Leu Met Leu Ala Asp Glu Ser Asp His Glu Thr Leu Thr 
660 665 670 



Ala He Leu Ser Pro Leu He Ala Glu Arg Glu Ala Met Lys Ser Ser 
675 680 685 
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Glu Leu Met Leu Glu Leu Gly Gly lie Leu Arg Thr Phe Lys Phe lie 
690 695 700 



Phe Arg Gly Thr Gly Tyr Asp Glu Lys Leu Val Arg Glu Val Glu Gly 
705 710 715 720 



Leu Glu Ala Ser Gly Ser Val Tyr lie Cys Thr Leu Cys Asp Ala Thr 
725 730 735 



Arg Leu Glu Ala Ser Gin Asn Leu Val Phe His Ser He Thr Arg Ser 
740 745 750 



His Ala Glu Asn Leu Glu Arg Tyr Glu Val Trp Arg Ser Asn Pro Tyr 
755 760 765 



His Glu Ser Val Glu Glu Leu Arg Asp Arg Val Lys Gly Val Ser Ala 
770 775 780 



Lys Pro Phe He Glu Thr Val Pro Ser He Asp Ala Leu His Cys Asp 
785 790 795 800 



He Gly Asn Ala Ala Glu Phe Tyr Lys He Phe Gin Leu Glu He Gly 
805 810 815 



Glu Val Tyr Lys Asn Pro Asn Ala Ser Lys Glu Glu Arg Lys Arg Trp 
820 825 830 



Gin Ala Thr Leu Asp Lys His Leu Arg Lys Lys Met Asn Leu Lys Pro 
835 840 845 



He Met Arg Met Asn Gly Asn Phe Ala Arg Lys Leu Met Thr Lys Glu 
850 855 860 



Thr Val Asp Ala Val Cys Glu Leu He Pro Ser Glu Glu Arg His Glu 
865 870 875 880 



Ala Leu Arg Glu Leu Met Asp Leu Tyr Leu Lys Met Lys Pro Val Trp 
885 890 895 



Arg Ser Ser Cys Pro Ala Lys Glu Cys Pro Glu Ser Leu Cys Gin Tyr 
900 905 910 



Ser Phe Asn Ser Gin Arg Phe Ala Glu Leu Leu Ser Thr Lys Phe Lys 
915 920 925 



780 



WO 2004/042346 



PCT/US2003/012946 



Tyr Arg Tyr Glu Gly Lys lie Thr Asn Tyr Phe His Lys Thr Leu Ala 
930 935 940 



His Val Pro Glu lie He Glu Arg Asp Gly Ser He Gly Ala Trp Ala 
945 950 955 960 



Ser Glu Gly Asn Glu Ser Gly Asn Lys Leu Phe Arg Arg Phe Arg Lys 
965 970 975 



Met Asn Ala Arg Gin Ser Lys Cys Tyr Glu Met Glu Asp Val Leu Lys 
980 985 990 



His His Trp Leu Tyr Thr Ser Lys Tyr Leu Gin Lys Phe Met Asn Ala 
995 1000 1005 



His Asn Ala Leu Lys Thr Ser Gly Phe Thr Met Asn Pro Gin Ala 
1010 1015 1020 



Ser Leu Gly Asp Pro Leu Gly He Glu Asp Ser Leu Glu Ser Gin 
1025 1030 1035 



Asp Ser Met Glu Phe 
1040 



<210> 2453 

<211> 527 

<212> PRT 

<213> Homo sapiens 

<400> 2453 

Met Ser Leu Gin Met Val Thr Val Ser Asn Asn He Ala Leu He Gin 
15 10 15 



Pro Gly Phe Ser Leu Met Asn Phe Asp Gly Gin Val Phe Phe Phe Gly 
20 25 30 



Gin Lys Gly Trp Pro Lys Arg Ser Cys Pro Thr Gly Val Phe His Leu 
35 40 45 



Asp Val Lys His Asn His Val Lys Leu Lys Pro Thr He Phe Ser Lys 
50 55 60 



Asp Ser Cys Tyr Leu Pro Pro Leu Arg Tyr Pro Ala Thr Cys Thr Phe 
65 70 75 80 

Lys Gly Ser Leu Glu Ser Glu Lys His Gin Tyr He He His Gly Gly 
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85 90 95 



Lys Thr Pro Asn Asn Glu Val Ser Asp Lys He Tyr Val Met Ser He 
100 105 110 



Val Cys Lys Asn Asn Lys Lys Val Thr Phe Arg Cys Thr Glu Lys Asp 
115 120 125 



Leu Val Gly Asp Val Pro Glu Ala Arg Tyr Gly His Ser He Asn Val 
130 135 140 



Val Tyr Ser Arg Gly Lys Ser Met Gly Ala Leu Phe Gly Gly Arg Ser 
145 150 155 160 



Tyr Met Pro Ser Thr His Arg Thr Thr Glu Lys Trp Asn Ser Val Ala 
165 170 175 



Asp Cys Leu Pro Cys Val Phe Leu Val Asp Phe Glu Phe Gly Cys Ala 
18 0 185 190 



Thr Ser Tyr He Leu Pro Glu Leu Gin Asp Gly Leu Ser Phe His Val 
195 200 205 



Ser He Ala Lys Asn Asp Thr He Tyr He Leu Gly Gly His Ser Leu 
210 215 220 



Ala Asn Asn He Arg Pro Ala Asn Leu Tyr Arg He Arg Val Asp Leu 
225 230 235 240 



Pro Leu Gly Ser Pro Ala Val Asn Cys Thr Val Leu Pro Gly Gly He 
245 250 255 



Ser Val Ser Ser Ala He Leu Thr Gin Thr Asn Asn Asp Glu Phe Val 
260 265 270 



He Val Gly Gly Tyr Gin Leu Glu Asn Gin Lys Arg Met He Cys Asn 
275 * 280 285 



He He Ser Leu Glu Asp Asn Lys He Glu He Arg Glu Met Glu Thr 
290 295 300 



Pro Asp Trp Thr Pro Asp He Lys His Ser Lys He Trp Phe Gly Ser 
305 310 315 320 



Asn Thr Gly Asn Gly Thr Val Phe Leu Gly He Pro Gly Asp Asn Lys 
325 330 335 
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Gin Val Val Ser Glu Gly Phe Tyr Phe Tyr Met Leu Lys Cys Ala Glu 
340 345 350 



Asp Asp Thr Asn Glu Glu Gin Thr Thr Phe Thr Asn Ser Gin Thr Ser 
355 360 365 



Thr Glu Asp Pro Gly Asp Ser Thr Pro Phe Glu Asp Ser Glu Glu Phe 
370 375 380 



Cys Phe Ser Ala Glu Ala Asn Ser Phe Asp Gly Asp Asp Glu Phe Asp 
385 390 395 400 



Thr Tyr Asn Glu Asp Asp Glu Glu Asp Glu Ser Glu Thr Gly Tyr Trp 
405 410 415 



lie Thr Cys Cys Pro Thr Cys Asp Val Asp lie Asn Thr Trp Val Pro 
420 425 430 



Phe Tyr Ser Thr Glu Leu Asn Lys Pro Ala Met lie Tyr Cys Ser His 
435 440 445 



Gly Asp Gly His Trp Val His Ala Gin Cys Met Asp Leu Ala Glu Arg 
450 455 460 



Thr Leu lie His Leu Ser Ala Gly Ser Asn Lys Tyr Tyr Cys Asn Glu 
465 470 475 480 



His Val Glu lie Ala Arg Ala Leu His Thr Pro Gin Arg Val Leu Pro 
485 490 495 



Leu Lys Lys Pro Pro Met Lys Ser Leu Arg Lys Lys Gly Ser Gly Lys 
500 505 510 



lie Leu Thr Pro Ala Lys Lys Ser Phe Leu Arg Arg Leu Phe Asp 
515 520 525 



<210> 2454 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 2454 

Met Asn Ala Lys Val Val Val Val Leu Val Leu Val Leu Thr Ala Leu 
15 10 15 
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Cys Leu Ser Asp Gly Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys 
20 25 30 



Arg Phe Phe Glu Ser His Val Ala Arg Ala Asn Val Lys His Leu Lys 
35 40 45 



lie Leu Asn Thr Pro Asn Cys Ala Leu Gin lie Val Ala Arg Leu Lys 
50 55 60 



Asn Asn Asn Arg Gin Val Cys He Asp Pro Lys Leu Lys Trp He Gin 
65 70 75 80 



Glu Tyr Leu Glu Lys Ala Leu Asn Lys Arg Phe Lys Met 
85 90 



<210> 2455 

<211> 277 

<212> PRT 

<213> Homo sapiens 

<400> 2455 

Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala Ala Leu 
15 10 15 



Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys Val 
20 25 30 



Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro 
35 40 45 



Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gin Asn Thr Val Cys 
50 55 60 



Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val Ser Ser Lys Pro 
65 70 75 80 



Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly Ser Glu Arg Lys 
85 90 95 



Gin Leu Cys Thr Ala Thr Gin Asp Thr Val Cys Arg Cys Arg Ala Gly 
100 105 110 



Thr Gin Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp Cys Ala Pro Cys 
115 120 125 



Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gin Ala Cys Lys Pro Trp 
130 135 140 
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Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gin Pro Ala Ser Asn 
145 150 155 160 



Ser Ser Asp Ala lie Cys Glu Asp Arg Asp Pro Pro Ala Thr Gin Pro 
165 170 175 



Gin Glu Thr Gin Gly Pro Pro Ala Arg Pro lie Thr Val Gin Pro Thr 
180 185 190 



Glu Ala Trp Pro Arg Thr Ser Gin Gly Pro Ser Thr Arg Pro Val Glu 
195 200 205 



Val Pro Gly Gly Arg Ala Val Ala Ala lie Leu Gly Leu Gly Leu Val 
210 215 220 



Leu Gly Leu Leu Gly Pro Leu Ala lie Leu Leu Ala Leu Tyr Leu Leu 
225 230 235 240 



Arg Arg Asp Gin Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly 
245 250 255 



Gly Ser Phe Arg Thr Pro lie Gin Glu Glu Gin Ala Asp Ala His Ser 
260 265 270 



Thr Leu Ala Lys lie 





275 


<210> 


2456 


<211> 


183 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2456 


Met Glu Arg Val Gin 


1 


5 



10 15 



Pro Arg Phe Glu Arg Asn Lys Leu Leu Leu Val Ala Ser Val lie Gin 
20 25 30 



Gly Leu Gly Leu Leu Leu Cys Phe Thr Tyr lie Cys Leu His Phe Ser 
35 40 45 



Ala Leu Gin Val Ser His Arg Tyr Pro Arg lie Gin Ser lie Lys Val 
50 55 60 
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Gin Phe Thr Glu Tyr Lys Lys Glu Lys Gly Phe lie Leu Thr Ser Gin 
65 70 75 80 

Lys Glu Asp Glu He Met Lys Val Gin Asn Asn Ser Val He He Asn 
85 90 95 

Cys Asp Gly Phe Tyr Leu He Ser Leu Lys Gly Tyr Phe Ser Gin Glu 
100 105 110 

Val Asn He Ser Leu His Tyr Gin Lys Asp Glu Glu Pro Leu Phe Gin 
115 120 125 

Leu Lys Lys Val Arg Ser Val Asn Ser Leu Met Val Ala Ser Leu Thr 
130 135 140 

Tyr Lys Asp Lys Val Tyr Leu Asn Val Thr Thr Asp Asn Thr Ser Leu 
145 150 155 160 

Asp Asp Phe His Val Asn Gly Gly Glu Leu He Leu He His Gin Asn 
165 170 175 



Pro Gly Glu Phe Cys Val Leu 
180 



<210> 2457 

<211> 275 

<212> PRT 

<213> Homo sapiens 

<400> 2457 

Met Leu Ser Leu Leu Leu Leu Ala Leu Pro Val Leu Ala Ser Arg Ala 
15 10 15 



Tyr Ala Ala Pro Ala Pro Val Gin Ala Leu Gin Gin Ala Gly He Val 
20 25 30 



Gly Gly Gin Glu Ala Pro Arg Ser Lys Trp Pro Trp Gin Val Ser Leu 
35 40 45 



Arg Val Arg Asp Arg Tyr Trp Met His Phe Cys Gly Gly Ser Leu He 
50 55 60 



His Pro Gin Trp Val Leu Thr Ala Ala His Cys Leu Gly Pro Asp Val 
65 70 75 80 



Lys Asp Leu Ala Thr Leu Arg Val Gin Leu Arg Glu Gin His Leu Tyr 
85 90 95 
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Tyr Gin Asp Gin Leu Leu Pro Val Ser Arg lie He Val His Pro Gin 
100 105 HO 



Phe Tyr He He Gin Thr Gly Ala Asp He Ala Leu Leu Glu Leu Glu 
115 120 125 



Glu Pro Val Asn He Ser Ser Arg Val His Thr Val Met Leu Pro Pro 
130 135 140 



Ala Ser Glu Thr Phe Pro Pro Gly Met Pro Cys Trp Val Thr Gly Trp 
145 150 155 160 



Gly Asp Val Asp Asn Asp Glu Pro Leu Pro Pro Pro Phe Pro Leu Lys 
165 170 175 



Gin Val Lys Val Pro He Met Glu Asn His He Cys Asp Ala Lys Tyr 
180 185 190 



His Leu Gly Ala Tyr Thr Gly Asp Asp Val Arg He He Arg Asp Asp 
195 200 205 



Met Leu Cys Ala Gly Asn Ser Gin Arg Asp Ser Cys Lys Gly Asp Ser 
210 215 220 



Gly Gly Pro Leu Val Cys Lys Val Asn Gly Thr Trp Leu Gin Ala Gly 
225 230 235 240 



Val Val Ser Trp Asp Glu Gly Cys Ala Gin Pro Asn Arg Pro Gly He 
245 250 255 



Tyr Thr Arg Val Thr Tyr Tyr Leu Asp Trp He His His Tyr Val Pro 
260 265 270 



Lys Lys Pro 
275 



<210> 2458 

<211> 363 

<212> PRT 

<213> Homo sapiens 

<400> 2458 

Met Ala Gin Thr Pro Ala Phe Asp Lys Pro Lys Val Glu Leu His Val 
15 10 15 
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His Leu Asp Gly Ser He Lys Pro Glu Thr He Leu Tyr Tyr Gly Arg 
2 0 25 30 



Arg Arg Gly He Ala Leu Pro Ala Asn Thr Ala Glu Gly Leu Leu Asn 
35 40 45 



Val He Gly Met Asp Lys Pro Leu Thr Leu Pro Asp Phe Leu Ala Lys 
50 55 60 



Phe Asp Tyr Tyr Met Pro Ala He Ala Gly Cys Arg Glu Ala He Lys 
65 70 75 80 



Arg He Ala Tyr Glu Phe Val Glu Met Lys Ala Lys Glu Gly Val Val 
85 90 95 



Tyr Val Glu Val Arg Tyr Ser Pro His Leu Leu Ala Asn Ser Lys Val 
100 105 110 



Glu Pro He Pro Trp Asn Gin Ala Glu Gly Asp Leu Thr Pro Asp Glu 
115 120 125 



Val Val Ala Leu Val Gly Gin Gly Leu Gin Glu Gly Glu Arg Asp Phe 
130 135 140 



Gly Val Lys Ala Arg Ser He Leu Cys Cys Met Arg His Gin Pro Asn 
145 150 155 160 



Trp Ser Pro Lys Val Val Glu Leu Cys Lys Asn Tyr Gin Gin Gin Thr 
165 170 175 



Val Val Ala He Asp Leu Ala Gly Asp Glu Thr He Pro Gly Ser Ser 
180 185 190 



Leu Leu Pro Gly His Val Gin Ala Tyr Gin Glu Ala Val Lys Ser Gly 
195 200 205 



He His Arg Thr Val His Ala Gly Glu Val Gly Ser Ala Glu Val Val 
210 215 220 



Lys Glu Ala Val Asp He Leu Lys Thr Glu Arg Leu Gly His Gly Tyr 
225 230 235 240 



His Thr Leu Glu Asp Gin Ala Leu Tyr Asn Arg Leu Arg Gin Glu Asn 
245 250 255 



Met His Phe Glu He Cys Pro Trp Ser Ser Tyr Leu Thr Gly Ala Trp 
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260 265 270 



Lys Pro Asp Thr Glu His Ala Val lie Arg Leu Lys Asn Asp Gin Ala 
275 280 285 



Asn Tyr Ser Leu Asn Thr Asp Asp Pro Leu lie Phe Lys Ser Thr Leu 
290 295 300 



Asp Thr Asp Tyr Gin Met Thr Lys Arg Asp Met Gly Phe Thr Glu Glu 
305 310 315 320 



Glu Phe Lys Arg Leu Asn lie Asn Ala Ala Lys Ser Ser Phe Leu Pro 
325 330 335 



Glu Asp Glu Lys Arg Glu Leu Leu Asp Leu Leu Tyr Lys Ala Tyr Gly 
340 345 350 



Met Pro Pro Ser Ala Ser Ala Gly Gin Asn Leu 
355 360 



<210> 2459 

<211> 443 

<212> PRT 

<213> Homo sapiens 

<400> 2459 

Met Asp Phe Pro Cys Leu Trp Leu Gly Leu Leu Leu Pro Leu Val Ala 
15 10 15 



Ala Leu Asp Phe Asn Tyr His Arg Gin Glu Gly Met Glu Ala Phe Leu 
20 25 30 



Lys Thr Val Ala Gin Asn Tyr Ser Ser Val Thr His Leu His Ser lie 
35 40 45 



Gly Lys Ser Val Lys Gly Arg Asn Leu Trp Val Leu Val Val Gly Arg 
50 55 60 



Phe Pro Lys Glu His Arg lie Gly He Pro Glu Phe Lys Tyr Val Ala 
65 70 75 80 



Asn Met His Gly Asp Glu Thr Val Gly Arg Glu Leu Leu Leu His Leu 
85 90 95 



He Asp Tyr Leu Val Thr Ser Asp Gly Lys Asp Pro Glu He Thr Asn 
100 105 HO 
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Leu He Asn Ser Thr Arg He His He Met Pro Ser Met Asn Pro Asp 
115 120 125 



Gly Phe Glu Ala Val Lys Lys Pro Asp Cys Tyr Tyr Ser He Gly Arg 
130 135 140 



Glu Asn Tyr Asn Gin Tyr Asp Leu Asn Arg Asn Phe Pro Asp Ala Phe 
145 150 155 160 



Glu Tyr Asn Asn Val Ser Arg Gin Pro Glu Thr Val Ala Val Met Lys 
165 170 175 



Trp Leu Lys Thr Glu Thr Phe Val Leu Ser Ala Asn Leu His Gly Gly 
180 185 190 



Ala Leu Val Ala Ser Tyr Pro Phe Asp Asn Gly Val Gin Ala Thr Gly 
195 200 205 



Ala Leu Tyr Ser Arg Ser Leu Thr Pro Asp Asp Asp Val Phe Gin Tyr 
210 215 220 



Leu Ala His Thr Tyr Ala Ser Arg Asn Pro Asn Met Lys Lys Gly Asp 
225 230 235 240 



Glu Cys Lys Asn Lys Met Asn Phe Pro Asn Gly Val Thr Asn Gly Tyr 
245 250 255 



Ser Trp Tyr Pro Leu Gin Gly Gly Met Gin Asp Tyr Asn Tyr He Trp 
260 265 270 



Ala Gin Cys Phe Glu He Thr Leu Glu Leu Ser Cys Cys Lys Tyr Pro 
275 280 285 



Arg Glu Glu Lys Leu Pro Ser Phe Trp Asn Asn Asn Lys Ala Ser Leu 
290 295 300 



He Glu Tyr He Lys Gin Val His Leu Gly Val Lys Gly Gin Val Phe 
305 310 315 320 



Asp Gin Asn Gly Asn Pro Leu Pro Asn Val He Val Glu Val Gin Asp 
325 330 335 



Arg Lys His He Cys Pro Tyr Arg Thr Asn Lys Tyr Gly Glu Tyr Tyr 
340 345 350 



790 



WO 2004/042346 



PCT/US2003/012946 



Leu Leu Leu Leu Pro Gly Ser Tyr He He Asn Val Thr Val Pro Gly 
355 360 365 



His Asp Pro His He Thr Lys Val He He Pro Glu Lys Ser Gin Asn 
370 375 380 



Phe Ser Ala Leu Lys Lys Asp He Leu Leu Pro Phe Gin Gly Gin Leu 
385 390 395 400 



Asp Ser He Pro Val Ser Asn Pro Ser Cys Pro Met He Pro Leu Tyr 
405 410 415 



Arg Asn Leu Pro Asp His Ser Ala Ala Thr Lys Pro Ser Leu Phe Leu 
420 425 430 



Phe Leu Val Ser Leu Leu His He Phe Phe Lys 

440 





435 


<210> 


2460 


<211> 


144 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2460 



Met Trp Leu Gin Ser Leu Leu Leu Leu Gly Thr Val Ala Cys Ser He 
15 10 15 



Ser Ala Pro Ala Arg Ser Pro Ser Pro Ser Thr Gin Pro Trp Glu His 
20 25 30 



Val Asn Ala He Gin Glu Ala Arg Arg Leu Leu Asn Leu Ser Arg Asp 
35 40 45 



Thr Ala Ala Glu Met Asn Glu Thr Val Glu Val He Ser Glu Met Phe 
50 55 60 



Asp Leu Gin Glu Pro Thr Cys Leu Gin Thr Arg Leu Glu Leu Tyr Lys 
65 70 75 80 



Gin Gly Leu Arg Gly Ser Leu Thr Lys Leu Lys Gly Pro Leu Thr Met 
85 90 95 



Met Ala Ser His Tyr Lys Gin His Cys Pro Pro Thr Pro Glu Thr Ser 
100 105 HO 



Cys Ala Thr Gin He He Thr Phe Glu Ser Phe Lys Glu Asn Leu Lys 
115 120 125 
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Asp Phe Leu Leu Val lie Pro Phe Asp Cys Trp Glu Pro Val Gin Glu 
130 135 140 



<210> 2461 

<211> 204 

<212> PRT 

<213> Homo sapiens 

<400> 2461 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
1 5 10 15 



Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 
20 25 30 



Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 



Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val Leu Leu 
65 70 75 80 

Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser 
85 90 95 

Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser Gly Leu 
100 105 110 

Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie Ser Pro Glu 
115 120 125 

Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp Phe Ala 
130 135 140 

Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro Ala Leu 
!45 150 155 160 

Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe Gin Arg 
165 170 175 



Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe Leu Glu 
180 185 190 
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Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 

200 





195 


<210> 


2462 


<211> 


224 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2462 



Met Glu Lys Leu Leu Cys Phe Leu Val Leu Thr Ser Leu Ser His Ala 
1 5 10 15 



Phe Gly Gin Thr Asp Met Ser Arg Lys Ala Phe Val Phe Pro Lys Glu 
20 25 30 



Ser Asp Thr Ser Tyr Val Ser Leu Lys Ala Pro Leu Thr Lys Pro Leu 
35 40 45 



Lys Ala Phe Thr Val Cys Leu His Phe Tyr Thr Glu Leu Ser Ser Thr 
50 55 60 



Arg Gly Thr Val Phe Ser Arg Met Pro Pro Arg Asp Lys Thr Met Arg 
65 70 75 80 



Phe Phe lie Phe Trp Ser Lys Asp lie Gly Tyr Ser Phe Thr Val Gly 
85 90 95 



Gly Ser Glu lie Leu Phe Glu Val Pro Glu Val Thr Val Ala Pro Val 
100 105 110 



His He Cys Thr Ser Trp Glu Ser Ala Ser Gly He Val Glu Phe Trp 
115 120 125 



Val Asp Gly Lys Pro Arg Val Arg Lys Ser Leu Lys Lys Gly Tyr Thr 
130 135 140 



Val Gly Ala Glu Ala Ser He He Leu Gly Gin Glu Gin Asp Ser Phe 
145 150 155 160 



Gly Gly Asn Phe Glu Gly Ser Gin Ser Leu Val Gly Asp He Gly Asn 
165 170 175 



Val Asn Met Trp Asp Phe Val Leu Ser Pro Asp Glu He Asn Thr He 
180 185 190 



Tyr Leu Gly Gly Pro Phe Ser Pro Asn Val Leu Asn Trp Arg Ala Leu 
195 200 205 
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Lys Tyr Glu Val Gin Gly Glu Val Phe Thr Lys Pro Gin Leu Trp Pro 
210 215 220 



<210> 2463 

<211> 993 

<212> PRT 

<213> Homo sapiens 

<400> 2463 

Met Pro Ala Leu Ala Arg Asp Ala Gly Thr Val Pro Leu Leu Val Val 
1 5 10 15 



Phe Ser Ala Met lie Phe Gly Thr lie Thr Asn Gin Asp Leu Pro Val 
20 25 30 



lie Lys Cys Val Leu lie Asn His Lys Asn Asn Asp Ser Ser Val Gly 
35 40 45 



Lys Ser Ser Ser Tyr Pro Met Val Ser Glu Ser Pro Glu Asp Leu Gly 
50 55 60 



Cys Ala Leu Arg Pro Gin Ser Ser Gly Thr Val Tyr Glu Ala Ala Ala 
65 70 75 80 



Val Glu Val Asp Val Ser Ala Ser lie Thr Leu Gin Val Leu Val Asp 
85 90 95 



Ala Pro Gly Asn lie Ser Cys Leu Trp Val Phe Lys His Ser Ser Leu 
100 105 110 



Asn Cys Gin Pro His Phe Asp Leu Gin Asn Arg Gly Val Val Ser Met 
115 120 125 



Val lie Leu Lys Met Thr Glu Thr Gin Ala Gly Glu Tyr Leu Leu Phe 
130 135 140 



He Gin Ser Glu Ala Thr Asn Tyr Thr He Leu Phe Thr Val Ser He 
145 150 155 160 



Arg Asn Thr Leu Leu Tyr Thr Leu Arg Arg Pro Tyr Phe Arg Lys Met 
165 170 175 



Glu Asn Gin Asp Ala Leu Val Cys He Ser Glu Ser Val Pro Glu Pro 
180 185 190 
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He Val Glu Trp Val Leu Cys Asp Ser Gin Gly Glu Ser Cys Lys Glu 
195 200 205 

Glu Ser Pro Ala Val Val Lys Lys Glu Glu Lys Val Leu His Glu Leu 
21 ° 215 220 

Phe Gly Thr Asp He Arg Cys Cys Ala Arg Asn Glu Leu Gly Arg Glu 
225 230 235 240 

Cys Thr Arg Leu Phe Thr He Asp Leu Asn Gin Thr Pro Gin Thr Thr 
245 250 255 

Leu Pro Gin Leu Phe Leu Lys Val Gly Glu Pro Leu Trp He Arg Cys 
260 265 270 

Lys Ala Val His Val Asn His Gly Phe Gly Leu Thr Trp Glu Leu Glu 
27 5 280. 285 

Asn Lys Ala Leu Glu Glu Gly Asn Tyr Phe Glu Met Ser Thr Tyr Ser 
290 295 300 



Thr Asn Arg Thr Met He Arg He Leu Phe Ala Phe Val Ser Ser Val 
305 310 315 320 

Ala Arg Asn Asp Thr Gly Tyr Tyr Thr Cys Ser Ser Ser Lys His Pro 
325 330 335 

Ser Gin Ser Ala Leu Val Thr He Val Gly Lys Gly Phe He Asn Ala 
340 345 350 

Thr Asn Ser Ser Glu Asp Tyr Glu He Asp Gin Tyr Glu Glu Phe Cys 
355 360 365 

Phe Ser Val Arg Phe Lys Ala Tyr Pro Gin He Arg Cys Thr Trp Thr 
370 375 380 

Phe Ser Arg Lys Ser Phe Pro Cys Glu Gin Lys Gly Leu Asp Asn Gly 
385 390 395 400 

Tyr Ser He Ser Lys Phe Cys Asn His Lys His Gin Pro Gly Glu Tyr 
405 410 415 

He Phe His Ala Glu Asn Asp Asp Ala Gin Phe Thr Lys Met Phe Thr 
420 425 430 

Leu Asn He Arg Arg Lys Pro Gin Val Leu Ala Glu Ala Ser Ala Ser 
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435 440 445 



Gin Ala Ser Cys Phe Ser Asp Gly Tyr Pro Leu Pro Ser Trp Thr Trp 
450 455 460 



Lys Lys Cys Ser Asp Lys Ser Pro Asn Cys Thr Glu Glu He Thr Glu 
465 470 475 480 



Gly Val Trp Asn Arg Lys Ala Asn Arg Lys Val Phe Gly Gin Trp Val 
485 490 495 



Ser Ser Ser Thr Leu Asn Met Ser Glu Ala He Lys Gly Phe Leu Val 
500 505 510 



Lys Cys Cys Ala Tyr Asn Ser Leu Gly Thr Ser Cys Glu Thr He Leu 
515 520 525 



Leu Asn Ser Pro Gly Pro Phe Pro Phe He Gin Asp Asn He Ser Phe 
530 535 540 



Tyr Ala Thr He Gly Val Cys Leu Leu Phe He Val Val Leu Thr Leu 
545 550 555 560 



Leu He Cys His Lys Tyr Lys Lys Gin Phe Arg Tyr Glu Ser Gin Leu 
565 570 575 



Gin Met Val Gin Val Thr Gly Ser Ser Asp Asn Glu Tyr Phe Tyr Val 
580 585 590 



Asp Phe Arg Glu Tyr Glu Tyr Asp Leu Lys Trp Glu Phe Pro Arg Glu 
595 600 605 



Asn Leu Glu Phe Gly Lys Val Leu Gly Ser Gly Ala Phe Gly Lys Val 
610 615 620 



Met Asn Ala Thr Ala Tyr Gly He Ser Lys Thr Gly Val Ser He Gin 
625 630 635 640 



Val Ala Val Lys Met Leu Lys Glu Lys Ala Asp Ser Ser Glu Arg Glu 
645 650 655 



Ala Leu Met Ser Glu Leu Lys Met Met Thr Gin Leu Gly Ser His Glu 
660 665 670 



Asn He Val Asn Leu Leu Gly Ala Cys Thr Leu Ser Gly Pro He Tyr 
675 680 685 
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Leu He Phe Glu Tyr Cys Cys Tyr Gly Asp Leu Leu Asn Tyr Leu Arg 
690 695 700 



Ser Lys Arg Glu Lys Phe His Arg Thr Trp Thr Glu He Phe Lys Glu 
705 710 715 720 



His Asn Phe Ser Phe Tyr Pro Thr Phe Gin Ser His Pro Asn Ser Ser 
725 730 735 



Met Pro Gly Ser Arg Glu Val Gin He His Pro Asp Ser Asp Gin He 
740 ^ 745 750 



Ser Gly Leu His Gly Asn Ser Phe His Ser Glu Asp Glu He Glu Tyr 
755 760 765 



Glu Asn Gin Lys Arg Leu Glu Glu Glu Glu Asp Leu Asn Val Leu Thr 
770 775 780 



Phe Glu Asp Leu Leu Cys Phe Ala Tyr Gin Val Ala Lys Gly Met Glu 
785 790 795 800 



Phe Leu Glu Phe Lys Ser Cys Val His Arg Asp Leu Ala Ala Arg Asn 
805 810 815 



Val Leu Val Thr His Gly Lys Val Val Lys lie Cys Asp Phe Gly Leu 
820 825 830 



Ala Arg Asp He Met Ser Asp Ser Asn Tyr Val Val Arg Gly Asn Ala 
835 840 845 



Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ser Leu Phe Glu Gly He 
850 855 860 



Tyr Thr He Lys Ser Asp Val Trp Ser Tyr Gly He Leu Leu Trp Glu 
865 870 875 880 



He Phe Ser Leu Gly Val Asn Pro Tyr Pro Gly He Pro Val Asp Ala 
885 890 895 



Asn Phe Tyr Lys Leu He Gin Asn Gly Phe Lys Met Asp Gin Pro Phe 
900 905 910 



Tyr Ala Thr Glu Glu He Tyr He He Met Gin Ser Cys Trp Ala Phe 
915 920 925 



797 



WO 2004/042346 



PCT/US2003/012946 



Asp Ser Arg Lys Arg Pro Ser Phe Pro Asn Leu Thr Ser Phe Leu Gly 
930 935 940 



Cys Gin Leu Ala Asp Ala Glu Glu Ala Met Tyr Gin Asn Val Asp Gly 
945 950 955 960 



Arg Val Ser Glu Cys Pro His Thr Tyr Gin Asn Arg Arg Pro Phe Ser 
965 970 975 



Arg Glu Met Asp Leu Gly Leu Leu Ser Pro Gin Ala Gin Val Glu Asp 
980 985 990 



Ser 



<210> 2464 

<211> 443 

<212> PRT 

<213> Homo sapiens 

<400> 2464 

Met Glu Val Thr Ala Asp Gin Pro Arg Trp Val Ser His His His Pro 
15 10 15 



Ala Val Leu Asn Gly Gin His Pro Asp Thr His His Pro Gly Leu Ser 
20 25 30 



His Ser Tyr Met Asp Ala Ala Gin Tyr Pro Leu Pro Glu Glu Val Asp 
35 40 45 



Val Leu Phe Asn lie Asp Gly Gin Gly Asn His Val Pro Pro Tyr Tyr 
50 55 60 



Gly Asn Ser Val Arg Ala Thr Val Gin Arg Tyr Pro Pro Thr His His 
65 70 75 80 



Gly Ser Gin Val Cys Arg Pro Pro Leu Leu His Gly Ser Leu Pro Trp 
85 90 95 



Leu Asp Gly Gly Lys Ala Leu Gly Ser His His Thr Ala Ser Pro Trp 
100 105 110 



Asn Leu Ser Pro Phe Ser Lys Thr Ser lie His His Gly Ser Pro Gly 
115 120 125 



Pro Leu Ser Val Tyr Pro Pro Ala Ser Ser Ser Ser Leu Ser Gly Gly 
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His Ala Ser Pro His Leu Phe Thr Phe Pro Pro Thr Pro Pro Lys Asp 
145 150 155 160 

Val Ser Pro Asp Pro Ser Leu Ser Thr Pro Gly Ser Ala Gly Ser Ala 
165 170 175 

Arg Gin Asp Glu Lys Glu Cys Leu Lys Tyr Gin Val Pro Leu Pro Asp 
180 185 190 

Ser Met Lys Leu Glu Ser Ser His Ser Arg Gly Ser Met Thr Ala Leu 
195 200 205 

Gly Gly Ala Ser Ser Ser Thr His His Pro lie Thr Thr Tyr Pro Pro 
210 215 220 



Tyr Val Pro Glu Tyr Ser Ser Gly Leu Phe Pro Pro Ser Ser Leu Leu 
225 230 235 240 

Gly Gly Ser Pro Thr Gly Phe Gly Cys Lys Ser Arg Pro Lys Ala Arg 
245 250 255 

Ser Ser Thr Gly Arg Glu Cys Val Asn Cys Gly Ala Thr Ser Thr Pro 
260 265 270 

Leu Trp Arg Arg Asp Gly Thr Gly His Tyr Leu Cys Asn Ala Cys Gly 
275 280 285 

Leu Tyr His Lys Met Asn Gly Gin Asn Arg Pro Leu He Lys Pro Lys 
290 295 300 

Arg Arg Leu Ser Ala Ala Arg Arg Ala Gly Thr Ser Cys Ala Asn Cys 
305 310 315 320 

Gin Thr Thr Thr Thr Thr Leu Trp Arg Arg Asn Ala Asn Gly Asp Pro 
325 330 335 

Val Cys Asn Ala Cys Gly Leu Tyr Tyr Lys Leu His Asn He Asn Arg 
340 345 350 

Pro Leu Thr Met Lys Lys Glu Gly He Gin Thr Arg Asn Arg Lys Met 
355 360 365 

Ser Ser Lys Ser Lys Lys Cys Lys Lys Val His Asp Ser Leu Glu Asp 
370 375 380 
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Phe Pro Lys Asn Ser Ser Phe Asn Pro Ala Ala Leu Ser Arg His Met 
385 390 395 400 



Ser Ser Leu Ser His lie Ser Pro Phe Ser His Ser Ser His Met Leu 
405 410 415 



Thr Thr Pro Thr Pro Met His Pro Pro Ser Ser Leu Ser Phe Gly Pro 
420 425 430 



His His Pro Ser Ser Met Val Thr Ala Met Gly 

440 





435 


<210> 


2465 


<211> 


459 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2465 



Met Thr lie Leu Gly Thr Thr Phe Gly Met Val Phe Ser Leu Leu Gin 
1 5 ,10 15 



Val Val Ser Gly Glu Ser Gly Tyr Ala Gin Asn Gly Asp Leu Glu Asp 
20 25 30 



Ala Glu Leu Asp Asp Tyr Ser Phe Ser Cys Tyr Ser Gin Leu Glu Val 
35 40 45 



Asn Gly Ser Gin His Ser Leu Thr Cys Ala Phe Glu Asp Pro Asp Val 
50 55 60 



Asn lie Thr Asn Leu Glu Phe Glu lie Cys Gly Ala Leu Val Glu Val 
65 70 75 80 



Lys Cys Leu Asn Phe Arg Lys Leu Gin Glu lie Tyr Phe lie Glu Thr 
85 90 95 



Lys Lys Phe Leu Leu lie Gly Lys Ser Asn lie Cys Val Lys Val Gly 
100 105 110 



Glu Lys Ser Leu Thr Cys Lys Lys lie Asp Leu Thr Thr He Val Lys 
115 12 0 125 



Pro Glu Ala Pro Phe Asp Leu Ser Val Val Tyr Arg Glu Gly Ala Asn 
130 135 140 



800 



WO 2004/042346 PCT/US2003/0 12946 

Asp Phe Val Val Thr Phe Asn Thr Ser His Leu Gin Lys Lys Tyr Val 
145 150 155 160 

Lys Val Leu Met His Asp Val Ala Tyr Arg Gin Glu Lys Asp Glu Asn 
!65 170 175 

Lys Trp Thr His Val Asn Leu Ser Ser Thr Lys Leu Thr Leu Leu Gin 
180 185 190 

Arg Lys Leu Gin Pro Ala Ala Met Tyr Glu lie Lys Val Arg Ser lie 
195 200 205 

Pro Asp His Tyr Phe Lys Gly Phe Trp Ser Glu Trp Ser Pro Ser Tyr 
210 215 220 

Tyr Phe Arg Thr Pro Glu lie Asn Asn Ser Ser Gly Glu Met Asp Pro 
225 230 235 * ^ 240 

He Leu Leu Thr He Ser He Leu Ser Phe Phe Ser Val Ala Leu Leu 
245 250 255 

Val lie Leu Ala Cys Val Leu Trp Lys Lys Arg He Lys Pro He Val 
260 265 270 

Trp Pro Ser Leu Pro Asp His Lys Lys Thr Leu Glu His Leu Cys Lys 
275 280 285 



Lys Pro Arg Lys Asn Leu Asn Val Ser Phe Asn Pro Glu Ser Phe Leu 
290 295 300 

Asp Cys Gin He His Arg Val Asp Asp He Gin Ala Arg Asp Glu Val 
305 31 <> 315 320 

Glu Gly Phe Leu Gin Asp Thr Phe Pro Gin Gin Leu Glu Glu Ser Glu 
325 330 335 

Lys Gin Arg Leu Gly Gly Asp Val Gin Ser Pro Asn Cys Pro Ser Glu 
340 345 350 

Asp val Val He Thr Pro Glu Ser Phe Gly Arg Asp Ser Ser Leu Thr 
355 360 365 

Cys Leu Ala Gly Asn Val Ser Ala Cys Asp Ala Pro He Leu Ser Ser 
370 375 380 

Ser Arg Ser Leu Asp Cys Arg Glu Ser Gly Lys Asn Gly Pro His Val 
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385 390 395 400 



Tyr Gin Asp Leu Leu Leu Ser Leu Gly Thr Thr Asn Ser Thr Leu Pro 
405 410 415 



Pro Pro Phe Ser Leu Gin Ser Gly lie Leu Thr Leu Asn Pro Val Ala 
420 425 430 



Gin Gly Gin Pro lie Leu Thr Ser Leu Gly Ser Asn Gin Glu Glu Ala 
435 440 445 



Tyr Val Thr Met Ser Ser Phe Tyr Gin Asn Gin 
450 455 



<210> 2466 

<211> 362 

<212> PRT 

<213> Homo sapiens 

<400> 2466 

Met Ala Thr Ala Glu Thr Ala Leu Pro Ser lie Ser Thr Leu Thr Ala 
15 10 15 



Leu Gly Pro Phe Pro Asp Thr Gin Asp Asp Phe Leu Lys Trp Trp Arg 
20 25 30 



Ser Glu Glu Ala Gin Asp Met Gly Pro Gly Pro Pro Asp Pro Thr Glu 
35 40 45 



Pro Pro Leu His Val Lys Ser Glu Asp Gin Pro Gly Glu Glu Glu Asp 
50 55 60 



Asp Glu Arg Gly Ala Asp Ala Thr Trp Asp Leu Asp Leu Leu Leu Thr 
65 70 75 80 



Asn Phe Ser Gly Pro Glu Pro Gly Gly Ala Pro Gin Thr Cys Ala Leu 
85 90 95 



Ala Pro Ser Glu Ala Ser Gly Ala Gin Tyr Pro Pro Pro Pro Glu Thr 
100 105 110 



Leu Gly Ala Tyr Ala Gly Gly Pro Gly Leu Val Ala Gly Leu Leu Gly 
115 120 125 



Ser Glu Asp His Ser Gly Trp Val Arg Pro Ala Leu Arg Ala Arg Ala 
130 135 140 
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Pro Asp Ala Phe Val Gly Pro Ala Leu Ala Pro Ala Pro Ala Pro Glu 
145 150 155 160 



Pro Lys Ala Leu Ala Leu Gin Pro Val Tyr Pro Gly Pro Gly Ala Gly 
165 170 175 



Ser Ser Gly Gly Tyr Phe Pro Arg Thr Gly Leu Ser Val Pro Ala Ala 
180 185 190 



Ser Gly Ala Pro Tyr Gly Leu Leu Ser Gly Tyr Pro Ala Met Tyr Pro 
195 200 205 



Ala Pro Gin Tyr Gin Gly His Phe Gin Leu Phe Arg Gly Leu Gin Gly 
210 215 220 



Pro Ala Pro Gly Pro Ala Thr Ser Pro Ser Phe Leu Ser Cys Leu Gly 
225 230 235 240 



Pro Gly Thr Val Gly Thr Gly Leu Gly Gly Thr Ala Glu Asp Pro Gly 
245 250 255 



Val lie Ala Glu Thr Ala Pro Ser Lys Arg Gly Arg Arg Ser Trp Ala 
260 265 270 



Arg Lys Arg Gin Ala Ala His Thr Cys Ala His Pro Gly Cys Gly Lys 
275 280 2 85 



Ser Tyr Thr Lys Ser Ser His Leu Lys Ala His Leu Arg Thr His Thr 
290 295 300 



Gly Glu Lys Pro Tyr Ala Cys Thr Trp Glu Gly Cys Gly Trp Arg Phe 
305 310 315 320 



Ala Arg Ser Asp Glu Leu Thr Arg His Tyr Arg Lys His Thr Gly Gin 
325 330 335 



Arg Pro Phe Arg Cys Gin Leu Cys Pro Arg Ala Phe Ser Arg Ser Asp 
340 345 350 



His Leu Ala Leu His Met Lys Arg His Leu 
355 * 360 



<210> 2467 

<211> 509 

<212> PRT 

<213> Homo sapiens 



803 



WO 2004/042346 



PCT/US2003/012946 



<400> 2467 

Met Gly Cys Gly Cys Ser Ser His Pro Glu Asp Asp Trp Met Glu Asn 
1 5 10' 15 



He Asp Val Cys Glu Asn Cys His Tyr Pro He Val Pro Leu Asp Gly 
20 25 30 



Lys Gly Thr Leu Leu He Arg Asn Gly Ser Glu Val Arg Asp Pro Leu 
35 40 45 



Val Thr Tyr Glu Gly Ser Asn Pro Pro Ala Ser Pro Leu Gin Asp Asn 
50 55 60 



Leu Val He Ala Leu His Ser Tyr Glu Pro Ser His Asp Gly Asp Leu 
65 70 75 80 



Gly Phe Glu Lys Gly Glu Pro Leu Arg He Leu Glu Gin Ser Gly Glu 
85 90 95 



Trp Trp Lys Ala Gin Ser Leu Thr Thr Gly Gin Glu Gly Phe He Pro 
100 105 110 



Phe Asn Phe Val Ala Lys Ala Asn Ser Leu Glu Pro Glu Pro Trp Phe 
115 120 125 



Phe Lys Asn Leu Ser Arg Lys Asp Ala Glu Arg Gin Leu Leu Ala Pro 
130 135 140 



Gly Asn Thr His Gly Ser Phe Leu He Arg Glu Ser Glu Ser Thr Ala 
145 150 155 160 



Gly Ser Phe Ser Leu Ser Val Arg Asp Phe Asp Gin Asn Gin Gly Glu 
165 170 175 



Val Val Lys His Tyr Lys He Arg Asn Leu Asp Asn Gly Gly Phe Tyr 
180 185 190 



He Ser Pro Arg He Thr Phe Pro Gly Leu His Glu Leu Val Arg His 
195 200 205 



Tyr Thr Asn Ala Ser Asp Gly Leu Cys Thr Arg Leu Ser Arg Pro Cys 
210 215 220 



Gin Thr Gin Lys Pro Gin Lys Pro Trp Trp Glu Asp Glu Trp Glu Val 
225 230 235 240 
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Pro Arg Glu Thr Leu Lys Leu Val Glu Arg Leu Gly Ala Gly Gin Phe 
245 250 255 

Gly Glu Val Trp Met Gly Tyr Tyr Asn Gly His Thr Lys Val Ala Val 
260 265 270 



Lys Ser Leu Lys Gin Gly Ser Met Ser Pro Asp Ala Phe Leu Ala Glu 
275 280 285 

Ala Asn Leu Met Lys Gin Leu Gin His Gin Arg Leu Val Arg Leu Tyr 
290 295 300 

Ala Val Val Thr Gin Glu Pro lie Tyr He He Thr Glu Tyr Met Glu 
305 310 315 " 320 

Asn Gly Ser Leu Val Asp Phe Leu Lys Thr Pro Ser Gly He Lys Leu 
325 330 335 

Thr He Asn Lys Leu Leu Asp Met Ala Ala Gin He Ala Glu Gly Met 
340 345 350 

Ala Phe He Glu Glu Arg Asn Tyr He His Arg Asp Leu Arg Ala Ala 
355 360 365 



Asn He Leu Val Ser Asp Thr Leu Ser Cys Lys He Ala Asp Phe Gly 
370 375 380 

Leu Ala Arg Leu He Glu Asp Asn Glu Tyr Thr Ala Arg Glu Gly Ala 
385 390 395 400 

Lys Phe Pro He Lys Trp Thr Ala Pro Glu Ala He Asn Tyr Gly Thr 
405 410 415 

Phe Thr He Lys Ser Asp Val Trp Ser Phe Gly He Leu Leu Thr Glu 
420 425 430 

He Val Thr His Gly Arg He Pro Tyr Pro Gly Met Thr Asn Pro Glu 
435 440 445 

Val He Gin Asn Leu Glu Arg Gly Tyr Arg Met Val Arg Pro Asp Asn 
450 455 460 



Cys Pro Glu Glu Leu Tyr Gin Leu Met Arg Leu Cys Trp Lys Glu Arg 
465 470 475 480 
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Pro Glu Asp Arg Pro Thr Phe Asp Tyr Leu Arg Ser Val Leu Glu Asp 
485 490 495 

Phe Phe Thr Ala Thr Glu Gly Gin Tyr Gin Pro Gin Pro 
500 505 



<210> 2468 

<211> 399 

<212> PRT 

<213> Homo sapiens 

<400> 2468 

Met Pro Gin Leu Ser Gly Gly Gly Gly Gly Gly Gly Gly Asp Pro Glu 

Leu Cys Ala Thr Asp Glu Met He Pro Phe Lys Asp Glu Gly Asp Pro 
20 25 30 

Gin Lys Glu Lys He Phe Ala Glu He Ser His Pro Glu Glu Glu Gly 
35 40 45 

Asp Leu Ala Asp He Lys Ser Ser Leu Val Asn Glu Ser Glu He He 
50 55 60 

Pro Ala Ser Asn Gly His Glu Val Ala Arg Gin Ala Gin Thr Ser Gin 
65 70 75 80 

Glu Pro Tyr His Asp Lys Ala Arg Glu His Pro Asp Asp Gly Lys His 
85 90 95 

Pro Asp Gly Gly Leu Tyr Asn Lys Gly Pro Ser Tyr Ser Ser Tyr Ser 
100 105 110 

Gly Tyr He Met Met Pro Asn Met Asn Asn Asp Pro Tyr Met Ser Asn 
115 120 125 

Gly Ser Leu Ser Pro Pro He Pro Arg Thr Ser Asn Lys Val Pro Val 
130 135 140 

Val Gin Pro Ser His Ala Val His Pro Leu Thr Pro Leu He Thr Tyr 
145 150 155 160 

Ser Asp Glu His Phe Ser Pro Gly Ser His Pro Ser His He Pro Ser 
165 170 175 



Asp Val Asn Ser Lys Gin Gly Met Ser Arg His Pro Pro Ala Pro 



Asp 
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180 185 190 



lie Pro Thr Phe Tyr Pro Leu Ser Pro Gly Gly Val Gly Gin He Thr 
195 200 *" 205 



Pro Pro Leu Gly Trp Gin Gly Gin Pro Val Tyr Pro He Thr Gly Gly 
210 215 220 



Phe Arg Gin Pro Tyr Pro Ser Ser Leu Ser Val Asp Thr Ser Met Ser 
225 230 235 240 



Arg Phe Ser His His Met He Pro Gly Pro Pro Gly Pro His Thr Thr 
245 250 255 



Gly He Pro His Pro Ala He Val Thr Pro Gin Val Lys Gin Glu His 
260 265 270 



Pro His Thr Asp Ser Asp Leu Met His Val Lys Pro Gin His Glu Gin 
275 280 285 



Arg Lys Glu Gin Glu Pro Lys Arg Pro His He Lys Lys Pro Leu Asn 
290 295 300 



Ala Phe Met Leu Tyr Met Lys Glu Met Arg Ala Asn Val Val Ala Glu 
305 310 315 320 



Cys Thr Leu Lys Glu Ser Ala Ala He Asn Gin He Leu Gly Arg Arg 
325 330 335 



Trp His Ala Leu Ser Arg Glu Glu Gin Ala Lys Tyr Tyr Glu Leu Ala 
340 345 350 



Arg Lys Glu Arg Gin Leu His Met Gin Leu Tyr Pro Gly Trp Ser Ala 
355 360 365 



Arg Asp Asn Tyr Gly Lys Lys Lys Lys Arg Lys Arg Glu Lys Leu Gin 
370 375 380 



Glu Ser Ala Ser Gly Thr Gly Pro Arg Met Thr Ala Ala Tyr He 
385 390 395 



<210> 2469 

<211> 335 

<212> PRT 

<213> Homo sapiens 

<400> 2469 
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Met Gly His Pro Pro Leu Leu Pro Leu Leu Leu Leu Leu His Thr Cys 
1 5 10 15 



Val Pro Ala Ser Trp Gly Leu Arg Cys Met Gin Cys Lys Thr Asn Gly 
20 25 30 



Asp Cys Arg Val Glu Glu Cys Ala Leu Gly Gin Asp Leu Cys Arg Thr 
35 40 45 



Thr lie Val Arg Leu Trp Glu Glu Gly Glu Glu Leu Glu Leu Val Glu 
50 55 60 



Lys Ser Cys Thr His Ser Glu Lys Thr Asn Arg Thr Leu Ser Tyr Arg 
65 70 75 80 



Thr Gly Leu Lys lie Thr Ser Leu Thr Glu Val Val Cys Gly Leu Asp 
85 90 95 



Leu Cys Asn Gin Gly Asn Ser Gly Arg Ala Val Thr Tyr Ser Arg Ser 
100 105 110 



Arg Tyr Leu Glu Cys lie Ser Cys Gly Ser Ser Asp Met Ser Cys Glu 
115 120 125 



Arg Gly Arg His Gin Ser Leu Gin Cys Arg Ser Pro Glu Glu Gin Cys 
130 135 140 



Leu Asp Val Val Thr His Trp lie Gin Glu Gly Glu Glu Gly Arg Pro 
145 150 155 160 



Lys Asp Asp Arg His Leu Arg Gly Cys Gly Tyr Leu Pro Gly Cys Pro 
165 170 175 



Gly Ser Asn Gly Phe His Asn Asn Asp Thr Phe His Phe Leu Lys Cys 
180 185 190 



Cys Asn Thr Thr Lys Cys Asn Glu Gly Pro He Leu Glu Leu Glu Asn 
195 200 205 



Leu Pro Gin Asn Gly Arg Gin Cys Tyr Ser Cys Lys Gly Asn Ser Thr 
210 215 220 



His Gly Cys Ser Ser Glu Glu Thr Phe Leu He Asp Cys Arg Gly Pro 
225 230 235 240 
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Met Asn Gin Cys Leu Val Ala Thr Gly Thr His Glu Pro Lys Asn Gin 
245 250 255 



Ser Tyr Met Val Arg Gly Cys Ala Thr Ala Ser Met Cys Gin His Ala 
260 265 270 



His Leu Gly Asp Ala Phe Ser Met Asn His lie Asp Val Ser Cys Cys 
275 280 285 



Thr Lys Ser Gly Cys Asn His Pro Asp Leu Asp Val Gin Tyr Arg Ser 
290 295 300 



Gly Ala Ala Pro Gin Pro Gly Pro Ala His Leu Ser Leu Thr lie Thr 
305 310 315 320 



Leu Leu Met Thr Ala Arg Leu Trp Gly Gly Thr Leu Leu Trp Thr 
325 330 335 



<210> 2470 

<211> 285 

<212> PRT 

<213> Homo sapiens 

<400> 2470 

Met Asp Asp Ser Thr Glu Arg Glu Gin Ser Arg Leu Thr Ser Cys Leu 
15 10 15 



Lys Lys Arg Glu Glu Met Lys Leu Lys Glu Cys Val Ser lie Leu Pro 
20 25 30 



Arg Lys Glu Ser Pro Ser Val Arg Ser Ser Lys Asp Gly Lys Leu Leu 
35 40 45 



Ala Ala Thr Leu Leu Leu Ala Leu Leu Ser Cys Cys Leu Thr Val Val 
50 55 60 



Ser Phe Tyr Gin Val Ala Ala Leu Gin Gly Asp Leu Ala Ser Leu Arg 
65 70 75 80 



Ala Glu Leu Gin Gly His His Ala Glu Lys Leu Pro Ala Gly Ala Gly 
85 90 95 



Ala Pro Lys Ala Gly Leu Glu Glu Ala Pro Ala Val Thr Ala Gly Leu 
100 105 110 



Lys lie Phe Glu Pro Pro Ala Pro Gly Glu Gly Asn Ser Ser Gin Asn 
115 120 - 125 
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Ser Arg Asn Lys Arg Ala Val Gin Gly Pro Glu Glu Thr Val Thr Gin 
130 135 140 



Asp Cys Leu Gin Leu He Ala Asp Ser Glu Thr Pro Thr He Gin Lys 
145 150 155 160 



Gly Ser Tyr Thr Phe Val Pro Trp Leu Leu Ser Phe Lys Arg Gly Ser 
165 170 175 



Ala Leu Glu Glu Lys Glu Asn Lys He Leu Val Lys Glu Thr Gly Tyr 
180 185 190 



Phe Phe He Tyr Gly Gin Val Leu Tyr Thr Asp Lys Thr Tyr Ala Met 
195 200 205 



Gly His Leu He Gin Arg Lys Lys Val His Val Phe Gly Asp Glu Leu 
210 215 220 



Ser Leu Val Thr Leu Phe Arg Cys He Gin Asn Met Pro Glu Thr Leu 
225 230 235 240 



Pro Asn Asn Ser Cys Tyr Ser Ala Gly He Ala Lys Leu Glu Glu Gly 
245 250 255 



Asp Glu Leu Gin Leu Ala lie Pro Arg Glu Asn Ala Gin He Ser Leu 
260 265 270 



Asp Gly Asp Val Thr Phe Phe Gly Ala Leu Lys Leu Leu 
275 280 285 



<210> 2471 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 2471 

Met Thr Ser Lys Leu Ala Val Ala Leu Leu Ala Ala Phe Leu He Ser 
15 10 15 



Ala Ala Leu Cys Glu Gly Ala Val Leu Pro Arg Ser Ala Lys Glu Leu 
20 25 30 



Arg Cys Gin Cys He Lys Thr Tyr Ser Lys Pro Phe His Pro Lys Phe 
35 40 45 
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lie Lys Glu Leu Arg Val lie Glu Ser Gly Pro His Cys Ala Asn Thr 
50 55 60 



Glu lie lie Val Lys Leu Ser Asp Gly Arg Glu Leu Cys Leu Asp Pro 
65 70 75 80 



Lys Glu Asn Trp Val Gin Arg Val Val Glu Lys Phe Leu Lys Arg Ala 
85 90 95 



Glu Asn Ser 



<210> 2472 

<211> 247 

<212> PRT 

<213> Homo sapiens 

<400> 2472 

Met Gin Pro lie Leu Leu Leu Leu Ala Phe Leu Leu Leu Pro Arg Ala 
15 10 15 



Asp Ala Gly Glu lie lie Gly Gly His Glu Ala Lys Pro His Ser Arg 
20 25 30 



Pro Tyr Met Ala Tyr Leu Met lie Trp Asp Gin Lys Ser Leu Lys Arg 
35 40 45 



Cys Gly Gly Phe Leu lie Gin Asp Asp Phe Val Leu Thr Ala Ala His 
50 55 60 



Cys Trp Gly Ser Ser lie Asn Val Thr Leu Gly Ala His Asn lie Lys 
65 70 75 80 



Glu Gin Glu Pro Thr Gin Gin Phe He Pro Val Lys Arg Pro He Pro 
85 90 95 



His Pro Ala Tyr Asn Pro Lys Asn Phe Ser Asn Asp He Met Leu Leu 
100 105 110 



Gin Leu Glu Arg Lys Ala Lys Arg Thr Arg Ala Val Gin Pro Leu Arg 
115 120 125 



Leu Pro Ser Asn Lys Ala Gin Val Lys Pro Gly Gin Thr Cys Ser Val 
130 135 140 



Ala Gly Trp Gly Gin Thr Ala Pro Leu Gly Lys His Ser His Thr Leu 
145 " 150 155 160 
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Gin Glu Val Lys Met Thr Val Gin Glu Asp Arg Lys Cys Glu Ser Asp 
165 170 175 



Leu Arg His Tyr Tyr Asp Ser Thr lie Glu Leu Cys Val Gly Asp Pro 
180 185 190 



Glu lie Lys Lys Thr Ser Phe Lys Gly Asp Ser Gly Gly Pro Leu Val 
195 200 205 



Cys Asn Lys Val Ala Gin Gly lie Val Ser Tyr Gly Arg Asn Asn Gly 
210 215 220 



Met Pro Pro Arg Ala Cys Thr Lys Val Ser Ser Phe Val His Trp lie 
225 230 235 240 



Lys Lys Thr Met Lys Arg Tyr 
245 



<210> 2473 

<211> 281 

<212> PRT 

<213> Homo sapiens 

<400> 2473 

Met Gin Gin Pro Phe Asn Tyr Pro Tyr Pro Gin lie Tyr Trp Val Asp 
1 5 10 15 



Ser Ser Ala Ser Ser Pro Trp Ala Pro Pro Gly Thr Val Leu Pro Cys 
20 25 30 



Pro Thr Ser Val Pro Arg Arg Pro Gly Gin Arg Arg Pro Pro Pro Pro 
35 40 45 



Pro Pro Pro Pro Pro Leu Pro Pro Pro Pro Pro Pro Pro Pro Leu Pro 
50 55 60 



Pro Leu Pro Leu Pro Pro Leu Lys Lys Arg Gly Asn His Ser Thr Gly 
65 70 75 80 



Leu Cys Leu Leu Val Met Phe Phe Met Val Leu Val Ala Leu Val Gly 
85 90 95 



Leu Gly Leu Gly Met Phe Gin Leu Phe His Leu Gin Lys Glu Leu Ala 
100 105 110 
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Glu Leu Arg Glu Ser Thr Ser Gin Met His Thr Ala Ser Ser Leu Glu 
115 120 125 



Lys Gin lie Gly His Pro Ser Pro Pro Pro Glu Lys Lys Glu Leu Arg 
130 135 140 



Lys Val Ala His Leu Thr Gly Lys Ser Asn Ser Arg Ser Met Pro Leu 
145 150 155 160 



Glu Trp Glu Asp Thr Tyr Gly lie Val Leu Leu Ser Gly Val Lys Tyr 
165 170 175 



Lys Lys Gly Gly Leu Val lie Asn Glu Thr Gly Leu Tyr Phe Val Tyr 
180 185 190 



Ser Lys Val Tyr Phe Arg Gly Gin Ser Cys Asn Asn Leu Pro Leu Ser 
195 200 205 



His Lys Val Tyr Met Arg Asn Ser Lys Tyr Pro Gin Asp Leu Val Met 
210 215 220 



Met Glu Gly Lys Met Met Ser Tyr Cys Thr Thr Gly Gin Met Trp Ala 
225 230 235 240 



Arg Ser Ser Tyr Leu Gly Ala Val Phe Asn Leu Thr Ser Ala Asp His 
245 250 255 



Leu Tyr Val Asn Val Ser Glu Leu Ser Leu Val Asn Phe Glu Glu Ser 
260 265 270 



Gin Thr Phe Phe Gly Leu Tyr Lys Leu 
275 280 



<210> 2474 

<211> 830 

<212> PRT 

<213> Homo sapiens 

<400> 2474 

Met Gly Ser Met Phe Arg Ser Glu Glu Val Ala Leu Val Gin Leu Phe 
15 10 15 



Leu Pro Thr Ala Ala Ala Tyr Thr Cys Val Ser Arg Leu Gly Glu Leu 
20 25 30 



Gly Leu Val Glu Phe Arg Asp Leu Asn Ala Ser Val Ser Ala Phe Gin 
35 40 45 
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Arg Arg Phe Val Val Asp Val Arg Arg Cys Glu Glu Leu Glu Lys Thr 
50 55 60 



Phe Thr Phe Leu Gin Glu Glu Val Arg Arg Ala Gly Leu Val Leu Pro 
65 70 75 80 



Pro Pro Lys Gly Arg Leu Pro Ala Pro Pro Pro Arg Asp Leu Leu Arg 
85 90 95 



lie Gin Glu Glu Thr Glu Arg Leu Ala Gin Glu Leu Arg Asp Val Arg 
100 105 110 



Gly Asn Gin Gin Ala Leu Arg Ala Gin Leu His Gin Leu Gin Leu His 
115 120 125 



Ala Ala Val Leu Arg Gin Gly His Glu Pro Gin Leu Ala Ala Ala His 
130 135 140 



Thr Asp Gly Ala Ser Glu Arg Thr Pro Leu Leu Gin Ala Pro Gly Gly 
145 ~ 150 155 160 



Pro His Gin Asp Leu Arg Val Asn Phe Val Ala Gly Ala Val Glu Pro 
165 170 175 



His Lys Ala Pro Ala Leu Glu Arg Leu Leu Trp Arg Ala Cys Arg Gly 
180 185 190 



Phe Leu lie Ala Ser Phe Arg Glu Leu Glu Gin Pro Leu Glu His Pro 
195 200 205 



Val Thr Gly Glu Pro Ala Thr Trp Met Thr Phe Leu lie Ser Tyr Trp 
210 215 220 

Gly Glu Gin He Gly Gin Lys He Arg Lys He Thr Asp Cys Phe His 
225 230 235 240 

Cys His Val Phe Pro Phe Leu Gin Gin Glu Glu Ala Arg Leu Gly Ala 
245 250 255 



Leu Gin Gin Leu Gin Gin Gin Ser Gin Glu Leu Gin Glu Val Leu Gly 
260 265 270 



Glu Thr Glu Arg Phe Leu Ser Gin Val Leu Gly Arg Val Leu Gin Leu 
275 280 285 
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Leu Pro Pro Gly Gin Val Gin Val His Lys Met Lys Ala Val Tyr Leu 
290 295 300 



Ala Leu Asn Gin Cys Ser Val Ser Thr Thr His Lys Cys Leu lie Ala 
305 310 315 320 



Glu Ala Trp Cys Ser Val Arg Asp Leu Pro Ala Leu Gin Glu Ala Leu 
325 330 335 



Arg Asp Ser Ser Met Glu Glu Gly Val Ser Ala Val Ala His Arg lie 
340 345 350 



Pro Cys Arg Asp Met Pro Pro Thr Leu He Arg Thr Asn Arg Phe Thr 
355 360 365 



Ala Ser Phe Gin Gly He Val Asp Ala Tyr Gly Val Gly Arg Tyr Gin 
370 375 380 



Glu Val Asn Pro Ala Pro Tyr Thr He He Thr Phe Pro Phe Leu Phe 
385 390 395 400 



Ala Val Met Phe Gly Asp Val Gly His Gly Leu Leu Met Phe Leu Phe 
405 410 415 



Ala Leu Ala Met Val Leu Ala Glu Asn Arg Pro Ala Val Lys Ala Ala 
420 425 430 



Gin Asn Glu He Trp Gin Thr Phe Phe Arg Gly Arg Tyr Leu Leu Leu 
435 440 445 



Leu Met Gly Leu Phe Ser He Tyr Thr Gly Phe He Tyr Asn Glu Cys 
450 455 460 



Phe Ser Arg Ala Thr Ser He Phe Pro Ser Gly Trp Ser Val Ala Ala 
465 470 475 480 



Met Ala Asn Gin Ser Gly Trp Ser Asp Ala Phe Leu Ala Gin His Thr 
485 490 495 



Met Leu Thr Leu Asp Pro Asn Val Thr Gly Val Phe Leu Gly Pro Tyr 
500 505 510 



Pro Phe Gly He Asp Pro He Trp Ser Leu Ala Ala Asn His Leu Ser 
515 520 525 
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Phe Leu Asn Ser Phe Lys Met Lys Met Ser Val lie Leu Gly Val Val 
530 535 540 



His Met Ala Phe Gly Val Val Leu Gly Val Phe Asn His Val His Phe 
545 550 555 560 



Gly Gin Arg His Arg Leu Leu Leu Glu Thr Leu Pro Glu Leu Thr Phe 
565 570 575 



Leu Leu Gly Leu Phe Gly Tyr Leu Val Phe Leu Val lie Tyr Lys Trp 
580 585 590 



Leu Cys Val Trp Ala Ala Arg Ala Ala Ser Ala Pro Ser lie Leu lie 
595 600 605 



His Phe lie Asn Met Phe Leu Phe Ser His Ser Pro Ser Asn Arg Leu 
610 615 620 



Leu Tyr Pro Arg Gin Glu Val Val Gin Ala Thr Leu Val Val Leu Ala 
625 630 635 640 



Leu Ala Met Val Pro lie Leu Leu Leu Gly Thr Pro Leu His Leu Leu 
645 650 655 



His Arg His Arg Arg Arg Leu Arg Arg Arg Pro Ala Asp Arg Gin Glu 
660 665 670 



Glu Asn Lys Ala Gly Leu Leu Asp Leu Pro Asp Ala Ser Val Asn Gly 
675 680 685 



Trp Ser Ser Asp Glu Glu Lys Ala Gly Gly Leu Asp Asp Glu Glu Glu 
690 695 700 



Ala Glu Leu Val Pro Ser Glu Val Leu Met His Gin Ala He His Thr 
705 710 715 720 



He Glu Phe Cys Leu Gly Cys Val Ser Asn Thr Ala Ser Tyr Leu Arg 
725 730 735 



Leu Trp Ala Leu Ser Leu Ala His Ala Gin Leu Ser Glu Val Leu Trp 
740 745 750 



Ala Met Val Met Arg He Gly Leu Gly Leu Gly Arg Glu Val Gly Val 
755 760 765 



Ala Ala Val Val Leu Val Pro He Phe Ala Ala Phe Ala Val Met Thr 
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770 775 780 



Val Ala lie Leu Leu Val Met Glu Gly Leu Ser Ala Phe Leu His Ala 
785 790 795 800 



Leu Arg Leu His Trp Val Glu Phe Gin Asn Lys Phe Tyr Ser Gly Thr 
805 810 815 



Gly Tyr Lys Leu Ser Pro Phe Thr Phe Ala Ala Thr Asp Asp 
820 825 830 



<210> 2475 

<211> 555 

<212> PRT 

<213> Homo sapiens 

<400> 2475 

Met Ala Ala Arg Leu Leu Leu Leu Gly lie Leu Leu Leu Leu Leu Pro 
15 10 15 



Leu Pro Val Pro Ala Pro Cys His Thr Ala Ala Arg Ser Glu Cys Lys 
20 25 30 



Arg Ser His Lys Phe Val Pro Gly Ala Trp Leu Ala Gly Glu Gly Val 
35 40 45 



Asp Val Thr Ser Leu Arg Arg Ser Gly Ser Phe Pro Val Asp Thr Gin 
50 55 60 



Arg Phe Leu Arg Pro Asp Gly Thr Cys Thr Leu Cys Glu Asn Ala Leu 
65 70 75 80 



Gin Glu Gly Thr Leu Gin Arg Leu Pro Leu Ala Leu Thr Asn Trp Arg 
85 90 95 



Ala Gin Gly Ser Gly Cys Gin Arg His Val Thr Arg Ala Lys Val Ser 
100 105 110 



Ser Thr Glu Ala Val Ala Arg Asp Ala Ala Arg Ser lie Arg Asn Asp 
115 120 125 



Trp Lys Val Gly Leu Asp Val Thr Pro Lys Pro Thr Ser Asn Val His 
130 135 140 



Val Ser Val Ala Gly Ser His Ser Gin Ala Ala Asn Phe Ala Ala Gin 
145 150 155 160 
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Lys Thr His Gin Asp Gin Tyr Ser Phe Ser Thr Asp Thr Val Glu Cys 
165 170 ^ 175 



Arg Phe Tyr Ser Phe His Val Val His Thr Pro Pro Leu His Pro Asp 
180 185 190 



Phe Lys Arg Ala Leu Gly Asp Leu Pro His His Phe Asn Ala Ser Thr 
195 200 205 



Gin Pro Ala Tyr Leu Arg Leu lie Ser Asn Tyr Gly Thr His Phe lie 
210 215 220 



Arg Ala Val Glu Leu Gly Gly Arg lie Ser Ala Leu Thr Ala Leu Arg 
225 230 235 240 



Thr Cys Glu Leu Ala Leu Glu Gly Leu Thr Asp Asn Glu Val Glu Asp 
245 250 255 



Cys Leu Thr Val Glu Ala Gin Val Asn lie Gly lie His Gly Ser lie 
260 265 270 



Ser Ala Glu Ala Lys Ala Cys Glu Glu Lys Lys Lys Lys His Lys Met 
275 280 285 



Thr Ala Ser Phe His Gin Thr Tyr Arg Glu Arg His Ser Glu Val Val 
290 295 300 



Gly Gly His His Thr Ser lie Asn Asp Leu Leu Phe Gly lie Gin Ala 
305 310 315 320 



Gly Pro Glu Gin Tyr Ser Ala Trp Val Asn Ser Val Pro Gly Ser Pro 
325 330 335 



Gly Leu Val Asp Tyr Thr Leu Glu Pro Leu His Val Leu Leu Asp Ser 
340 345 350 



Gin Asp Pro Arg Arg Glu Ala Leu Arg Arg Ala Leu Ser Gin Tyr Leu 
355 360 365 



Thr Asp Arg Ala Arg Trp Arg Asp Cys Ser Arg Pro Cys Pro Pro Gly 
370 375 380 



Arg Gin Lys Ser Pro Arg Asp Pro Cys Gin Cys Val Cys His Gly Ser 
385 390 395 400 
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Ala Val Thr Thr Gin Asp Cys Cys Pro Arg Gin Arg Gly Leu Ala Gin 
405 410 415 

Leu Glu val Thr Phe lie Gin Ala Trp Ser Leu Trp Gly Asp Trp Ph e 
420 425 430 

Thr Ala Thr Asp Ala Tyr Val Lys Leu Phe Phe Gly Gly Gin Glu Leu 
43 S 440 445 

Arg Thr Ser Thr Val Trp Asp Asn Asn Asn Pro He Trp Ser Val Arc 
450 455 460 

Leu Asp Phe Gly Asp Val Leu Leu Ala Thr Gly Gly Pro Leu Arg Leu 
465 470 475 9 480 

Gin Val Trp Asp Gin Asp Ser Gly Arg Asp Asp Asp Leu Leu Gly Thr 
4 85 490 495 

Cys Asp Gin Ala Pro Lys Ser Gly Ser His Glu Val Arg Cys Asn Leu 
500 505 510 

Asn His Gly His Leu Lys Phe Arg Tyr His Ala Arg Cys Leu Pro His 
515 520 525 

Leu Gly Gly Gly Thr Cys Leu Asp Tyr Val Pro Gin Met Leu Leu Gly 
530 535 54Q 

Glu Pro Pro Gly Asn Arg Ser Gly Ala Val Trp 
545 550 S55 

<210> 2476 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 2476 

Met Gly Leu Thr Ser Gin Leu Leu Pro Pro Leu Phe Phe Leu Leu Ala 
1 5 10 is 

Cys Ala Gly Asn Phe Val His Gly His Lys Cys Asp He Thr Leu Gin 
20 25 30 

Glu lie He Lys Thr Leu Asn Ser Leu Thr Glu Gin Lys Thr Leu Cvs 
35 40 45 

Thr Glu Leu Thr Val Thr Asp He Phe Ala Ala Ser Lys Asn Thr Thr 
50 55 60 
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Glu Lys Glu Thr Phe Cys Arg Ala Ala Thr Val Leu Arg Gin Phe Tyr 
65 70 75 " 80 

Ser His His Glu Lys Asp Thr Arg Cys Leu Gly Ala Thr Ala Gin Gin 
85 90 95 

Phe His Arg His Lys Gin Leu He Arg Phe Leu Lys Arg Leu Asp Arg 
100 105 no 

Asn Leu Trp Gly Leu Ala Gly Leu Asn Ser Cys Pro Val Lys Glu Ala 
US 120 125 

Asn Gin ser Thr Leu Glu Asn Phe Leu Glu Arg Leu Lys Thr He Met 
130 135 14Q 

Arg Glu Lys Tyr Ser Lys Cys Ser Ser 
145 150 



<210> 2477 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 2477 

Met His Pro Leu Leu Asn Pro Leu Leu Leu Ala Leu Gly Leu Met Ala 
1 5 10 15 

Leu Leu Leu Thr Thr Val He Ala Leu Thr Cys Leu Gly Gly Phe Ala 
20 25 30 

Ser Pro Gly Pro Val Pro Pro Ser Thr Ala Leu Arg Glu Leu He Glu 
35 40 45 

Glu Leu val Asn He Thr Gin Asn Gin Lys Ala Pro Leu Cys Asn Gly 
50 55 60 

Ser Met Val Trp Ser He Asn Leu Thr Ala Gly Met Tyr Cys Ala Ala 
65 70 75 80 

Leu Glu Ser Leu He Asn Val Ser Gly Cys Ser Ala He Glu Lys Thr 
85 90 95 

Gin Arg Met Leu Ser Gly Phe Cys Pro His Lys Val Ser Ala Gly Gin 
100 105 110 
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Phe Ser Ser Leu His Val Arg Asp Thr Lys lie Glu Val Ala Gin Phe 
115 120 125 



Val Lys Asp Leu Leu Leu His Leu Lys Lys Leu Phe Arg Glu Gly Gin 
130 135 140 



Phe Asn 



145 




<210> 


2478 


<211> 


223 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2478 



Met Ala Cys Leu Gly Phe Gin Arg His Lys Ala Gin Leu Asn Leu Ala 
15 10 15 



Thr Arg Thr Trp Pro Cys Thr Leu Leu Phe Phe Leu Leu Phe lie Pro 
20 25 30 



Val Phe Cys Lys Ala Met His Val Ala Gin Pro Ala Val Val Leu Ala 
35 40 45 



Ser Ser Arg Gly He Ala Ser Phe Val Cys Glu Tyr Ala Ser Pro Gly 
50 55 60 



Lys Ala Thr Glu Val Arg Val Thr Val Leu Arg Gin Ala Asp Ser Gin 
65 70 75 80 



Val Thr Glu Val Cys Ala Ala Thr Tyr Met Met Gly Asn Glu Leu Thr 
85 90 95 



Phe Leu Asp Asp Ser He Cys Thr Gly Thr Ser Ser Gly Asn Gin Val 
100 105 110 



Asn Leu Thr He Gin Gly Leu Arg Ala Met Asp Thr Gly Leu Tyr He 
115 120 125 



Cys Lys Val Glu Leu Met Tyr Pro Pro Pro Tyr Tyr Leu Gly He Gly 
130 135 140 



Asn Gly Thr Gin He Tyr Val He Asp Pro Glu Pro Cys Pro Asp Ser 
145 150 155 160 



Asp Phe Leu Leu Trp He Leu Ala Ala Val Ser Ser Gly Leu Phe Phe 
165 170 175 
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Tyr Ser Phe Leu Leu Thr Ala Val Ser Leu Ser Lys Met Leu Lys Lys 
180 185 * 190 

Arg Ser Pro Leu Thr Thr Gly Val Tyr Val Lys Met Pro Pro Thr Glu 
195 200 205 



Pro Glu Cys Glu Lys Gin Phe Gin Pro Tyr Phe He Pro He Asn 
210 215 220 



<210> 2479 

<211> 235 

<212> PRT 

<213> Homo sapiens 

<400> 2479 

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu 
1 5 10 15 

His Ala Ala Arg Pro Ser Gin Phe Arg Val Ser Pro Leu Asp Arg Thr 
20 25 30 



Trp Asn Leu Gly Glu Thr Val Glu Leu Lys Cys Gin Val Leu Leu Ser 
35 40 "* 45 



Asn Pro Thr Ser Gly Cys Ser Trp Leu Phe Gin Pro Arg Gly Ala Ala 
50 55 60 

Ala Ser Pro Thr Phe Leu Leu Tyr Leu Ser Gin Asn Lys Pro Lys Ala 
65 70 75 80 

Ala Glu Gly Leu Asp Thr Gin Arg Phe Ser Gly Lys Arg Leu Gly Asp 
85 90 95 

Thr Phe Val Leu Thr Leu Ser Asp Phe Arg Arg Glu Asn Glu Gly Tyr 
100 105 110 

Tyr Phe Cys Ser Ala Leu Ser Asn Ser He Met Tyr Phe Ser His Phe 
115 120 ' 125 

Val Pro Val Phe Leu Pro Ala Lys Pro Thr Thr Thr Pro Ala Pro Arg 
130 135 140 

Pro Pro Thr Pro Ala Pro Thr He Ala Ser Gin Pro Leu Ser Leu Arg 
145 150 155 160 
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Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His fhr Arg Gly 
165 170 175 

Leu Asp Phe Ala Cys Asp He Tyr He Trp Ala Pro Leu Ala Gly Thr 
180 185 190 

Cys Gly Val Leu Leu Leu Ser Leu Val He Thr Leu Tyr Cys Asn His 
195 200 205 

Arg Asn Arg Arg Arg Val Cys Lys Cys Pro Arg Pro Val Val Lys Ser 
210 215 220 

Gly Asp Lys Pro Ser Leu Ser Ala Arg Tyr Val 

230 ' 235 



225 




<210> 


2480 


<211> 


181 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2480 



Met Leu Leu Glu Pro Gly Arg Gly Cys Cys Ala Leu Ala He Leu Leu 
15 10 15 

Ala He Val Asp He Gin Ser Gly Gly Cys He Asn He Thr Ser Ser 
20 25 30 

Ala Ser Gin Glu Gly Thr Arg Leu Asn Leu He Cys Thr Val Trp His 
35 40 45 

Lys Lys Glu Glu Ala Glu Gly Phe Val Val Phe Leu Cys Lys Asp Arg 
50 55 60 

Ser Gly Asp Cys Ser Pro Glu Thr Ser Leu Lys Gin Leu Arg Leu Lys 
65 70 75 80 

Arg Asp Pro Gly He Asp Gly Val Gly Glu He Ser Ser Gin Leu Met 
85 90 95 

Phe Thr He Ser Gin Val Thr Pro Leu His Ser Gly Thr Tyr Gin Cys 
100 105 110 

Cys Ala Arg Ser Gin Lys Ser Gly He Arg Leu Gin Gly His Phe Phe 
115 120 125 

Ser He Leu Phe Thr Glu Thr Gly Asn Tyr Thr Val Thr Gly Leu Lys 
130 135 140 
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Gin Arg Gin His Leu Glu Phe Ser His Asn Glu Gly Thr Leu Ser Ser 
145 150 155 160 



Gly Phe Leu Gin Glu Lys Val Trp Val Met Leu Val Thr Ser Leu Val 
165 170 175 



Ala Leu Gin Ala Leu 
180 



<210> 2481 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 2481 

Met Val His Leu Thr Pro Glu Glu Lys Ser Ala Val Thr Ala Leu Trp 
15 10 15 



Gly Lys Val Asn Val Asp Glu Val Gly Gly Glu Ala Leu Gly Arg Leu 
20 25 30 



Leu Val Val Tyr Pro Trp Thr Gin Arg Phe Phe Glu Ser Phe Gly Asp 
35 40 45 



Leu Ser Thr Pro Asp Ala Val Met Gly Asn Pro Lys Val Lys Ala His 
50 55 60 



Gly Lys Lys Val Leu Gly Ala Phe Ser Asp Gly Leu Ala His Leu Asp 
65 70 75 80 



Asn Leu Lys Gly Thr Phe Ala Thr Leu Ser Glu Leu His Cys Asp Lys 
85 90 95 



Leu His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly Asn Val Leu Val 
100 105 110 



Cys Val Leu Ala His His Phe Gly Lys Glu Phe Thr Pro Pro Val Gin 
115 120 125 



Ala Ala Tyr Gin Lys Val Val Ala Gly Val Ala Asn Ala Leu Ala His 
130 135 140 



Lys Tyr His 
145 
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<210> 2482 

<211> 259 

<212> PRT 

<213> Homo sapiens 

<400> 2482 

Met Ser Lys Tyr Lys Leu lie Met Leu Arg His Gly Glu Gly Ala Trp 
1 5 10 15 



Asn Lys Glu Asn Arg Phe Cys Ser Trp Val Asp Gin Lys Leu Asn Ser 
20 25 30 

Glu Gly Met Glu Glu Ala Arg Asn Cys Gly Lys Gin Leu Lys Ala Leu 
35 40 45 

Asn Phe Glu Phe Asp Leu Val Phe Thr Ser Val Leu Asn Arg Ser lie 
50 55 60 



His Thr Ala Trp Leu lie Leu Glu Glu Leu Gly Gin Glu Trp Val Pro 
65 70 75 80 

Val Glu Ser Ser Trp Arg Leu Asn Glu Arg His Tyr Gly Ala Leu lie 
85 90 95 

Gly Leu Asn Arg Glu Gin Met Ala Leu Asn His Gly Glu Glu Gin Val 
100 105 110 



Arg Leu Trp Arg Arg Ser Tyr Asn Val Thr Pro Pro Pro lie Glu Glu 
115 120 125 

Ser His Pro Tyr Tyr Gin Glu lie Tyr Asn Asp Arg Arg Tyr Lys Val 
130 135 140 

Cys Asp Val Pro Leu Asp Gin Leu Pro Arg Ser Glu Ser Leu Lys Asp 
145 150 155 160 

Val Leu Glu Arg Leu Leu Pro Tyr Trp Asn Glu Arg lie Ala Pro Glu 
165 170 175 

Val Leu Arg Gly Lys Thr He Leu He Ser Ala His Gly Asn Ser Ser 
180 185 190 

Arg Ala Leu Leu Lys His Leu Glu Gly He Ser Asp Glu Asp He He 
195 200 205 

Asn He Thr Leu Pro Thr Gly Val Pro He Leu Leu Glu Leu Asp Glu 
210 215 220 
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Asn Leu Arg Ala Val Gly Pro His Gin Phe Leu Gly Asp Gin Glu Ala 
225 230 235 240 



lie Gin Ala Ala lie Lys Lys Val Glu Asp Gin Gly Lys Val Lys Gin 
245 250 255 



Ala Lys Lys 



<210> 2483 

<211> 344 

<212> PRT 

<213> Homo sapiens 

<400> 2483 

Met Ser Ala Leu Ala Ala Arg Leu Leu Gin Pro Ala His Ser Cys Ser 
15 10 15 



Leu Arg Leu Arg Pro Phe His Leu Ala Ala Val Arg Asn Glu Ala Val 
20 25 30 



Val lie Ser Gly Arg Lys Leu Ala Gin Gin lie Lys Gin Glu Val Arg 
35 40 45 



Gin Glu. Val Glu Glu Trp Val Ala Ser Gly Asn Lys Arg Pro His Leu 
50 55 60 



Ser Val lie Leu Val Gly Glu Asn Pro Ala Ser His Ser Tyr Val Leu 
65 70 75 80 



Asn Lys Thr Arg Ala Ala Ala Val Val Gly He Asn Ser Glu Thr He 
85 90 95 



Met Lys Pro Ala Ser He Ser Glu Glu Glu Leu Leu Asn Leu He Asn 
100 105 110 



Lys Leu Asn Asn Asp Asp Asn Val Asp Gly Leu Leu Val Gin Leu Pro 
115 120 125 



Leu Pro Glu His He Asp Glu Arg Arg He Cys Asn Ala Val Ser Pro 
130 135 140 



Asp Lys Asp Val Asp Gly Phe His Val He Asn Val Gly Arg Met Cys 
145 150 155 160 
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Leu Asp Gin Tyr Ser Met Leu Pro Ala Thr Pro Trp Gly Val Trp Glu 
165 170 175 



lie lie Lys Arg Thr Gly lie Pro Thr Leu Gly Lys Asn Val Val Val 
180 185 190 



Ala Gly Arg Ser Lys Asn Val Gly Met Pro lie Ala Met Leu Leu His 
195 200 205 



Thr Asp Gly Ala His Glu Arg Pro Gly Gly Asp Ala Thr Val Thr lie 
210 215 220 



Ser His Arg Tyr Thr Pro Lys Glu Gin Leu Lys Lys His Thr lie Leu 
225 230 235 240 



Ala Asp lie Val lie Ser Ala Ala Gly He Pro Asn Leu He Thr Ala 
245 250 255 



Asp Met He Lys Glu Gly Ala Ala Val He Asp Val Gly He Asn Arg 
260 265 270 



Val His Asp Pro Val Thr Ala Lys Pro Lys Leu Val Gly Asp Val Asp 
275 280 285 



Phe Glu Gly Val Arg Gin Lys Ala Gly Tyr He Thr Pro Val Pro Gly 
290 295 300 



Gly Val Gly Pro Met Thr Val Ala Met Leu Met Lys Asn Thr He He 
305 310 315 320 



Ala Ala Lys Lys Val Leu Arg Leu Glu Glu Arg Glu Val Leu Lys Ser 
325 330 335 



Lys Glu Leu Gly Val Ala Thr Asn 
340 



<210> 2484 

<211> 808 

<212> PRT 

<213> Homo sapiens 

<400> 2484 

Met Ala Glu Leu Leu Ala Ser Ala Gly Ser Ala Cys Ser Trp Asp Phe 
1 5 10 15 



Pro Arg Ala Pro Pro Ser Phe Pro Pro Pro Ala Ala Ser Arg Gly Gly 
20 25 30 
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Leu Gly Gly Thr Arg Ser Phe Arg Pro His Arg Gly Ala Glu Ser Pro 
35 40 45 



Arg Pro Gly Arg Asp Arg Asp Gly Val Arg Val Pro Met Ala Ser Ser 
50 55 60 



Arg Cys Pro Ala Pro Arg Gly Cys Arg Cys Leu Pro Gly Ala Ser Leu 
65 70 75 80 



Ala Trp Leu Gly Thr Val Leu Leu Leu Leu Ala Asp Trp Val Leu Leu 
85 90 95 



Arg Thr Ala Leu Pro Arg He Phe Ser Leu Leu Val Pro Thr Ala Leu 
100 105 110 



Pro Leu Leu Arg Val Trp Ala Val Gly Leu Ser Arg Trp Ala Val Leu 
115 120 125 



Trp Leu Gly Ala Cys Gly Val Leu Arg Ala Thr Val Gly Ser Lys Ser 
130 135 140 



Glu Asn Ala Gly Ala Gin Gly Trp Leu Ala Ala Leu Lys Pro Leu Ala 
145 150 155 160 



Ala Ala Leu Gly Leu Ala Leu Pro Gly Leu Ala Leu Phe Arg Glu Leu 
165 170 175 



He Ser Trp Gly Ala Pro Gly Ser Ala Asp Ser Thr Arg Leu Leu His 
180 185 190 



Trp Gly Ser His Pro Thr Ala Phe Val Val Ser Tyr Ala Ala Ala Leu 
195 200 205 



Pro Ala Ala Ala Leu Trp His Lys Leu Gly Ser Leu Trp Val Pro Gly 
210 215 220 



Gly Gin Gly Gly Ser Gly Asn Pro Val Arg Arg Leu Leu Gly Cys Leu 
225 230 235 240 



Gly Ser Glu Thr Arg Arg Leu Ser Leu Phe Leu Val Leu Val Val Leu 
245 250 255 



Ser Ser Leu Gly Glu Met Ala He Pro Phe Phe Thr Gly Arg Leu Thr 
260 265 270 
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Asp Trp lie Leu Gin Asp Gly Ser Ala Asp Thr Phe Thr Arg Asn Leu 
275 280 285 



Thr Leu Met Ser lie Leu Thr lie Ala Ser Ala Val Leu Glu Phe Val 
290 295 300 



Gly Asp Gly lie Tyr Asn Asn Thr Met Gly His Val His Ser His Leu 
305 310 315 320 



Gin Gly Glu Val Phe Gly Ala Val Leu Arg Gin Glu Thr Glu Phe Phe 
325 330 335 



Gin Gin Asn Gin Thr Gly Asn He Met Ser Arg Val Thr Glu Asp Thr 
340 345 350 



Ser Thr Leu Ser Asp Ser Leu Ser Glu Asn Leu Ser Leu Phe Leu Trp 
355 360 365 



Tyr Leu Val Arg Gly Leu Cys Leu Leu Gly He Met Leu Trp Gly Ser 
370 375 380 



Val Ser Leu Thr Met Val Thr Leu He Thr Leu Pro Leu Leu Phe Leu 
385 390 395 400 



Leu Pro Lys Lys Val Gly Lys Trp Tyr Gin Leu Leu Glu Val Gin Val 
405 410 415 



Arg Glu Ser Leu Ala Lys Ser Ser Gin Val Ala He Glu Ala Leu Ser 
420 425 430 



Ala Met Pro Thr Val Arg Ser Phe Ala Asn Glu Glu Gly Glu Ala Gin 
435 440 445 



Lys Phe Arg Glu Lys Leu Gin Glu He Lys Thr Leu Asn Gin Lys Glu 
450 455 460 



Ala Val Ala Tyr Ala Val Asn Ser Trp Thr Thr Ser He Ser Gly Met 
465 470 475 480 



Leu Leu Lys Val Gly He Leu Tyr He Gly Gly Gin Leu Val Thr Ser 
485 490 495 



Gly Ala Val Ser Ser Gly Asn Leu Val Thr Phe Val Leu Tyr Gin Met 
500 505 510 
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Gin Phe Thr Gin Ala Val Glu Val Leu Leu Ser lie Tyr Pro Arg Val 
515 520 525 

Gin Lys Ala Val Gly Ser Ser Glu Lys lie Phe Glu Tyr Leu Asp Arg 
530 535 540 

Thr Pro Arg Cys Pro Pro Ser Gly Leu Leu Thr Pro Leu His Leu Glu 
545 550 555 560 

Gly Leu Val Gin Phe Gin Asp Val Ser Phe Ala Tyr Pro Asn Arg Pro 
565 570 575 

Asp Val Leu Val Leu Gin Gly Leu Thr Phe Thr Leu Arg Pro Gly Glu 
580 585 590 

Val Thr Ala Leu Val Gly Pro Asn Gly Ser Gly Lys Ser Thr Val Ala 
595 600 605 

Ala Leu Leu Gin Asn Leu Tyr Gin Pro Thr Gly Gly Gin Leu Leu Leu 
610 615 620 

Asp Gly Lys Pro Leu Pro Gin Tyr Glu His Arg Tyr Leu His Arg Gin 
625 630 635 * 640 

Val Ala Ala Val Gly Gin Glu Pro Gin Val Phe Gly Arg Ser Leu Gin 
645 650 ~ 655 

Glu Asn He Ala Tyr Gly Leu Thr Gin Lys Pro Thr Met Glu Glu He 
660 665 670 

Thr Ala Ala Ala Val Lys Ser Gly Ala His Ser Phe He Ser Gly Leu 
675 680 685 

Pro Gin Gly Tyr Asp Thr Glu Val Asp Glu Ala Gly Ser Gin Leu Ser 
690 695 700 

Gly Gly Gin Arg Gin Ala Val Ala Leu Ala Arg Ala Leu He Arg Lys 
705 710 715 720 

Pro Cys Val Leu He Leu Asp Asp Ala Thr Ser Ala Leu Asp Ala Asn 
725 730 735 

Ser Gin Leu Gin Val Glu Gin Leu Leu Tyr Glu Ser Pro Glu Arg Tyr 
740 745 750 

Ser Arg Ser Val Leu Leu He Thr Gin His Leu Ser Leu Val Glu Gin 

830 



WO 2004/042346 
755 



760 



PCT/US2003/012946 

765 



Ala Asp His He Leu Phe Leu Glu Gly Gly Ala He Arg Glu Gly Gly 
770 775 780 

Thr His Gin Gin Leu Met Glu Lys Lys Gly Cys Tyr Trp Ala Met Val 
785 ™° 795 * 800 

Gin Ala Pro Ala Asp Ala Pro Glu 
805 



<210> 2485 

<211> 4S3 

<212> PRT 

<213> Homo sapiens 

<400> 2485 

Met Ala Arg Lys Val Val Ser Arg Lys Arg Lys Ala Pro Ala Ser Pro 
1 5 10 1 5 

Gly Ala Gly Ser Asp Ala Gin Gly Pro Gin Phe Gly Trp Asp His Ser 
20 25 30 

Leu His Lys Arg Lys Arg Leu Pro Pro Val Lys Arg Ser Leu Val Tvr 
35 40 45 

Tyr Leu Lys Asn Arg Glu Val Arg Leu Gin Asn Glu Thr Ser Tyr Ser 
50 55 60 

Arg Val Leu His Gly Tyr Ala Ala Gin Gin Leu Pro Ser Leu Leu Lvs 
65 ™ 75 8 0 

Glu Arg Glu Phe His Leu Gly Thr Leu Asn Lys Val Phe Ala Ser Gin 
85 90 95 

Trp Leu Asn His Arg Gin Val Val Cys Gly Thr Lys Cys Asn Thr Leu 
100 105 110 

Phe Val Val Asp Val Gin Thr Ser Gin He Thr Lys He Pro He Leu 
115 120 125 

Lys Asp Arg Glu Pro Gly Gly Val Thr Gin Gin Gly Cys Gly He His 
130 135 140 

Ala He Glu Leu Asn Pro Ser Arg Thr Leu Leu Ala Thr Gly Gly Asp 
145 15 0 155 160 



831 



WO 2004/042346 



PCT/US2003/012946 



Asn Pro Asn Ser Leu Ala lie Tyr Arg Leu Pro Thr Leu Asp Pro Val 
165 170 175 



Cys Val Gly Asp Asp Gly His Lys Asp Trp lie Phe Ser lie Ala Trp 
180 185 190 



lie Ser Asp Thr Met Ala Val Ser Gly Ser Arg Asp Gly Ser Met Gly 
195 200 205 



Leu Trp Glu Val Thr Asp Asp Val Leu Thr Lys Ser Asp Ala Arg His 
210 215 220 



Asn Val Ser Arg Val Pro Val Tyr Ala His lie Thr His Lys Ala Leu 
225 230 235 240 



Lys Asp lie Pro Lys Glu Asp Thr Asn Pro Asp Asn Cys Lys Val Arg 
245 250 255 



Ala Leu Ala Phe Asn Asn Lys Asn Lys Glu Leu Gly Ala Val Ser Leu 
260 265 270 



Asp Gly Tyr Phe His Leu Trp Lys Ala Glu Asn Thr Leu Ser Lys Leu 
275 280 285 



Leu Ser Thr Lys Leu Pro Tyr Cys Arg Glu Asn Val Cys Leu Ala Tyr 
290 295 300 



Gly Ser Glu Trp Ser Val Tyr Ala Val Gly Ser Gin Ala His Val Ser 
305 310 315 320 



Phe Leu Asp Pro Arg Gin Pro Ser Tyr Asn Val Lys Ser Val Cys Ser 
325 330 335 



Arg Glu Arg Gly Ser Gly lie Arg Ser Val Ser Phe Tyr Glu His lie 
340 345 350 



lie Thr Val Gly Thr Gly Gin Gly Ser Leu Leu Phe Tyr Asp lie Arg 
355 360 365 



Ala Gin Arg Phe Leu Glu Glu Arg Leu Ser Ala Cys Tyr Gly Ser Lys 
370 375 380 



Pro Arg Leu Ala Gly Glu Asn Leu Lys Leu Thr Thr Gly Lys Gly Trp 
385 390 395 400 
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Leu Asn His Asp Glu Thr Trp Arg Asn Tyr Phe Ser Asp lie Asp Phe 
405 410 415 



Phe Pro Asn Ala Val Tyr Thr His Cys Tyr Asp Ser Ser Gly Thr Lys 
420 425 430 



Leu Phe Val Ala Gly Gly Pro Leu Pro Ser Gly Leu His Gly Asn Tyr 
435 440 445 



Ala Gly Leu Trp Ser 
450 



<210> 2486 

<211> 352 

<212> PRT 

<213> Homo sapiens 

<400> 2486 

Met Glu Gly lie Ser lie Tyr Thr Ser Asp Asn Tyr Thr Glu Glu Met 
1 5 10 15 



Gly Ser Gly Asp Tyr Asp Ser Met Lys Glu Pro Cys Phe Arg Glu Glu 
20 25 30 



Asn Ala Asn Phe Asn Lys lie Phe Leu Pro Thr lie Tyr Ser lie lie 
35 40 45 



Phe Leu Thr Gly He Val Gly Asn Gly Leu Val He Leu Val Met Gly 
50 55 60 



Tyr Gin Lys Lys Leu Arg Ser Met Thr Asp Lys Tyr Arg Leu His Leu 
65 70 75 80 



Ser Val Ala Asp Leu Leu Phe Val He Thr Leu Pro Phe Trp Ala Val 
85 90 95 



Asp Ala Val Ala Asn Trp Tyr Phe Gly Asn Phe Leu Cys Lys Ala Val 
100 105 110 



His Val He Tyr Thr Val Asn Leu Tyr Ser Ser Val Leu He Leu Ala 
115 120 125 



Phe He Ser Leu Asp Arg Tyr Leu Ala He Val His Ala Thr Asn Ser 

130 135 140 

Gin Arg Pro Arg Lys Leu Leu Ala Glu Lys Val Val Tyr Val Gly Val 

145 ^ 150 155 160 
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Trp lie Pro Ala Leu Leu Leu Thr lie Pro Asp Phe He Phe Ala Asn 
165 170 175 



Val Ser Glu Ala Asp Asp Arg Tyr He Cys Asp Arg Phe Tyr Pro Asn 
180 185 190 



Asp Leu Trp Val Val Val Phe Gin Phe Gin His He Met Val Gly Leu 
195 200 205 



He Leu Pro Gly He Val He Leu Ser Cys Tyr Cys He He He Ser 
210 215 220 



Lys Leu Ser His Ser Lys Gly His Gin Lys Arg Lys Ala Leu Lys Thr 
225 230 235 240 



Thr Val He Leu He Leu Ala Phe Phe Ala Cys Trp Leu Pro Tyr Tyr 
245 250 255 



He Gly He Ser He Asp Ser Phe He Leu Leu Glu He He Lys Gin 
260 265 270 



Gly Cys Glu Phe Glu Asn Thr Val His Lys Trp He Ser He Thr Glu 
275 280 285 



Ala Leu Ala Phe Phe His Cys Cys Leu Asn Pro He Leu Tyr Ala Phe 
290 295 300 



Leu Gly Ala Lys Phe Lys Thr Ser Ala Gin His Ala Leu Thr Ser Val 
305 310 315 320 



Ser Arg Gly Ser Ser Leu Lys He Leu Ser Lys Gly Lys Arg Gly Gly 
325 330 335 



His Ser Ser Val Ser Thr Glu Ser Glu Ser Ser Ser Phe His Ser Ser 
340 345 350 



<210> 2487 

<211> 199 

<212> PRT 

<213> Homo sapiens 

<400> 2487 

Met Ser Ser Glu Asn Cys Phe Val Ala Glu Asn Ser Ser Leu His Pro 
15 10 15 
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Glu Ser Gly Gin Glu Asn Asp Ala Thr Ser Pro His Phe Ser Thr Arg 
20 25 30 



His Glu Gly Ser Phe Gin Val Pro Val Leu Cys Ala Val Met Asn Val 
35 40 45 



Val Phe He Thr He Leu He He Ala Leu He Ala Leu Ser Val Gly 
50 55 60 



Gin Tyr Asn Cys Pro Gly Gin Tyr Thr Phe Ser Met Pro Ser Asp Ser 
65 70 75 80 



His Val Ser Ser Cys Ser Glu Asp Trp Val Gly Tyr Gin Arg Lys Cys 
85 90 95 



Tyr Phe He Ser Thr Val Lys Arg Ser Trp Thr Ser Ala Gin Asn Ala 
100 105 HO 



Cys Ser Glu His Gly Ala Thr Leu Ala Val He Asp Ser Glu Lys Asp 
115 120 125 



Met Asn Phe Leu Lys Arg Tyr Ala Gly Arg Glu Glu His Trp Val Gly 
130 135 140 



Leu Lys Lys Glu Pro Gly His Pro Trp Lys Trp Ser Asn Gly Lys Glu 
145 - 150 _ 155 160 



Phe Asn Asn Trp Phe Asn Val Thr Gly Ser Asp Lys Cys Val Phe Leu 
165 170 175 



Lys Asn Thr Glu Val Ser Ser Met Glu Cys Glu Lys Asn Leu Tyr Trp 
180 185 190 



He Cys Asn Lys Pro Tyr Lys 
195 



<210> 2488 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 2488 

Met Lys Val Ser Ala Ala Ala Leu Ala Val He Leu He Ala Thr Ala 
15 10 15 



Leu Cys Ala Pro Ala Ser Ala Ser Pro Tyr Ser Ser Asp Thr Thr Pro 
20 25 30 
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Cys Cys Phe Ala Tyr He Ala Arg Pro Leu Pro Arg Ala His He Lys 
35 40 45 



Glu Tyr Phe Tyr Thr Ser Gly Lys Cys Ser Asn Pro Ala Val Val Phe 
50 55 60 



Val Thr Arg Lys Asn Arg Gin Val Cys Ala Asn Pro Glu Lys Lys Trp 
65 70 75 80 



Val Arg Glu Tyr He Asn Ser Leu Glu Met Ser 
85 90 



<210> 2489 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<400> 2489 

Met Asn Ser Phe Ser Thr Ser Ala Phe Gly Pro Val Ala Phe Ser Leu 
15 10 15 



Gly Leu Leu Leu Val Leu Pro Ala Ala Phe Pro Ala Pro Val Pro Pro 
20 25 30 



Gly Glu Asp Ser Lys Asp Val Ala Ala Pro His Arg Gin Pro Leu Thr 
35 40 45 



Ser Ser Glu Arg He Asp Lys Gin He Arg Tyr He Leu Asp Gly He 
50 55 60 



Ser Ala Leu Arg Lys Glu Thr Cys Asn Lys Ser Asn Met Cys Glu Ser 
65 70 75 * 80 



Ser Lys Glu Ala Leu Ala Glu Asn Asn Leu Asn Leu Pro Lys Met Ala 
85 90 95 



Glu Lys Asp Gly Cys Phe Gin Ser Gly Phe Asn Glu Glu Thr Cys Leu 
100 105 110 



Val Lys He He Thr Gly Leu Leu Glu Phe Glu Val Tyr Leu Glu Tyr 
115 120 125 



Leu Gin Asn Arg Phe Glu Ser Ser Glu Glu Gin Ala Arg Ala Val Gin 
130 135 140 
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Met Ser Thr Lys Val Leu lie Gin Phe Leu Gin Lys Lys Ala Lys Asn 
145 150 155 160 



Leu Asp Ala lie Thr Thr Pro Asp Pro Thr Thr Asn Ala Ser Leu Leu 
165 170 175 



Thr Lys Leu Gin Ala Gin Asn Gin Trp Leu Gin Asp Met Thr Thr His 
180 185 190 



Leu lie Leu Arg Ser Phe Lys Glu Phe Leu Gin Ser Ser Leu Arg Ala 
195 200 205 



Leu Arg Gin Met 
210 



<210> 2490 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 2490 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 



Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 



Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 



Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 



Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 



Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 



Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 



Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 



Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 
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Cys Gin Ser lie lie Ser Thr Leu Thr 
145 150 



<210> 2491 

<211> 231 

<212> PRT 

<213> Homo sapiens 

<400> 2491 



Met Gin Asp Glu Glu Arg Tyr Met Thr Leu Asn Val Gin Ser Lys Lys 
15 10 15 



Arg Ser Ser Ala Gin Thr Ser Gin Leu Thr Phe Lys Asp Tyr Ser Val 
20 25 30 



Thr Leu His Trp Tyr Lys lie Leu Leu Gly lie Ser Gly Thr Val Asn 
35 40 45 



Gly lie Leu Thr Leu Thr Leu lie Ser Leu lie Leu Leu Val Ser Gin 
50 55 60 



Gly Val Leu Leu Lys Cys Gin Lys Gly Ser Cys Ser Asn Ala Thr Gin 
65 70 75 80 



Tyr Glu Asp Thr Gly Asp Leu Lys Val Asn Asn Gly Thr Arg Arg Asn 
85 90 95 



lie Ser Asn Lys Asp Leu Cys Ala Ser Arg Ser Ala Asp Gin Thr Val 
100 105 110 



Leu Cys Gin Ser Glu Trp Leu Lys Tyr Gin Gly Lys Cys Tyr Trp Phe 
115 120 125 



Ser Asn Glu Met Lys Ser Trp Ser Asp Ser Tyr Val Tyr Cys Leu Glu 
130 135 140 



Arg Lys Ser His Leu Leu lie lie His Asp Gin Leu Glu Met Ala Phe 
145 150 155 160 



He Gin Lys Asn Leu Arg Gin Leu Asn Tyr Val Trp He Gly Leu Asn 
165 170 175 



Phe Thr Ser Leu Lys Met Thr Trp Thr Trp Val Asp Gly Ser Pro He 
180 185 190 
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Asp Ser Lys lie Phe Phe lie Lys Gly Pro Ala Lys Glu Asn Ser Cys 
195 200 205 

Ala Ala lie Lys Glu Ser Lys lie Phe Ser Glu Thr Cys Ser Ser Val 
210 215 220 

Phe Lys Trp lie Cys Gin Tyr 
225 230 

<210> 2492 

<211> 512 

<212> PRT 

<213> Homo sapiens 

<400> 2492 

Met Gly Cys lie Lys Ser Lys Gly Lys Asp Ser Leu Ser Asp Asp Gly 
15 10 15 

Val Asp Leu Lys Thr Gin Pro Val Arg Asn Thr Glu Arg Thr He Tyr 
20 25 30 

Val Arg Asp Pro Thr Ser Asn Lys Gin Gin Arg Pro Val Pro Glu Ser 
35 40 45 

Gin Leu Leu Pro Gly Gin Arg Phe Gin Thr Lys Asp Pro Glu Glu Gin 
50 55 60 

Gly Asp He Val Val Ala Leu Tyr Pro Tyr Asp Gly He His Pro Asp 
65 70 75 80 

Asp Leu Ser Phe Lys Lys Gly Glu Lys Met Lys Val Leu Glu Glu His 
85 90 95 

Gly Glu Trp Trp Lys Ala Lys Ser Leu Leu Thr Lys Lys Glu Gly Phe 
100 105 110 

He Pro Ser Asn Tyr Val Ala Lys Leu Asn Thr Leu Glu Thr Glu Glu 
115 120 125 

Trp Phe Phe Lys Asp He Thr Arg Lys Asp Ala Glu Arg Gin Leu Leu 
130 135 140 

Ala Pro Gly Asn Ser Ala Gly Ala Phe Leu He Arg Glu Ser Glu Thr 
"5 150 155 160 

Leu Lys Gly Ser Phe Ser Leu Ser Val Arg Asp Phe Asp Pro Val His 
165 170 175 



839 



WO 2004/042346 



PCT/US2003/012946 



Gly Asp Val He Lys His Tyr Lys He Arg Ser Leu Asp Asn Gly Gly 
180 185 190 

Tyr Tyr He Ser Pro Arg He Thr Phe Pro Cys He Ser Asp Met He 
195 200 205 

Lys His Tyr Gin Lys Gin Ala Asp Gly Leu Cys Arg Arg Leu Glu Lys 
210 215 220 

Ala Cys He Ser Pro Lys Pro Gin Lys Pro Trp Asp Lys Asp Ala Trp 
225 230 235 240 

Glu He Pro Arg Glu Ser He Lys Leu Val Lys Arg Leu Gly Ala Gly 
245 250 255 

Gin Phe Gly Glu Val Trp Met Gly Tyr Tyr Asn Asn Ser Thr Lys Val 
260 265 270 

Ala Val Lys Thr Leu Lys Pro Gly Thr Met Ser Val Gin Ala Phe Leu 
275 280 285 

Glu Glu Ala Asn Leu Met Lys Thr Leu Gin His Asp Lys Leu Val Arg 
29 ° 295 300 

Leu Tyr Ala Val Val Thr Arg Glu Glu Pro He Tyr He He Thr Glu 
305 310 315 320 

Tyr Met Ala Lys Gly Ser Leu Leu Asp Phe Leu Lys Ser Asp Glu Gly 
325 330 ' 335 

Gly Lys Val Leu Leu Pro Lys Leu He Asp Phe Ser Ala Gin He Ala 
340 345 350 

Glu Gly Met Ala Tyr He Glu Arg Lys Asn Tyr He His Arg Asp Leu 
355 360 365 

Arg Ala Ala Asn Val Leu Val Ser Glu Ser Leu Met Cys Lys He Ala 
370 375 380 

Asp Phe Gly Leu Ala Arg Val He Glu Asp Asn Glu Tyr Thr Ala Arg 
385 390 395 400 

Glu Gly Ala Lys Phe Pro He Lys Trp Thr Ala Pro Glu Ala He Asn 
4 °5 410 415 
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Phe Gly Cys Phe Thr lie Lys Ser Asp Val Trp Ser Phe Gly lie Leu 
420 425 430 



Leu Tyr Glu lie Val Thr Tyr Gly Lys lie Pro Tyr Pro Gly Arg Thr 
435 440 445 



Asn Ala Asp Val Met Thr Ala Leu Ser Gin Gly Tyr Arg Met Pro Arg 
450 455 460 



Val Glu Asn Cys Pro Asp Glu Leu Tyr Asp lie Met Lys Met Cys Trp 
465 470 475 480 



Lys Glu Lys Ala Glu Glu Arg Pro Thr Phe Asp Tyr Leu Gin Ser Val 
485 490 495 



Leu Asp Asp Phe Tyr Thr Ala Thr Glu Gly Gin Tyr Gin Gin Gin Pro 
500 505 510 



<210> 2493 

<211> 272 

<212> PRT 

<213> Homo sapiens 

<400> 2493 

Met Asp Ser Tyr Leu Leu Met Trp Gly Leu Leu Thr Phe He Met Val 
1 5 10 15 



Pro Gly Cys Gin Ala Glu Leu Cys Asp Asp Asp Pro Pro Glu He Pro 
20 25 30 



His Ala Thr Phe Lys Ala Met Ala Tyr Lys Glu Gly Thr Met Leu Asn 
35 40 45 



Cys Glu Cys Lys Arg Gly Phe Arg Arg lie Lys Ser Gly Ser Leu Tyr 
50 55 60 



Met Leu Cys Thr Gly Asn Ser Ser His Ser Ser Trp Asp Asn Gin Cys 
65 " 70 75 80 



Gin Cys Thr Ser Ser Ala Thr Arg Asn Thr Thr Lys Gin Val Thr Pro 
85 90 95 



Gin Pro Glu Glu Gin Lys Glu Arg Lys Thr Thr Glu Met Gin Ser Pro 
100 105 110 



Met Gin Pro Val Asp Gin Ala Ser Leu Pro Gly His Cys Arg Glu Pro 
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125 



Pro Pro Trp Glu Asn Glu Ala Thr Glu Arg lie Tyr His Phe Val Val 
130 !35 140 

Gly Gin Met Val Tyr Tyr Gin Cys Val Gin Gly Tyr Arg Ala Leu His 



145 150 155 



160 



Arg Gly Pro Ala Glu Ser Val Cys Lys Met Thr His Gly Lys Thr Arg 
165 170 1 75 

Trp Thr Gin Pro Gin Leu lie Cys Thr Gly Glu Met Glu Thr Ser Gin 
180 185 190 

Phe Pro Gly Glu Glu Lys Pro Gin Ala Ser Pro Glu Gly Arg Pro Glu 
195 200 205 

Ser Glu Thr Ser Cys Leu Val Thr Thr Thr Asp Phe Gin lie Gin Thr 
210 215 220 

Glu Met Ala Ala Thr Met Glu Thr Ser He Phe Thr Thr Glu Tyr Gin 
225 230 235 240 

Val Ala Val Ala Gly Cys Val Phe Leu Leu He Ser Val Leu Leu Leu 
245 250 255 

Ser Gly Leu Thr Trp Gin Arg Arg Gin Arg Lys Ser Arg Arg Thr He 
260 265 270 

<210> 2494 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 2494 

Met Lys Leu Cys Val Thr Val Leu Ser Leu Leu Met Leu Val Ala Ala 
1 5 10 is 

Phe Cys Ser Pro Ala Leu Ser Ala Pro Met Gly Ser Asp Pro Pro Thr 
20 25 30 

Ala Cys Cys Phe Ser Tyr Thr Ala Arg Lys Leu Pro Arg Asn Phe Val 
35 40 45 

Val Asp Tyr Tyr Glu Thr Ser Ser Leu Cys Ser Gin Pro Ala Val Val 
50 55 • 60 
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Phe Gin Thr Lys Arg Ser Lys Gin Val Cys Ala Asp Pro Ser Glu Ser 
65 70 75 80 



Trp Val Gin Glu Tyr Val Tyr Asp Leu Glu Leu Asn 
85 90 



<210> 2495 

<211> 532 

<212> PRT 

<213> Homo sapiens 

<400> 2495 

Met Met Met Val Arg Arg Gly Leu Leu Ala Trp lie Ser Arg Val Val 
1 5 10 15 



Val Leu Leu Val Leu Leu Cys Cys Ala lie Ser Val Leu Tyr Met Leu 
20 25 30 



Ala Cys Thr Pro Lys Gly Asp Glu Glu Gin Leu Ala Leu Pro Arg Ala 
35 40 45 



Asn Ser Pro Thr Gly Lys Glu Gly Tyr Gin Ala Val Leu Gin Glu Trp 
50 55 60 



Glu Glu Gin His Arg Asn Tyr Val Ser Ser Leu Lys Arg Gin lie Ala 
65 70 75 80 



Gin Leu Lys Glu Glu Leu Gin Glu Arg Ser Glu Gin Leu Arg Asn Gly 
85 90 95 



Gin Tyr Gin Ala Ser Asp Ala Ala Gly Leu Gly Leu Asp Arg Ser Pro 
100 105 110 



Pro Glu Lys Thr Gin Ala Asp Leu Leu Ala Phe Leu His Ser Gin Val 
115 120 125 



Asp Lys Ala Glu Val Asn Ala Gly Val Lys Leu Ala Thr Glu Tyr Ala 
130 135 140 



Ala Val Pro Phe Asp Ser Phe Thr Leu Gin Lys Val Tyr Gin Leu Glu 
145 150 155 160 



Thr Gly Leu Thr Arg His Pro Glu Glu Lys Pro Val Arg Lys Asp Lys 
165 170 175 



Arg Asp Glu Leu Val Glu Ala lie Glu Ser Ala Leu Glu Thr Leu Asn 
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180 185 190 



Asn Pro Ala Glu Asn Ser Pro Asn His Arg Pro Tyr Thr Ala Ser Asp 
195 200 205 



Phe lie Glu Gly lie Tyr Arg Thr Glu Arg Asp Lys Gly Thr Leu Tyr 
210 215 220 



Glu Leu Thr Phe Lys Gly Asp His Lys His Glu Phe Lys Arg Leu lie 
225 230 235 240 



Leu Phe Arg Pro Phe Gly Pro lie Met Lys Val Lys Asn Glu Lys Leu 
245 250 255 



Asn Met Ala Asn Thr Leu lie Asn Val lie Val Pro Leu Ala Lys Arg 
260 265 270 



Val Asp Lys Phe Arg Gin Phe Met Gin Asn Phe Arg Glu Met Cys lie 
275 280 285 



Glu Gin Asp Gly Arg Val His Leu Thr Val Val Tyr Phe Gly Lys Glu 
290 295 300 



Glu lie Asn Glu Val Lys Gly He Leu Glu Asn Thr Ser Lys Ala Ala 
305 310 315 320 



Asn Phe Arg Asn Phe Thr Phe He Gin Leu Asn Gly Glu Phe Ser Arg 
325 330 335 



Gly Lys Gly Leu Asp Val Gly Ala Arg Phe Trp Lys Gly Ser Asn Val 
340 345 350 



Leu Leu Phe Phe Cys Asp Val Asp He Tyr Phe Thr Ser Glu Phe Leu 
355 360 365 



Asn Thr Cys Arg Leu Asn Thr Gin Pro Gly Lys Lys Val Phe Tyr Pro 
370 375 380 



Val Leu Phe Ser Gin Tyr Asn Pro Gly He He Tyr Gly His His Asp 
385 390 395 400 



Ala Val Pro Pro Leu Glu Gin Gin Leu Val He Lys Lys Glu Thr Gly 
405 410 415 



Phe Trp Arg Asp Phe Gly Phe Gly Met Thr Cys Gin Tyr Arg Ser Asp 
420 425 430 
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Phe He Asn He Gly Gly Phe Asp Leu Asp He Lys Gly Trp Gly Gly 
435 440 445 

Glu Asp Val His Leu Tyr Arg Lys Tyr Leu His Ser Asn Leu He Val 
450 455 460 

Val Arg Thr Pro Val Arg Gly Leu Phe His Leu Trp His Glu Lys Arg 
465 470 475 ~ 480 

Cys Met Asp Glu Leu Thr Pro Glu Gin Tyr Lys Met Cys Met Gin Ser 
485 490 495 

Lys Ala Met Asn Glu Ala Ser His Gly Gin Leu Gly Met Leu Val Phe 
500 505 510 

Arg His Glu He Glu Ala His Leu Arg Lys Gin Lys Gin Lys Thr Ser 
515 520 525 



Ser Lys Lys Thr 
530 



<210> 2496 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 2496 

Met Lys Lys Ser Gly Val Leu Phe Leu Leu Gly He He Leu Leu Val 
15 10 15 

Leu He Gly Val Gin Gly Thr Pro Val Val Arg Lys Gly Arg Cys Ser 
20 25 30 

Cys He Ser Thr Asn Gin Gly Thr He His Leu Gin Ser Leu Lys Asp 
35 40 45 

Leu Lys Gin Phe Ala Pro Ser Pro Ser Cys Glu Lys He Glu He He 
50 55 60 

Ala Thr Leu Lys Asn Gly Val Gin Thr Cys Leu Asn Pro Asp Ser Ala 
65 70 75 80 

Asp Val Lys Glu Leu He Lys Lys Trp Glu Lys Gin Val Ser Gin Lys 
85 90 95 
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Lys Lys Gin Lys Asn Gly Lys Lys His Gin Lys Lys Lys Val Leu Lys 
100 105 no 

Val Arg Lys Ser Gin Arg Ser Arg Gin Lys Lys Thr Thr 
115 120 1 25 

<210> 2497 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 2497 

Met Asn Gin Thr Ala He Leu He Cys Cys Leu He Phe Leu Thr Leu 

1 5 in 



10 



15 



Ser Gly He Gin Gly Val Pro Leu Ser Arg Thr Val Arg Cys Thr Cys 
20 25 30 

He Ser lie Ser Asn Gin Pro Val Asn Pro Arg Ser Leu Glu Lys Leu 
35 40 45 

Glu He He Pro Ala Ser Gin Phe Cys Pro Arg Val Glu He He Ala 

55 60 

Thr Met Lys Lys Lys Gly Glu Lys Arg Cys Leu Asn Pro Glu Ser Lys 
bo 70 — 2 



75 so 



Ala He Lys Asn Leu Leu Lys Ala Val 



Ser Lys Glu Met Ser Lys Arq 
85 90 9 l 



Ser Pro 



<210> 2498 

<211> 155 

<212> PRT 

< 2 1 3 > Homo s ap i ens 

<400> 2498 



Met Thr Pro Gly Lys Thr Ser Leu Val Ser Leu Leu Leu Leu Leu Ser 
5 10 15 

Leu Glu Ala lie Val Lys Ala Gly He Thr He Pro Arg Asn Pro Gly 
20 25 30 



Cys Pro Asn Ser Glu Asp Lys Asn Phe Pro Arg Thr Val Met Val 



35 



40 45 



Asn 



846 



WO 2004/042346 



PCT/US2003/012946 



Leu Asn lie His Asn Arg Asn Thr Asn Thr Asn Pro Lys Arg Ser Ser 
50 55 60 



Asp Tyr Tyr Asn Arg Ser Thr Ser Pro Trp Asn Leu His Arg Asn Glu 
65 70 75 80 



Asp Pro Glu Arg Tyr Pro Ser Val lie Trp Glu Ala Lys Cys Arg His 
85 90 95 



Leu Gly Cys lie Asn Ala Asp Gly Asn Val Asp Tyr His Met Asn Ser 
100 105 110 



Val Pro lie Gin Gin Glu lie Leu Val Leu Arg Arg Glu Pro Pro His 
115 120 125 



Cys Pro Asn Ser Phe Arg Leu Glu Lys lie Leu Val Ser Val Gly Cys 
13 0 135 14 0 



Thr Cys Val Thr Pro lie Val His His Val Ala 

150 155 



145 




<210> 


2499 


<211> 


162 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2499 



Met Arg lie Ser Lys Pro His Leu Arg Ser lie Ser lie Gin Cys Tyr 
15 10 15 

t 

Leu Cys Leu Leu Leu Asn Ser His Phe Leu Thr Glu Ala Gly He His 
20 25 30 



Val Phe He Leu Gly Cys Phe Ser Ala Gly Leu Pro Lys Thr Glu Ala 
35 40 45 



Asn Trp Val Asn Val He Ser Asp Leu Lys Lys He Glu Asp Leu He 
50 55 60 



Gin Ser Met His He Asp Ala Thr Leu Tyr Thr Glu Ser Asp Val His 
65 70 75 80 



Pro Ser Cys Lys Val Thr Ala Met Lys Cys Phe Leu Leu Glu Leu Gin 
85 90 95 



Val He Ser Leu Glu Ser Gly Asp Ala Ser He His Asp Thr Val Glu 
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100 105 110 



Asn Leu lie lie Leu Ala Asn Asn Ser Leu Ser Ser Asn Gly Asn Val 
115 120 125 



Thr Glu Ser Gly Cys Lys Glu Cys Glu Glu Leu Glu Glu Lys Asn lie 
13 0 13 5 140 



Lys Glu Phe Leu Gin Ser Phe Val His lie Val Gin Met Phe He Asn 
145 150 155 160 



Thr Ser 



<210> 2500 

<211> 178 

<212> PRT 

<213> Homo sapiens 

<400> 2500 

Met His Ser Ser Ala Leu Leu Cys Cys Leu Val Leu Leu Thr Gly Val 
15 10 15 



Arg Ala Ser Pro Gly Gin Gly Thr Gin Ser Glu Asn Ser Cys Thr His 
20 25 30 



Phe Pro Gly Asn Leu Pro Asn Met Leu Arg Asp Leu Arg Asp Ala Phe 
35 40 45 



Ser Arg Val Lys Thr Phe Phe Gin Met Lys Asp Gin Leu Asp Asn Leu 
50 55 60 



Leu Leu Lys Glu Ser Leu Leu Glu Asp Phe Lys Gly Tyr Leu Gly Cys 
65 70 75 80 



Gin Ala Leu Ser Glu Met He Gin Phe Tyr Leu Glu Glu Val Met Pro 
85 90 95 



Gin Ala Glu Asn Gin Asp Pro Asp He Lys Ala His Val Asn Ser Leu 
100 105 110 



Gly Glu Asn Leu Lys Thr Leu Arg Leu Arg Leu Arg Arg Cys His Arg 
115 120 125 



Phe Leu Pro Cys Glu Asn Lys Ser Lys Ala Val Glu Gin Val Lys Asn 
130 135 140 
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Ala Phe Asn Lys Leu Gin Glu Lys Gly lie Tyr Lys Ala Met Ser Glu 
145 150 155 160 



Phe Asp lie Phe He Asn Tyr He Glu Ala Tyr Met Thr Met Lys He 
165 170 175 



Arg Asn 



<210> 2501 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 2501 



Met Lys Tyr Thr Ser Tyr He Leu Ala Phe Gin Leu Cys He Val Leu 
15 10 15 



Gly Ser Leu Gly Cys Tyr Cys Gin Asp Pro Tyr Val Lys Glu Ala Glu 
20 25 30 



Asn Leu Lys Lys Tyr Phe Asn Ala Gly His Ser Asp Val Ala Asp Asn 
35 40 45 



Gly Thr Leu Phe Leu Gly He Leu Lys Asn Trp Lys Glu Glu Ser Asp 
50 55 60 



Arg Lys He Met Gin Ser Gin He Val Ser Phe Tyr Phe Lys Leu Phe 
65 70 75 80 



Lys Asn Phe Lys Asp Asp Gin Ser He Gin Lys Ser Val Glu Thr He 
85 90 95 



Lys Glu Asp Met Asn Val Lys Phe Phe Asn Ser Asn Lys Lys Lys Arg 
100 105 110 



Asp Asp Phe Glu Lys Leu Thr Asn Tyr Ser Val Thr Asp Leu Asn Val 
115 120 125 



Gin Arg Lys Ala He His Glu Leu He Gin Val Met Ala Glu Leu Ser 
130 135 140 



Pro Ala Ala Lys Thr Gly Lys Arg Lys Arg Ser Gin Met Leu Phe Gin 
145 150 155 160 



Gly Arg Arg Ala Ser Gin 
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165 



<210> 2502 

<211> 266 

<212> PRT 

<213> Homo sapiens 

<400> 2502 



Met Val Cys Leu Lys Leu Pro Gly Gly Ser Cys Met Thr Ala Leu Thr 
1 5 10 15 



Val Thr Leu Met Val Leu Ser Ser Pro Leu Ala Leu Ala Gly Asp Thr 
20 25 30 



Arg Pro Arg Phe Leu Trp Gin Leu Lys Phe Glu Cys His Phe Phe Asn 
35 40 45 



Gly Thr Glu Arg Val Arg Leu Leu Glu Arg Cys lie Tyr Asn Gin Glu 
50 55 60 



Glu Ser Val Arg Phe Asp Ser Asp Val Gly Glu Tyr Arg Ala Val Thr 
65 70 75 80 



Glu Leu Gly Arg Pro Asp Ala Glu Tyr Trp Asn Ser Gin Lys Asp Leu 
85 90 95 



Leu Glu Gin Arg Arg Ala Ala Val Asp Thr Tyr Cys Arg His Asn Tyr 
100 105 110 



Gly Val Gly Glu Ser Phe Thr Val Gin Arg Arg Val Glu Pro Lys Val 
115 120 125 



Thr Val Tyr Pro Ser Lys Thr Gin Pro Leu Gin His His Asn Leu Leu 
130 135 140 



Val Cys Ser Val Ser Gly Phe Tyr Pro Gly Ser lie Glu Val Arg Trp 
145 150 155 160 



Phe Arg Asn Gly Gin Glu Glu Lys Ala Gly Val Val Ser Thr Gly Leu 
165 170 175 



lie Gin Asn Gly Asp Trp Thr Phe Gin Thr Leu Val Met Leu Glu Thr 
180 185 190 



Val Pro Arg Ser Gly Glu Val Tyr Thr Cys Gin Val Glu His Pro Ser 
195 200 205 
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Val Thr Ser Pro Leu Thr Val Glu Trp Arg Ala Arg Ser Glu Ser Ala 
210 215 220 



Gin Ser Lys Met Leu Ser Gly Val Gly Gly Phe Val Leu Gly Leu Leu 
225 ' 230 235 240 



Phe Leu Gly Ala Gly Leu Phe lie Tyr Phe Arg Asn Gin Lys Gly His 
245 250 255 



Ser Gly Leu Gin Pro Thr Gly Phe Leu Ser 
260 265 



<210> 2503 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<400> 2503 

Met Arg Pro Arg Leu Trp Leu Leu Leu Ala Ala Gin Leu Thr Val Leu 
1 5 10 15 



His Gly Asn Ser Val Leu Gin Gin Thr Pro Ala Tyr He Lys Val Gin 
20 25 30 



Thr Asn Lys Met Val Met Leu Ser Cys Glu Ala Lys He Ser Leu Ser 
35 40 45 



Asn Met Arg He Tyr Trp Leu Arg Gin Arg Gin Ala Pro Ser Ser Asp 
50 55 60 



Ser His His Glu Phe Leu Ala Leu Trp Asp Ser Ala Lys Gly Thr He 
65 70 75 80 



His Gly Glu Glu Val Glu Gin Glu Lys He Ala Val Phe Arg Asp Ala 
85 90 95 



Ser Arg Phe He Leu Asn Leu Thr Ser Val Lys Pro Glu Asp Ser Gly 
100 105 110 



He Tyr Phe Cys Met He Val Gly Ser Pro Glu Leu Thr Phe Gly Lys 
115 120 125 



Gly Thr Gin Leu Ser Val Val Asp Phe Leu Pro Thr Thr Ala Gin Pro 
130 135 140 

Thr Lys Lys Ser Thr Leu Lys Lys Arg Val Cys Arg Leu Pro Arg Pro 
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145 150 155 160 



Glu Thr Gin Lys Gly Pro Leu Cys Ser Pro lie Thr Leu Gly Leu Leu 
165 170 175 



Val Ala Gly Val Leu Val Leu Leu Val Ser Leu Gly Val Ala lie His 
180 185 190 



Leu Cys Cys Arg Arg Arg Arg Ala Arg Leu Arg Phe Met Lys Gin Phe 
195 200 205 



Tyr Lys 
210 



<210> 2504 

<211> 458 

<212> PRT 

<213> Homo sapiens 

<400> 2504 

Met Asn Arg Gly Val Pro Phe Arg His Leu Leu Leu Val Leu Gin Leu 
15 10 15 



Ala Leu Leu Pro Ala Ala Thr Gin Gly Lys Lys Val Val Leu Gly Lys 
20 25 30 



Lys Gly Asp Thr Val Glu Leu Thr Cys Thr Ala Ser Gin Lys Lys Ser 
35 4 0 45 



lie Gin Phe His Trp Lys Asn Ser Asn Gin lie Lys lie Leu Gly Asn 
50 55 60 



Gin Gly Ser Phe Leu Thr Lys Gly Pro Ser Lys Leu Asn Asp Arg Ala 
65 70 75 80 



Asp Ser Arg Arg Ser Leu Trp Asp Gin Gly Asn Phe Pro Leu lie lie 
85 90 95 



Lys Asn Leu Lys He Glu Asp Ser Asp Thr Tyr He Cys Glu Val Glu 
100 105 ^ 110 



Asp Gin Lys Glu Glu Val Gin Leu Leu Val Phe Gly Leu Thr Ala Asn 
115 120 125 



Ser Asp Thr His Leu Leu Gin Gly Gin Ser Leu Thr Leu Thr Leu Glu 
130 135 140 
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Ser Pro Pro Gly Ser Ser Pro Ser Val Gin Cys Arg Ser Pro Arg Gly 
145 150 155 160 



Lys Asn lie Gin Gly Gly Lys Thr Leu Ser Val Ser Gin Leu Glu Leu 
165 17 0 175 



Gin Asp Ser Gly Thr Trp Thr Cys Thr Val Leu Gin Asn Gin Lys Lys 
180 185 190 



Val Glu Phe Lys lie Asp lie Val Val Leu Ala Phe Gin Lys Ala Ser 
195 200 205 



Ser lie Val Tyr Lys Lys Glu Gly Glu Gin Val Glu Phe Ser Phe Pro 
210 215 220 



Leu Ala Phe Thr Val Glu Lys Leu Thr Gly Ser Gly Glu Leu Trp Trp 
225 230 235 240 



Gin Ala Glu Arg Ala Ser Ser Ser Lys Ser Trp lie Thr Phe Asp Leu 
245 250 255 



Lys Asn Lys Glu Val Ser Val Lys Arg Val Thr Gin Asp Pro Lys Leu 
260 265 270 



Gin Met Gly Lys Lys Leu Pro Leu His Leu Thr Leu Pro Gin Ala Leu 
275 280 285 



Pro Gin Tyr Ala Gly Ser Gly Asn Leu Thr Leu Ala Leu Glu Ala Lys 
290 295 300 



Thr Gly Lys Leu His Gin Glu Val Asn Leu Val Val Met Arg Ala Thr 
305 " 310 315 320 



Gin Leu Gin Lys Asn Leu Thr Cys Glu Val Trp Gly Pro Thr Ser Pro 
325 330 335 



Lys Leu Met Leu Ser Leu Lys Leu Glu Asn Lys Glu Ala Lys Val Ser 
340 345 350 



Lys Arg Glu Lys Ala Val Trp Val Leu Asn Pro Glu Ala Gly Met Trp 
355 360 365 



Gin Cys Leu Leu Ser Asp Ser Gly Gin Val Leu Leu Glu Ser Asn lie 
370 375 380 
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Lys Val Leu Pro Thr Trp Ser Thr Pro Val Gin Pro Met Ala Leu He 
385 390 395 400 



Val Leu Gly Gly Val Ala Gly Leu Leu Leu Phe He Gly Leu Gly He 
405 410 415 



Phe Phe Cys Val Arg Cys Arg His Arg Arg Arg Gin Ala Glu Arg Met 
420 425 430 



Ser Gin He Lys Arg Leu Leu Ser Glu Lys Lys Thr Cys Gin Cys Pro 
435 440 445 



His Arg Phe Gin Lys Thr Cys Ser Pro He 
450 455 



<210> 2505 

<211> 368 

<212> PRT 

<213> Homo sapiens 

<400> 2505 

Met Val Leu Glu Val Ser Asp His Gin Val Leu Asn Asp Ala Glu Val 
15 10 15 



Ala Ala Leu Leu Glu Asn Phe Ser Ser Ser Tyr Asp Tyr Gly Glu Asn 
20 25 30 



Glu Ser Asp Ser Cys Cys Thr Ser Pro Pro Cys Pro Gin Asp Phe Ser 
35 40 45 



Leu Asn Phe Asp Arg Ala Phe Leu Pro Ala Leu Tyr Ser Leu Leu Phe 
50 55 60 



Leu Leu Gly Leu Leu Gly Asn Gly Ala Val Ala Ala Val Leu Leu Ser 
65 70 75 80 



Arg Arg Thr Ala Leu Ser Ser Thr Asp Thr Phe Leu Leu His Leu Ala 
85 90 95 



Val Ala Asp Thr Leu Leu Val Leu Thr Leu Pro Leu Trp Ala Val Asp 
100 105 110 



Ala Ala Val Gin Trp Val Phe Gly Ser Gly Leu Cys Lys Val Ala Gly 
115 120 125 



Ala Leu Phe Asn He Asn Phe Tyr Ala Gly Ala Leu Leu Leu Ala Cys 
130 135 140 
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lie Ser Phe Asp Arg Tyr Leu Asn He Val His Ala Thr Gin Leu Tyr 
145 150 155 !6 0 

Arg Arg Gly Pro Pro Ala Arg Val Thr Leu Thr Cys Leu Ala Val Trp 
165 170 175 

Gly Leu Cys Leu Leu Phe Ala Leu Pro Asp Phe He Phe Leu Ser Ala 
180 185 190 

His His Asp Glu Arg Leu Asn Ala Thr His Cys Gin Tyr Asn Phe Pro 
195 200 205 

Gin Val Gly Arg Thr Ala Leu Arg Val Leu Gin Leu Val Ala Gly Phe 
210 215 220 

Leu Leu Pro Leu Leu Val Met Ala Tyr Cys Tyr Ala His He Leu Ala 
225 230 235 240 

Val Leu Leu Val Ser Arg Gly Gin Arg Arg Leu Arg Ala Met Arg Leu 
245 250 255 

Val Val Val Val Val Val Ala Phe Ala Leu Cys Trp Thr Pro Tyr His 
260 265 270 

Leu Val val Leu Val Asp He Leu Met Asp Leu Gly Ala Leu Ala Arg 
275 280 285 

Asn Cys Gly Arg Glu Ser Arg Val Asp Val Ala Lys Ser Val Thr Ser 
290 295 300 

Gly Leu Gly Tyr Met His Cys Cys Leu Asn Pro Leu Leu Tyr Ala Phe 
305 310 315 320 

Val Gly val Lys Phe Arg Glu Arg Met Trp Met Leu Leu Leu Arg Leu 
3 25 330 335 

Gly cys Pro Asn Gin Arg Gly Leu Gin Arg Gin Pro Ser Ser Ser Aro 
340 345 350 

Arg Asp Ser Ser Trp Ser Glu Thr Ser Glu Ala Ser Tyr Ser Gly Leu 
355 360 365 

<210> 2506 
<211> 107 
<212> PRT 
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<213> Homo sapiens 
<400> 2506 

Met Ala Arg Ala Ala Leu Ser Ala Ala Pro Ser Asn Pro Arg Leu Leu 

Arg Val Ala Leu Leu Leu Leu Leu Leu Val Ala Ala Gly Arg Arg Ala 
20 25 30 

Ala Gly Ala Ser Val Ala Thr Glu Leu Arg Cys Gin Cys Leu Gin Thr 
35 40 45 

✓ 

Leu Gin Gly He His Pro Lys Asn He Gin Ser Val Asn Val Lys Ser 
50 55 60 

Pro Gly Pro His Cys Ala Gin Thr Glu Val He Ala Thr Leu Lys Asn 
65 70 75 ^ 80 

Gly Arg Lys Ala Cys Leu Asn Pro Ala Ser Pro He Val Lys Lys He 
85 90 95 

He Glu Lys Met Leu Asn Ser Asp Lys Ser Asn 
100 105 

<210> 2507 

<211> 558 

<212> PRT 

<213> Homo sapiens 

<400> 2507 

Met Ala Ala Leu Thr Arg Asp Pro Gin Phe Gin Lys Leu Gin Gin Trp 
1 5 10 is 

Tyr Arg Glu His Arg Ser Glu Leu Asn Leu Arg Arg Leu Phe Asp Ala 
20 25 30 

Asn Lys Asp Arg Phe Asn His Phe Ser Leu Thr Leu Asn Thr Asn His 
35 40 45 

Gly His He Leu Val Asp Tyr Ser Lys Asn Leu Val Thr Glu Asp Val 
50 55 60 

Met Arg Met Leu Val Asp Leu Ala Lys Ser Arg Gly Val Glu Ala Ala 
65 70 75 80 

Arg Glu Arg Met Phe Asn Gly Glu Lys He Asn Tyr Thr Glu Gly Arg 
85 90 95 
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Ala Val Leu His Val Ala Leu Arg Asn Arg Ser Asn Thr Pro He Leu 
100 105 1X0 

Val Asp Gly Lys Asp Val Met Pro Glu Val Asn Lys Val Leu Asp Lys 
115 120 125 

Met Lys Ser Phe Cys Gin Arg Val Arg Ser Gly Asp Trp Lys Gly Tyr 
130 135 140 

Thr Gly Lys Thr He Thr Asp Val He Asn He Gly He Gly Gly Ser 
145 150 1 55 160 

Asp Leu Gly Pro Leu Met Val Thr Glu Ala Leu Lys Pro Tyr Ser Ser 
165 170 175 

Gly Gly Pro Arg Val Trp Tyr Val Ser Asn He Asp Gly Thr His He 
180 185 190 

Ala Lys Thr Leu Ala Gin Leu Asn Pro Glu Ser Ser Leu Phe He He 
195 200 205 

Ala Ser Lys Thr Phe Thr Thr Gin Glu Thr He Thr Asn Ala Glu Thr 
210 215 220 

Ala Lys Glu Trp Phe Leu Gin Ala Ala Lys Asp Pro Ser Ala Val Ala 
225 230 235 240 

Lys His Phe Val Ala Leu Ser Thr Asn Thr Thr Lys Val Lys Glu Phe 
245 250 255 

Gly He Asp Pro Gin Asn Met Phe Glu Phe Trp Asp Trp Val Gly Gly 
260 265 ' 270 

Arg Tyr Ser Leu Trp Ser Ala He Gly Leu Ser He Ala Leu His Val 
27S 280 285 

Gly Phe Asp Asn Phe Glu Gin Leu Leu Ser Gly Ala His Trp Met Asp 
290 295 300 

Gin His Phe Arg Thr Thr Pro Leu Glu Lys Asn Ala Pro Val Leu Leu 
305 3 10 315 320 

Ala Leu Leu Gly He Trp Tyr He Asn Cys Phe Gly Cys Glu Thr His 
325 330 335 
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Ala Met Leu Pro Tyr Asp Gin Tyr Leu His Arg Phe Ala Ala Tyr Phe 
340 345 350 



Gin Gin Gly Asp Met Glu Ser Asn Gly Lys Tyr lie Thr Lys Ser Gly 
355 360 365 



Thr Arg Val Asp His Gin Thr Gly Pro He Val Trp Gly Glu Pro Gly 
370 375 380 



Thr Asn Gly Gin His Ala Phe Tyr Gin Leu He His Gin Gly Thr Lys 
385 * 390 395 400 



Met He Pro Cys Asp Phe Leu He Pro Val Gin Thr Gin His Pro He 
405 410 415 



Arg Lys Gly Leu His His Lys He Leu Leu Ala Asn Phe Leu Ala Gin 
420 425 430 



Thr Glu Ala Leu Met Arg Gly Lys Ser Thr Glu Glu Ala Arg Lys Glu 
435 440 445 



Leu Gin Ala Ala Gly Lys Ser Pro Glu Asp Leu Glu Arg Leu Leu Pro 
450 455 460 



His Lys Val Phe Glu Gly Asn Arg Pro Thr Asn Ser He Val Phe Thr 
465 470 475 480 



Lys Leu Thr Pro Phe Met Leu Gly Ala Leu Val Ala Met Tyr Glu His 
485 490 495 



Lys He Phe Val Gin Gly He He Trp Asp He Asn Ser Phe Asp Gin 
500 505 510 



Trp Gly Val Glu Leu Gly Lys Gin Leu Ala Lys Lys He Glu Pro Glu 
515 520 525 



Leu Asp Gly Ser Ala Gin Val Thr Ser His Asp Ala Ser Thr Asn Gly 
530 535 ~ 540 



Leu He Asn Phe He Lys Gin Gin Arg Glu Ala Arg Val Gin 
545 550 555 



<210> 2508 

<211> 323 

<212> PRT 

<213> Homo sapiens 
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<400> 2508 

Met Trp Pro Leu val Ala Ala Leu Leu Leu Gly Ser Ala Cys Cys Gly 
5 10 is 

Ser Ala Gin Leu Leu Phe Asn Lys Thr Lys Ser Val Glu Phe Thr Phe 
20 25 30 

Cys Asn Asp Thr Val Val lie Pro Cys Phe Val Thr Asn Met Glu Ala 
35 40 45 

Gin Asn Thr Thr Glu Val Tyr Val Lys Trp Lys Phe Lys Gly Arg Asp 
50 55 60 

lie Tyr Thr Phe Asp Gly Ala Leu Asn Lys Ser Thr Val Pro Thr Asp 
65 70 75 80 

Phe Ser Ser Ala Lys lie Glu Val Ser Gin Leu Leu Lys Gly Asp Ala 
85 90 95 

Ser Leu Lys Met Asp Lys Ser Asp Ala Val Ser His Thr Gly Asn Tyr 
100 105 110 

Thr Cys Glu Val Thr Glu Leu Thr Arg Glu Gly Glu Thr He He Glu 
H5 120 125 

Leu Lys Tyr Arg Val Val Ser Trp Phe Ser Pro Asn Glu Asn He Leu 
130 135 140 



He Val He Phe Pro He Phe Ala II 
145 150 155 



e Leu Leu Phe Trp Gly Gin Phe 

160 



Gly He Lys Thr Leu Lys Tyr Arg Ser Gly Gly Met Asp Glu Lys Thr 
I 65 170 175 

He Ala Leu Leu Val Ala Gly Leu Val He Thr Val He Val He Val 
180 185 190 

Gly Ala He Leu Phe Val Pro Gly Glu Tyr Ser Leu Lys Asn Ala Thr 
195 200 205 

Gly Leu Gly Leu He Val Thr Ser Thr Gly He Leu He Leu Leu His 
210 215 220 

Tyr Tyr Val Phe Ser Thr Ala He Gly Leu Thr Ser Phe Val He Ala 
225 2 30 235 240 
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He Leu Val He Gin Val He Ala Tyr He Leu Ala Val Val Gly Leu 
245 250 255 



Ser Leu Cys He Ala Ala Cys He Pro Met His Gly Pro Leu Leu He 
260 265 270 



Ser Gly Leu Ser He Leu Ala Leu Ala Gin Leu Leu Gly Leu Val Tyr 
275 280 285 



Met Lys Phe Val Ala Ser Asn Gin Lys Thr He Gin Pro Pro Arg Lys 
290 295 300 



Ala Val Glu Glu Pro Leu Asn Ala Phe Lys Glu Ser Lys Gly Met Met 
305 310 315 320 



Asn Asp Glu 



<210> 2509 

<211> 362 

<212> PRT 

<213> Homo sapiens 

<400> 2509 

Met Ala Pro Arg Ser Leu Leu Leu Leu Leu Ser Gly Ala Leu Ala Leu 
1 5 10 15 



Thr Asp Thr Trp Ala Gly Ser His Ser Leu Arg Tyr Phe Ser Thr Ala 
20 25 30 



Val Ser Arg Pro Gly Arg Gly Glu Pro Arg Tyr He Ala Val Glu Tyr 
35 40 45 

Val Asp Asp Thr Gin Phe Leu Arg Phe Asp Ser Asp Ala Ala He Pro 
50 55 60 



Arg Met Glu Pro Arg Glu Pro Trp Val Glu Gin Glu Gly Pro Gin Tyr 
65 70 75 80 

Trp Glu Trp Thr Thr Gly Tyr Ala Lys Ala Asn Ala Gin Thr Asp Arg 
85 90 95 

Val Ala Leu Arg Asn Leu Leu Arg Arg Tyr Asn Gin Ser Glu Ala Gly 
100 105 110 
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Ser His Thr Leu Gin Gly Met Asn Gly Cys Asp Met Gly Pro Asp Gly 

115 120 1 



125 



Arg Leu Leu Arg Gly Tyr His Gin His Ala Tyr Asp Gly Lys Asp Tyr 

135 140 

lie Ser Leu Asn Glu Asp Leu Arg Ser Trp Thr Ala Ala Asp Thr Val 

150 155 160 

Ala Gin He Thr Gin Arg Phe Tyr Glu Ala Glu Glu Tyr Ala Glu Glu 
165 170 175 

Phe Arg Thr Tyr Leu Glu Gly Glu Cys Leu Glu Leu Leu Arg Arg Tyr 
180 185 190 

Leu Glu Asn Gly Lys Glu Thr Leu Gin Arg Ala Asp Pro Pro Lys Ala 
195 200 205 

His val Ala His His Pro He Ser Asp His Glu Ala Thr Leu Arg Cys 
210 215 220 

Trp Ala Leu Gly Phe Tyr Pro Ala Glu He Thr Leu Thr Trp Gin Arg 
225 230 235 240 

Asp Gly Glu Glu Gin Thr Gin Asp Thr Glu Leu Val Glu Thr Arg Pro 
245 250 255 

Ala Gly Asp Gly Thr Phe Gin Lys Trp Ala Ala Val Val Val Pro Ser 
260 265 270 

Gly Glu Glu Gin Arg Tyr Thr Cys His Val Gin His Glu Gly Leu Pro 
275 280 285 

Gln ™« 116 LeU Arg Trp Glu Gln Ser Pro Gin Pro Thr He Pro 

90 295 300 

He Val Gly He Val Ala Gly Leu Val Val Leu Gly Ala Val Val Thr 
05 3X0 315 320 

Gly Ala Val Val Ala Ala Val Met Trp Arg Lys Lys Ser Ser Asp Arg 
32 5 330 335 

Asn Arg Gly Ser Tyr Ser Gln Ala Ala Val Thr Asp Ser Ala Gln Gly 
340 345 350 

Ser Gly Val Ser Leu Thr Ala Asn Lys Val 
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355 360 



<210> 2510 

<211> 604 

<212> PRT 

<213> Homo sapiens 

<400> 2510 

Met Leu Ala Arg Ala Leu Leu Leu Cys Ala Val Leu Ala Leu Ser His 
15 10 15 



Thr Ala Asn Pro Cys Cys Ser His Pro Cys Gin Asn Arg Gly Val Cys 
20 25 30 



Met Ser Val Gly Phe Asp Gin Tyr Lys Cys Asp Cys Thr Arg Thr Gly 
35 40 45 



Phe Tyr Gly Glu Asn Cys Ser Thr Pro Glu Phe Leu Thr Arg lie Lys 
50 55 60 



Leu Phe Leu Lys Pro Thr Pro Asn Thr Val His Tyr lie Leu Thr His 
65 70 75 80 



Phe Lys Gly Phe Trp Asn Val Val Asn Asn He Pro Phe Leu Arg Asn 
85 90 95 



Ala He Met Ser Tyr Val Leu Thr Ser Arg Ser His Leu He Asp Ser 
100 105 110 



Pro Pro Thr Tyr Asn Ala Asp Tyr Gly Tyr Lys Ser Trp Glu Ala Phe 
115 120 125 



Ser Asn Leu Ser Tyr Tyr Thr Arg Ala Leu Pro Pro Val Pro Asp Asp 
130 135 140 



Cys Pro Thr Pro Leu Gly Val Lys Gly Lys Lys Gin Leu Pro Asp Ser 
145 150 155 160 



Asn Glu He Val Glu Lys Leu Leu Leu Arg Arg Lys Phe He Pro Asp 
165 170 175 



Pro Gin Gly Ser Asn Met Met Phe Ala Phe Phe Ala Gin His Phe Thr 
180 185 190 



His Gin Phe Phe Lys Thr Asp His Lys Arg Gly Pro Ala Phe Thr Asn 
195 200 205 
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Gly Leu Gly His Gly Val Asp Leu Asn His He Tyr Gly Glu Thr Leu 
210 215 220 

Ala Arg Gin Arg Lys Leu Arg Leu Phe Lys Asp Gly Lys Met Lys Tyr 
225 230 235 240 

Gin He He Asp Gly Glu Met Tyr Pro Pro Thr Val Lys Asp Thr Gin 
245 250 ' 255 

Ala Glu Met He Tyr Pro Pro Gin Val Pro Glu His Leu Arg Phe Ala 
260 265 270 

Val Gly Gin Glu Val Phe Gly Leu Val Pro Gly Leu Met Met Tyr Ala 
275 280 285 

Thr He Trp Leu Arg Glu His Asn Arg Val Cys Asp Val Leu Lys Gin 
290 295 300 

Glu His Pro Glu Trp Gly Asp Glu Gin Leu Phe Gin Thr Ser Arg Leu 
305 310 315 320 

He Leu He Gly Glu Thr He Lys He Val He Glu Asp Tyr Val Gin 
325 330 335 

His Leu Ser Gly Tyr His Phe Lys Leu Lys Phe Asp Pro Glu Leu Leu 
340 345 350 

Phe Asn Lys Gin Phe Gin Tyr Gin Asn Arg He Ala Ala Glu Phe Asn 
355 360 365 

Thr Leu Tyr His Trp His Pro Leu Leu Pro Asp Thr Phe Gin He His 
370 375 380 

Asp Gin Lys Tyr Asn Tyr Gin Gin Phe He Tyr Asn Asn Ser He Leu 
385 390 395 400 

Leu Glu His Gly He Thr Gin Phe Val Glu Ser Phe Thr Arg Gin He 
405 410 415 

Ala Gly Arg Val Ala Gly Gly Arg Asn Val Pro Pro Ala Val Gin Lys 
420 425 430 

Val Ser Gin Ala Ser He Asp Gin Ser Arg Gin Met Lys Tyr Gin Ser 
435 440 445 
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Phe Asn Glu Tyr Arg Lys Arg Phe Met Leu Lys Pro Tyr Glu Ser Phe 
450 455 460 



Glu Glu Leu Thr Gly Glu Lys Glu Met Ser Ala Glu Leu Glu Ala Leu 
465 470 475 480 



Tyr Gly Asp lie Asp Ala Val Glu Leu Tyr Pro Ala Leu Leu Val Glu 
485 490 495 



Lys Pro Arg Pro Asp Ala lie Phe Gly Glu Thr Met Val Glu Val Gly 
500 505 510 



Ala Pro Phe Ser Leu Lys Gly Leu Met Gly Asn Val lie Cys Ser Pro 
515 520 525 



Ala Tyr Trp Lys Pro Ser Thr Phe Gly Gly Glu Val Gly Phe Gin He 
530 535 540 



He Asn Thr Ala Ser He Gin Ser Leu He Cys Asn Asn Val Lys Gly 
545 550 555 560 



Cys Pro Phe Thr Ser Phe Ser Val Pro Asp Pro Glu Leu He Lys Thr 
565 570 575 



Val Thr He Asn Ala Ser Ser Ser Arg Ser Gly Leu Asp Asp He Asn 
580 585 590 



Pro Thr Val Leu Leu Lys Glu Arg Ser Thr Glu Leu 
595 600 



<210> 2511 

<211> 343 

<212> PRT 

<213> Homo sapiens 

<400> 2511 

Met Pro Leu Cys Ser Leu Leu Thr Cys Leu Gly Leu Asn Val Leu Phe 
1 5 10 15 



Leu Thr Leu Asn Glu Gly Ala Trp Tyr Ser Val Gly Ala Leu Met He 
20 25 30 



Ser Val Pro Ala Leu Leu Gly Tyr Leu Gin Glu Val Cys Arg Ala Arg 
35 40 45 



Leu Pro Asp Ser Glu Leu Met Arg Arg Lys Tyr His Ser Val Arg Gin 
50 55 60 
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Glu Asp Leu Gin Arg Val Arg Leu Ser Arg Pro Glu Ala Val Ala Glu 
65 70 75 80 



Val Lys Ser Phe Leu lie Gin Leu Glu Ala Phe Leu Ser Arg Leu Cys 
85 90 95 



Cys Thr Cys Glu Ala Ala Tyr Arg Val Leu His Trp Glu Asn Pro Val 
100 105 110 



Val Ser Ser Gin Phe Tyr Gly Ala Leu Leu Gly Thr Val Cys Met Leu 
115 120 125 



Tyr Leu Leu Pro Leu Cys Trp Val Leu Thr Leu Leu Asn Ser Thr Leu 
130 135 140 



Phe Leu Gly Asn Val Glu Phe Phe Arg Val Val Ser Glu Tyr Arg Ala 
145 150 155 160 



Ser Leu Gin Gin Arg Met Asn Pro Lys Gin Glu Glu His Ala Phe Glu 
165 170 175 



Ser Pro Pro Pro Pro Asp Val Gly Gly Lys Asp Gly Leu Met Asp Ser 
180 185 190 



Thr Pro Ala Leu Thr Pro Thr Glu Asp Leu Thr Pro Gly Ser Val Glu 
195 200 205 



Glu Ala Glu Glu Ala Glu Pro Asp Glu Glu Phe Lys Asp Ala lie Glu 
210 215 220 



Glu Thr His Leu Val Val Leu Glu Asp Asp Glu Gly Ala Pro Cys Pro 
225 230 235 240 



Ala Glu Asp Glu Leu Ala Leu Gin Asp Asn Gly Phe Leu Ser Lys Asn 
245 250 255 



Glu Val Leu Arg Ser Lys Val Ser Arg Leu Thr Glu Arg Leu Arg Lys 
260 265 270 



Arg Tyr Pro Thr Asn Asn Phe Gly Asn Cys Thr Gly Cys Ser Ala Thr 
275 280 285 



Phe Ser Val Leu Lys Lys Arg Arg Ser Cys Ser Asn Cys Gly Asn Ser 
290 295 300 
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Phe Cys Ser Arg Cys Cys Ser Phe Lys Val Pro Lys Ser Ser Met Gly 
305 310 315 320 



Ala Thr Ala Pro Glu Ala Gin Arg Glu Thr Val Phe Val Cys Ala Ser 
325 330 335 



Cys Asn Gin Thr Leu Ser Lys 
340 



<210> 2512 

<211> 789 

<212> PRT 

<213> Homo sapiens 

<400> 2512 

Met Lys Met Asp Met Glu Asp Ala Asp Met Thr Leu Trp Thr Glu Ala 
15 10 15 



Glu Phe Glu Glu Lys Cys Thr Tyr lie Val Asn Asp His Pro Trp Asp 
20 25 30 



Ser Gly Ala Asp Gly Gly Thr Ser Val Gin Ala Glu Ala Ser Leu Pro 
35 40 45 



Arg Asn Leu Leu Phe Lys Tyr Ala Thr Asn Ser Glu Glu Val lie Gly 
50 55 60 



Val Met Ser Lys Glu Tyr lie Pro Lys Gly Thr Arg Phe Gly Pro Leu 
65 70 75 80 



lie Gly Glu He Tyr Thr Asn Asp Thr Val Pro Lys Asn Ala Asn Arg 
85 90 95 



Lys Tyr Phe Trp Arg He Tyr Ser Arg Gly Glu Leu His His Phe He 
100 105 110 



Asp Gly Phe Asn Glu Glu Lys Ser Asn Trp Met Arg Tyr Val Asn Pro 
115 120 125 



Ala His Ser Pro Arg Glu Gin Asn Leu Ala Ala Cys Gin Asn Gly Met 
130 135 140 



Asn He Tyr Phe Tyr Thr He Lys Pro He Pro Ala Asn Gin Glu Leu 
145 150 155 160 



Leu Val Trp Tyr Cys Arg Asp Phe Ala Glu Arg Leu His Tyr Pro Tyr 
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Pro Gly Glu Leu Thr Met Met Asn Leu Thr Gin Thr Gin Ser Ser Leu 
180 185 190 

Lys Gin Pro Ser Thr Glu Lys Asn Glu Leu Cys Pro Lys Asn Val Pro 
195 200 205 

Lys Arg Glu Tyr Ser Val Lys Glu He Leu Lys Leu Asp Ser Asn Pro 
210 215 220 



Ser Lys Gly Lys Asp Leu Tyr Arg Ser Asn He Ser Pro Leu Thr 
225 230 235 



Ser 
240 



Glu Lys Asp Leu Asp Asp Phe Arg Arg Arg Gly Ser Pro Glu Met Pro 
245 250 255 

Phe Tyr Pro Arg Val val Tyr Pro He Arg Ala Pro Leu Pro Glu Asp 
260 265 270 

Phe Leu Lys Ala Ser Leu Ala Tyr Gly He Glu Arg Pro Thr Tyr He 
275 280 285 

Thr Arg Ser Pro He Pro Ser Ser Thr Thr Pro Ser Pro Ser Ala Arg 
290 295 300 

Ser Ser Pro Asp Gin Ser Leu Lys Ser Ser Ser Pro His Ser Ser Pro 



305 310 315 



320 



Gly Asn Thr Val Ser Pro Val Gly Pro Gly Ser Gin Glu His Arg Asp 
325 330 335 



Ser Tyr Ala Tyr Leu Asn Ala Ser Tyr Gly Thr Glu Gly Leu Gly 



340 3 45 



Ser 



350 



Tyr Pro Gly Tyr Ala Pro Leu Pro His Leu Pro Pro Ala Phe He Pro 



360 



365 



ASn Ala His ^ Pro Lys Phe Leu Leu Pro Pro Tyr Gly Met 
370 375 380 

Asn Cys Asn Gly Leu Ser Ala Val Ser Ser Met Asn Gly He Asn Asn 
385 390 395 400 

Phe Gly Leu Phe Pro Arg Leu Cys Pro Val Tyr Ser Asn Leu Leu Gly 
405 410 415 
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Gly Gly Ser Leu Pro His Pro Met Leu Asn Pro Thr Ser Leu Pro Ser 
420 425 430 



Ser Leu Pro Ser Asp Gly Ala Arg Arg Leu Leu Gin Pro Glu His Pro 
435 440 445 



Arg Glu Val Leu Val Pro Ala Pro His Ser Ala Phe Ser Phe Thr Gly 
450 455 460 



Ala Ala Ala Ser Met Lys Asp Lys Ala Cys Ser Pro Thr Ser Gly Ser 
465 470 475 480 

Pro Thr Ala Gly Thr Ala Ala Thr Ala Glu His Val Val Gin Pro Lys 
485 490 495 

Ala Thr Ser Ala Ala Met Ala Ala Pro Ser Ser Asp Glu Ala Met Asn 
500 505 510 



Leu lie Lys Asn Lys Arg Asn Met Thr Gly Tyr Lys Thr Leu Pro Tyr 
515 520 ' 525 



Pro Leu Lys Lys Gin Asn Gly Lys lie Lys Tyr Glu Cys Asn Val Cys 
530 535 540 



Ala Lys Thr Phe Gly Gin Leu Ser Asn Leu Lys Val His Leu Arg Val 
545 550 555 560 

His Ser Gly Glu Arg Pro Phe Lys Cys Gin Thr Cys Asn Lys Gly Phe 
565 570 575 

Thr Gin Leu Ala His Leu Gin Lys His Tyr Leu Val His Thr Gly Glu 
580 585 590 

Lys Pro His Glu Cys Gin Val Cys His Lys Arg Phe Ser Ser Thr Ser 
595 600 605 



Asn Leu Lys Thr His Leu Arg Leu His Ser Gly Glu Lys Pro Tyr Gin 
610 615 620 



Cys Lys Val Cys Pro Ala Lys Phe Thr Gin Phe Val His Leu Lys Leu 
625 630 635 640 

His Lys Arg Leu His Thr Arg Glu Arg Pro His Lys Cys Ser Gin Cys 
645 650 * 655 
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His Lys Asn Tyr He His Leu Cys Ser Leu Lys Val His Leu Lys Gly 
660 665 670 

Asn Cys Ala Ala Ala Pro Ala Pro Gly Leu Pro Leu Glu Asp Leu Thr 
675 680 685 

Arg lie Asn Glu Glu He Glu Lys Phe Asp He Ser Asp Asn Ala Asp 

695 70 Q 

Arg Leu Glu Asp Val Glu Asp Asp He Ser Val lie Ser Val Val Glu 

710 715 720 



Lys Glu He Leu Ala Val Val Arg Lys Glu Lys Glu Glu Thr Gly Leu 
725 730 735 

Lys Val Ser Leu Gin Arg Asn Met Gly Asn Gly Leu Leu Ser Ser Gly 
740 745 ?50 

Cys Ser Leu Tyr Glu Ser Ser Asp Leu Pro Leu Met Lys Leu Pro Pro 



755 7 6 0 



765 



Ser Asn Pro Leu Pro Leu Val Pro Val Lys Val Lys Gin Glu Thr Val 
//u 77 5 



780 



Glu Pro Met Asp Pro 
785 



<210> 2513 

<211> 381 

<212> PRT 

<213> Homo sapiens 



<400> 2513 

Met Pro Phe Ser Asn Ser His Asn Ala Leu Lys Leu Arg Phe Pro Ala 



10 



15 



Glu Asp Glu Phe Pro Asp Leu Ser Ala His Asn Asn His Met Ala Lys 
20 25 30 

Val Leu Thr Pro Glu Leu Tyr Ala Glu Leu Arg Ala Lys Ser Thr 



35 40 



Pro 
45 



Ser Gly Phe Thr Leu Asp Asp Val He Gin Thr Gly Val Asp Asn Pro 
50 55 60 

Gly His Pro Tyr He Met Thr Val Gly Cys Val Ala Gly Asp Glu Glu 
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65 70 



75 



PCT/US2003/012946 
80 



Ser Tyr Glu Val Phe Lys Asp Leu Phe Asp Pro He He Glu Asp Arg 
85 90 95 

His Gly Gly Tyr Lys Pro Ser Asp Glu His Lys Thr Asp Leu Asn Pro 
100 105 110 

Asp Asn Leu Gin Gly Gly Asp Asp Leu Asp Pro Asn Tyr Val Leu Ser 
115 120 125 

Ser Arg Val Arg Thr Gly Arg Ser He Arg Gly Phe Cys Leu Pro Pro 
13 0 135 140 ■ 

His Cys Ser Arg Gly Glu Arg Arg Ala He Glu Lys Leu Ala Val Glu 
145 150 155 160 

Ala Leu Ser Ser Leu Asp Gly Asp Leu Ala Gly Arg Tyr Tyr Ala Leu 
165 170 175 

Lys Ser Met Thr Glu Ala Glu Gin Gin Gin Leu He Asp Asp His Phe 
180 185 190 

Leu Phe Asp Lys Pro Val Ser Pro Leu Leu Leu Ala Ser Gly Met Ala 
19 5 200 205 

Arg Asp Trp Pro Asp Ala Arg Gly He Trp His Asn Asp Asn Lys Thr 
210 215 220 

Phe Leu Val Trp Val Asn Glu Glu Asp His Leu Arg Val He Ser Met 
225 230 235 ^ 240 

Gin Lys Gly Gly Asn Met Lys Glu Val Phe Thr Arg Phe Cys Thr Gly 
245 250 ~ 255 

Leu Thr Gin He Glu Thr Leu Phe Lys Ser Lys Asp Tyr Glu Phe Met 
260 265 270 

Trp Asn Pro His Leu Gly Tyr He Leu Thr Cys Pro Ser Asn Leu Gly 
275 280 285 

Thr Gly Leu Arg Ala Gly Val His He Lys Leu Pro Asn Leu Gly Lys 
290 295 300 

His Glu Lys Phe Ser Glu Val Leu Lys Arg Leu Arg Leu Gin Lys Arg 
305 310 315 " 320 
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Gly Thr Gly Gly Val Asp Thr Ala Ala Val Gly Gly Val Phe Asp Val 
325 330 335 

Ser Asn Ala Asp Arg Leu Gly Phe Ser Glu Val Glu Leu Val Gin Met 
340 345 350 

Val Val Asp Gly val Lys Leu Leu He Glu Met Glu Gin Arg Leu Glu 
355 360 365 

Gin Gly Gin Ala He Asp Asp Leu Met Pro Ala Gin Lys 
370 375 380 

<210> 2514 

<211> 541 

<212> PRT 

<213> Homo sapiens 

<400> 2514 

Met Thr Thr Pro Ala Gly Ser Gly Ser Gly Phe Gly Ser Val Ser Trp 
1 5 10 15 

Trp Gly Leu Ser Pro Ala Leu Asp Leu Gin Ala Glu Ser Pro Pro Val 
20 25 30 

Asp Pro Asp Ser Gin Ala Asp Thr Val His Ser Asn Pro Glu Leu Asp 
35 .40 45 

Val Leu Leu Leu Gly Ser Val Asp Gly Arg His Leu Leu Arg Thr Leu 
50 55 60 



Ser Arg Ala Lys Phe Trp Pro Arg Arg Arg Phe Asn Phe Phe Val 



65 



70 75 



Leu 
80 



Glu Asn Asn Leu Glu Ala Val Ala Arg His Met Leu He Phe Ser Leu 
85 90 95 

Ala Leu Glu Glu Pro Glu Lys Met Gly Leu Gin Glu Arg Ser Glu Thr 
100 105 110 

Phe Leu Glu Val Trp Gly Asn Ala Leu Leu Arg Pro Pro Val Ala Ala 
115 120 125 



Phe Val Arg Ala Gin Ala Asp Leu Leu Ala His Leu Val Pro Glu Pro 

14 0 



130 135 
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Asp Arg Leu Glu Glu Gin Leu Pro Trp Leu Ser Leu Arg Ala Leu Lys 

145 150 * 155 160 

Phe Arg Glu Arg Asp Ala Leu Glu Ala Val Phe Arg Phe Trp Ala Gly 

165 170 " ~ 175 

Gly Glu Lys Gly Pro Gin Ala Phe Pro Met Ser Arg Leu Trp Asp Ser 

180 185 190 

Arg Leu Arg His Tyr Leu Gly Ser Arg Tyr Asp Ala Arg Arg Gly Val 

195 200 205 



Ser Asp Trp Asp Leu Arg Met Lys Leu His Asp Arg Gly Ala Gin Val 
210 215 220 

He His Pro Gin Glu Phe Arg Arg Trp Arg Asp Thr Gly Val Ala Phe 
225 230 235 240 

Glu Leu Arg Asp Ser Ser Ala Tyr His Val Pro Asn Arg Thr Leu Ala 
245 250 255 

Ser Gly Arg Leu Leu Ser Tyr Arg Gly Glu Arg Val Ala Ala Arg Gly 
260 265 270 

Tyr Trp Gly Asp He Ala Thr Gly Pro Phe Val Ala Phe Gly He Glu 
275 280 285 

Ala Asp Asp Glu Ser Leu Leu Arg Thr Ser Asn Gly Gin Pro Val Lys 
290 295 300 

Thr Ala Gly Glu He Thr Gin His Asn Val Thr Glu Leu Leu Arg Asp 
305 310 315 320 

Val Ala Ala Trp Gly Arg Ala Arg Ala Thr Gly Gly Asp Leu Glu Glu 
325 330 335 

Gin Gin His Ala Glu Gly Ser Pro Glu Pro Gly Thr Pro Ala Ala Pro 
340 345 350 

Thr Pro Glu Ser Phe Thr Val His Phe Leu Pro Leu Asn Ser Ala Gin 
355 360 365 

Thr Leu His His Lys Ser Cys Tyr Asn Gly Arg Phe Gin Leu Leu Tyr 
370 375 380 

Val Ala Cys Gly Met Val His Leu Leu He Pro Glu Leu Gly Ala Cys 
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385 390 395 400 



Val Ala Pro Gly Gly Asn Leu lie Val Glu Leu Ala Arg Tyr Leu Val 
405 410 415 



Asp Val Arg Gin Glu Gin Leu Gin Gly Phe Asn Thr Arg Val Arg Glu 
420 425 430 



Leu Ala Gin Ala Ala Gly Phe Ala Pro Gin Thr Gly Ala Arg Pro Ser 
435 440 445 



Glu Thr Phe Ala Arg Phe Cys Lys Ser Gin Glu Ser Ala Leu Gly Asn 
450 455 460 



Thr Val Pro Ala Val Glu Pro Gly Thr Pro Pro Leu Asp lie Leu Ala 
465 470 475 480 



Gin Pro Leu Glu Ala Ser Asn Pro Ala Leu Glu Gly Leu Thr Gin Pro 
485 490 495 



Leu Gin Gly Gly Thr Pro His Cys Glu Pro Cys Gin Leu Pro Ser Glu 
500 505 510 



Ser Pro Gly Ser Leu Ser Glu Val Leu Ala Gin Pro Gin Gly Ala Leu 
515 520 525 



Ala Pro Pro Asn Cys Glu Ser Asp Ser Lys Thr Gly Val 
530 535 540 



<210> 2515 

<211> 288 

<212> PRT 

<213> Homo sapiens 

<400> 2515 

Met Ser Asp lie Glu Glu Val Val Glu Glu Tyr Glu Glu Glu Glu Gin 
15 10 15 



Glu Glu Ala Ala Val Glu Glu Gin Glu Glu Ala Ala Glu Glu Asp Ala 
20 25 30 



Glu Ala Glu Ala Glu Thr Glu Glu Thr Arg Ala Glu Glu Asp Glu Glu 
35 40 45 



Glu Glu Glu Ala Lys Glu Ala Glu Asp Gly Pro Met Glu Glu Ser Lys 
50 55 60 
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Pro Lys Pro Arg Ser Phe Met Pro Asn Leu Val Pro Pro Lys lie Pro 
65 70 75 * 80 

Asp Gly Glu Arg Val Asp Phe Asp Asp lie His Arg Lys Arg Met Glu 
85 90 95 

Lys Asp Leu Asn Glu Leu Gin Ala Leu lie Glu Ala His Phe Glu Asn 

100 105 110 

Arg Lys Lys Glu Glu Glu Glu Leu Val Ser Leu Lys Asp Arg lie Glu 
115 120 125 



Arg Arg Arg Ala Glu Arg Ala Glu Gin Gin Arg He Arg Asn Glu Arg 
130 135 140 

Glu Lys Glu Arg Gin Asn Arg Leu Ala Glu Glu Arg Ala Arg Arg Glu 
I 45 150 155 ~~ 160 

Glu Glu Glu Asn Arg Arg Lys Ala Glu Asp Glu Ala Arg Lys Lys Lys 
165 170 ~ 175 

Ala Leu Ser Asn Met Met His Phe Gly Gly Tyr He Gin Lys Gin Ala 
180 185 190 

Gin Thr Glu Arg Lys Ser Gly Lys Arg Gin Thr Glu Arg Glu Lys Lys 

195 . _ . 200 205 

Lys Lys He Leu Ala Glu Arg Arg Lys Val Leu Ala He Asp His Leu 
210 215 220 

Asn Glu Asp Gin Leu Arg Glu Lys Ala Lys Glu Leu Trp Gin Ser He 
225 230 235 240 

Tyr Asn Leu Glu Ala Glu Lys Phe Asp Leu Gin Glu Lys Phe Lys Gin 
245 250 255 

Gin Lys Tyr Glu He Asn Val Leu Arg Asn Arg He Asn Asp Asn Gin 
260 265 270 

Lys Val Ser Lys Thr Arg Gly Lys Ala Lys Val Thr Gly Arg Trp Lys 
275 280 285 



<210> 2516 

<211> 154 

<212> PRT 

<213> Homo sapiens 
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<400> 2516 

Met Gly Leu Ser Asp Gly Glu Trp Gin Leu Val Leu Asn Val Trp Gly 
1 5 10 15 

Lys Val Glu Ala Asp He Pro Gly His Gly Gin Glu Val Leu He Arg 
20 25 30 

Leu Phe Lys Gly His Pro Glu Thr Leu Glu Lys Phe Asp Lys Phe Lys 
35 40 45 



His Leu Lys Ser Glu Asp Glu Met Lys Ala Ser Glu Asp Leu Lys Lys 
50 55 60 

His Gly Ala Thr Val Leu Thr Ala Leu Gly Gly He Leu Lys Lys Lys 
65 70 75 80 

Gly His His Glu Ala Glu lie Lys Pro Leu Ala Gin Ser His Ala Thr 
85 90 95 

Lys His Lys He Pro Val Lys Tyr Leu Glu Phe He Ser Glu Cys He 
100 105 110 

lie Gin Val Leu Gin Ser Lys His Pro Gly Asp Phe Gly Ala Asp Ala 
115 120 125 

Gin Gly Ala Met Asn Lys Ala Leu Glu Leu Phe Arg Lys Asp Met Ala 
130 135 140 



Ser Asn Tyr Lys Glu Leu Gly Phe Gin Gly 
145 150 



<210> 2517 

<211> 501 

<212> PRT 

<213> Homo sapiens 

<400> 2517 

Met Val Arg Lys Pro Val Val Ser Thr He Ser Lys Gly Gly Tyr Leu 
15 10 * 15 

Gin Gly Asn Val Asn Gly Arg Leu Pro Ser Leu Gly Asn Lys Glu Pro 
20 25 30 

Pro Gly Gin Glu Lys Val Gin Leu Lys Arg Lys Val Thr Leu Leu Arg 
35 40 " * 45 
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Gly Val Ser lie He He Gly Thr lie lie Gly Ala Gly He Phe He 
b0 55 60 

Ser Pro Lys Gly Val Leu Gin Asn Thr Gly Ser Val Gly Met Ser Leu 
65 70 75 ' 80 

Thr He Trp Thr Val Cys Gly Val Leu Ser Leu Phe Gly Ala Leu Ser 
85 90 95 

Tyr Ala Glu Leu Gly Thr Thr He Lys Lys Ser Gly Gly His Tyr Thr 
100 105 ' no 

Tyr He Leu Glu Val Phe Gly Pro Leu Pro Ala Phe Val Arg Val Trp 
115 120 125 

Val Glu Leu Leu He He Arg Pro Ala Ala Thr Ala Val He Ser Leu 
130 135 140 

Ala Phe Gly Arg Tyr He Leu Glu Pro Phe Phe He Gin Cys Glu He 
145 150 155 160 

Pro Glu Leu Ala He Lys Leu He Thr Ala Val Gly He Thr Val Val 
165 170 175 

Met Val Leu Asn Ser Met Ser Val Ser Trp Ser Ala Arg He Gin He 

. 180 185 . . . . 190 

Phe Leu Thr Phe Cys Lys Leu Thr Ala He Leu He He He Val Pro 
195 200 205 

Gly val Met Gin Leu He Lys Gly Gin Thr Gin Asn Phe Lys Asp Ala 
210 215 220 

Phe Ser Gly Arg Asp Ser Ser He Thr Arg Leu Pro Leu Ala Phe Tyr 
225 230 235 240 

Tyr Gly Met Tyr Ala Tyr Ala Gly Trp Phe Tyr Leu Asn Phe Val Thr 
245 250 255 

Glu Glu Val Glu Asn Pro Glu Lys Thr He Pro Leu Ala He Cys He 
260 265 270 

Ser Met Ala He Val Thr He Gly Tyr Val Leu Thr Asn Val Ala Tyr 
275 280 285 
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Phe Thr Thr lie Asn Ala Glu Glu Leu Leu Leu Ser Asn Ala Val Ala 
290 295 300 

Val Thr Phe Ser Glu Arg Leu Leu Gly Asn Phe Ser Leu Ala Val Pro 
305 310 315 320 

lie Phe Val Ala Leu Ser Cys Phe Gly Ser Met Asn Gly Gly Val Phe 
325 330 335 

Ala Val Ser Arg Leu Phe Tyr Val Ala Ser Arg Glu Gly His Leu Pro 
340 345 350 

Glu He Leu Ser Met He His Val Arg Lys His Thr Pro Leu Pro Ala 
355 360 365 

Val He Val Leu His Pro Leu Thr Met He Met Leu Phe Ser Gly Asp 
370 375 380 

Leu Asp Ser Leu Leu Asn Phe Leu Ser Phe Ala Arg Trp Leu Phe He 
385 390 395 " 400 

Gly Leu Ala Val Ala Gly Leu He Tyr Leu Arg Tyr Lys Cys Pro Asp 
405 410 415 

Met His Arg Pro Phe Lys Val Pro Leu Phe He Pro Ala Leu Phe Ser 
420 425 430 

Phe Thr Cys Leu Phe Met Val Ala Leu Ser Leu Tyr Ser Asp Pro Phe 
435 440 445 

Ser Thr Gly He Gly Phe Val lie Thr Leu Thr Gly Val Pro Ala Tyr 
450 455 460 

Tyr Leu Phe He He Trp Asp Lys Lys Pro Arg Trp Phe Arg He Met 
465 470 475 ^ 480 

Ser Glu Lys He Thr Arg Thr Leu Gin He He Leu Glu Val Val Pro 
485 490 495 

Glu Glu Asp Lys Leu 
500 

<210> 2518 

<211> 277 

<212> PRT 

<213> Homo sapiens 
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<400> 2518 

Met Val Arg Leu Pro Leu Gin Cys Val Leu Trp Gly Cys Leu Leu Thr 
1 5 io 15 

Ala Val His Pro Glu Pro Pro Thr Ala Cys Arg Glu Lys Gin Tyr Leu 
20 25 30 

lie Asn Ser Gin Cys Cys Ser Leu Cys Gin Pro Gly Gin Lys Leu Val 
35 40 45 

Ser Asp Cys Thr Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys Gly Glu 
50 55 60 

Ser Glu Phe Leu Asp Thr Trp Asn Arg Glu Thr His Cys His Gin His 
65 70 75 80 

Lys Tyr Cys Asp Pro Asn Leu Gly Leu Arg Val Gin Gin Lys Gly Thr 
85 90 95 

Ser Glu Thr Asp Thr lie Cys Thr Cys Glu Glu Gly Trp His Cys Thr 
100 105 110 

Ser Glu Ala Cys Glu Ser Cys Val Leu His Arg Ser Cys Ser Pro Gly 
H5 120 125 

Phe Gly Val Lys Gin lie Ala Thr Gly Val Ser Asp Thr lie Cys Glu 
130 135 140 

Pro Cys Pro Val Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys 
145 150 155 160 

Cys His Pro Trp Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gin Gin 
165 170 175 

Ala Gly Thr Asn Lys Thr Asp Val Val Cys Gly Pro Gin Asp Arg Leu 
180 185 190 

Arg Ala Leu Val Val He Pro He He Phe Gly He Leu Phe Ala He 
195 200 205 

Leu Leu Val Leu Val Phe He Lys Lys Val Ala Lys Lys Pro Thr Asn 
210 215 220 

Lys Ala Pro His Pro Lys Gin Glu Pro Gin Glu He Asn Phe Pro Asp 
225 230 235 240 
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Asp Leu Pro Gly Ser Asn Thr Ala Ala Pro Val Gin Glu Thr Leu His 
245 250 255 



Gly Cys Gin Pro Val Thr Gin Glu Asp Gly Lys Glu Ser Arg lie Ser 
260 265 270 



Val Gin Glu Arg Gin 





275 


<210> 


2519 


<211> 


260 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2519 



Met Ala Arg Pro His Pro Trp Trp Leu Cys Val Leu Gly Thr Leu Val 
15 10 15 



Gly Leu Ser Ala Thr Pro Ala Pro Lys Ser Cys Pro Glu Arg His Tyr 
20 25 30 



Trp Ala Gin Gly Lys Leu Cys Cys Gin Met Cys Glu Pro Gly Thr Phe 
35 ^ 40 45 



Leu Val Lys Asp Cys Asp Gin His Arg Lys Ala Ala Gin Cys Asp Pro 
50 55 60 



Cys lie Pro Gly Val Ser Phe Ser Pro Asp His His Thr Arg Pro His 
65 70 75 80 



Cys Glu Ser Cys Arg His Cys Asn Ser Gly Leu Leu Val Arg Asn Cys 
85 90 95 



Thr He Thr Ala Asn Ala Glu Cys Ala Cys Arg Asn Gly Trp Gin Cys 
100 105 110 



Arg Asp Lys Glu Cys Thr Glu Cys Asp Pro Leu Pro Asn Pro Ser Leu 
115 120 125 



Thr Ala Arg Ser Ser Gin Ala Leu Ser Pro His Pro Gin Pro Thr His 
130 135 140 



Leu Pro Tyr Val Ser Glu Met Leu Glu Ala Arg Thr Ala Gly His Met 
145 150 155 160 

Gin Thr Leu Ala Asp Phe Arg Gin Leu Pro Ala Arg Thr Leu Ser Thr 
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165 170 175 

His Trp Pro Pro Gin Arg Ser Leu Cys Ser Ser Asp Phe He Arg He 
180 185 190 

Leu Val He Phe Ser Gly Met Phe Leu Val Phe Thr Leu Ala Gly Ala 
195 200 205 

Leu Phe Leu His Gin Arg Arg Lys Tyr Arg Ser Asn Lys Gly Glu Ser 
210 215 220 

Pro Val Glu Pro Ala Glu Pro Cys Arg Tyr Ser Cys Pro Arg Glu Glu 
225 230 235 240 

Glu Gly Ser Thr He Pro He Gin Glu Asp Tyr Arg Lys Pro Glu Pro 
245 250 255 

Ala Cys Ser Pro 
260 



<210> 2520 

<211> 329 

<212> PRT 

<213> Homo sapiens 

<400> 2520 

Met Asp Pro Gin Cys Thr Met Gly Leu Ser Asn He Leu Phe Val Met 
1 5 10 15 

Ala Phe Leu Leu Ser Gly Ala Ala Pro Leu Lys He Gin Ala Tyr Phe 
20 25 30 

Asn Glu Thr Ala Asp Leu Pro Cys Gin Phe Ala Asn Ser Gin Asn Gin 
35 40 45 

Ser Leu Ser Glu Leu Val Val Phe Trp Gin Asp Gin Glu Asn Leu Val 
5 ° 55 60 

Leu Asn Glu Val Tyr Leu Gly Lys Glu Lys Phe Asp Ser Val His Ser 
65 70 75 80 

Lys Tyr Met Gly Arg Thr Ser Phe Asp Ser Asp Ser Trp Thr Leu Arg 
85 90 95 

Leu His Asn Leu Gin He Lys Asp Lys Gly Leu Tyr Gin Cys He He 
100 105 110 



880 



WO 2004/042346 



PCT/US2003/012946 



His His Lys Lys Pro Thr Gly Met lie Arg lie His Gin Met Asn Ser 
115 120 125 



Glu Leu Ser Val Leu Ala Asn Phe Ser Gin Pro Glu lie Val Pro lie 
130 135 140 



Ser Asn lie Thr Glu Asn Val Tyr lie Asn Leu Thr Cys Ser Ser lie 
145 150 155 160 



His Gly Tyr Pro Glu Pro Lys Lys Met Ser Val Leu Leu Arg Thr Lys 
165 170 175 



Asn Ser Thr lie Glu Tyr Asp Gly lie Met Gin Lys Ser Gin Asp Asn 
180 185 190 



Val Thr Glu Leu Tyr Asp Val Ser lie Ser Leu Ser Val Ser Phe Pro 
195 200 205 



Asp Val Thr Ser Asn Met Thr lie Phe Cys lie Leu Glu Thr Asp Lys 
210 215 220 



Thr Arg Leu Leu Ser Ser Pro Phe Ser lie Glu Leu Glu Asp Pro Gin 
225 230 235 240 



Pro Pro Pro Asp His He Pro Trp He Thr Ala Val Leu Pro Thr Val 
245 250 ~ 255 



He He Cys Val Met Val Phe Cys Leu He Leu Trp Lys Trp Lys Lys 
260 265 270 



Lys Lys Arg Pro Arg Asn Ser Tyr Lys Cys Gly Thr Asn Thr Met Glu 
275 280 285 



Arg Glu Glu Ser Glu Gin Thr Lys Lys Arg Glu Lys He His He Pro 
290 295 300 



Glu Arg Ser Asp Glu Ala Gin Arg Val Phe Lys Ser Ser Lys Thr Ser 
305 310 315 320 



Ser Cys Asp Lys Ser Asp Thr Cys Phe 
325 



<210> 2521 

<211> 132 

<212> PRT 

<213> Homo sapiens 
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<400> 2521 

Met Glu Phe Asp Leu Asn Gly Asn Gly Asp He Gly Glu Lys Arg val 
1 5 10 is 

He Cys Gly Gly Arg Val Val Cys Arg Pro Lys Lys Thr Glu Val Ser 
2° 25 " 30 

Pro Thr Cys Ser He Pro His Asp Leu Gly Gly Gly Pro Pro Thr Thr 
35 40 45 

Val Gly Gly Arg Arg Met Gly Met Arg Lys Trp Glu Arg Arg Glu Arq 
50 55 60 

Val Ser Pro Pro Ser Pro His Pro His Pro Leu Pro Pro Asp He Met 
65 70 75 80 

Ser Leu Lys Arg Met Leu Glu Lys Leu Gly Val Pro Lys Thr His Leu 
85 90 ' 95 

Glu Leu Lys Lys Leu He Gly Glu Val Ser Ser Gly Ser Gly Glu Thr 
100 105 110 

Phe Ser Tyr Pro Asp Phe Leu Arg Met Met Leu Gly Lys Arg Ser Ala 
115 120 125 

He Leu Lys Met 
130 



<210> 2522 

<211> 491 

<212> PRT 

<213> Homo sapiens 

<400> 2522 

Met Glu Ser Ser Ala Lys Arg Lys Met Asp Pro Asp Asn Pro Asp Glu 
1 5 10 is 

Gly Pro Ser Ser Lys Val Pro Arg Pro Glu Thr Pro Val Thr Lys Ala 
20 25 30 

Thr Thr Phe Leu Gin Thr Met Leu Arg Lys Glu Val Asn Ser Gin Leu 
35 40 45 

Ser Leu Gly Asp Pro Leu Phe Pro Glu Leu Ala Glu Glu Ser Leu Lys 
50 55 60 
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Thr Phe Glu Gin Val Thr Glu Asp Cys Asn Glu Asn Pro Glu Lys Asp 
65 70 75 80 

Val Leu Ala Glu Leu Val Lys Gin He Lys Val Arg Val Asp Met Val 
85 90 95 

Arg His Arg He Lys Glu His Met Leu Lys Lys Tyr Thr Gin Thr Glu 
100 105 HO 

Glu Lys Phe Thr Gly Ala Phe Asn Met Met Gly Gly Cys Leu Gin Asn 
115 120 125 

Ala Leu Asp He Leu Asp Lys Val His Glu Pro Phe Glu Glu Met Lys 
130 135 140 

Cys He Gly Leu Thr Met Gin Ser Met Tyr Glu Asn Tyr He Val Pro 
145 150 155 ' 160 

Glu Asp Lys Arg Glu Met Trp Met Ala Cys He Lys Glu Leu His Asp 
165 170 175 

Val Ser Lys Gly Ala Ala Asn Lys Leu Gly Gly Ala Leu Gin Ala Lys 
180 185 190 

Ala Arg Ala Lys Lys Asp Glu Leu Arg Arg Lys Met Met Tyr Met Cys 
195 200 205 

Tyr Arg Asn He Glu Phe Phe Thr Lys Asn Ser Ala Phe Pro Lys Thr 
210 215 220 

Thr Asn Gly Cys Ser Gin Ala Met Ala Ala Leu Gin Asn Leu Pro Gin 
225 230 235 240 

Cys Ser Pro Asp Glu He Met Ala Tyr Ala Gin Lys He Phe Lys He 
245 250 255 

Leu Asp Glu Glu Arg Asp Lys Val Leu Thr His He Asp His He Phe 
260 265 270 

Met Asp He Leu Thr Thr Cys Val Glu Thr Met Cys Asn Glu Tyr Lys 
275 280 285 

Val Thr Ser Asp Ala Cys Met Met Thr Met Tyr Gly Gly He Ser Leu 
290 295 300 
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Leu Ser Glu Phe Cys Arg Val Leu Cys Cys Tyr Val Leu Glu Glu Thr 
305 310 315 320 

Ser Val Met Leu Ala Lys Arg Pro Leu He Thr Lys Pro Glu Val He 
325 330 335 

Ser Val Met Lys Arg Arg He Glu Glu He Cys Met Lys Val Phe Ala 
340 345 350 

Gin Tyr He Leu Gly Ala Asp Pro Leu Arg Val Cys Ser Pro Ser Val 
355 360 365 

Asp Asp Leu Arg Ala He Ala Glu Glu Ser Asp Glu Glu Glu Ala He 
3 70 375 380 

Val Ala Tyr Thr Leu Ala Thr Ala Gly Val Ser Ser Ser Asp Ser Leu 
385 390 395 400 

Val Ser Pro Pro Glu Ser Pro Val Pro Ala Thr He Pro Leu Ser Ser 
405 410 415 

Val He Val Ala Glu Asn Ser Asp Gin Glu Glu Ser Glu Gin Ser Asp 
420 425 430 

Glu Glu Glu Glu Glu Gly Ala Gin Glu Glu Arg Glu Asp Thr Val Ser 
435 440 445 

Val Lys Ser Glu Pro Val Ser Glu He Glu Glu Val Ala Pro Glu Glu 
450 455 460 

Glu Glu Asp Gly Ala Glu Glu Pro Thr Ala Ser Gly Gly Lys Ser Thr 
465 470 475 * ' 480 

His Pro Met Val Thr Arg Ser Lys Ala Asp Gin 
485 490 



<210> 2523 

<211> 491 

<212> PRT 

<213> Homo sapiens 

<400> 2523 

Met Glu Ser Ser Ala Lys Arg Lys Met Asp Pro Asp Asn Pro Asp Glu 
1 5 10 15 

Gly Pro Ser Ser Lys Val Pro Arg Pro Glu Thr Pro Val Thr Lys Ala 
20 25 30 
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Thr Thr Phe Leu Gin Thr Met Leu Arg Lys Glu Val Asn Ser Gin Leu 
35 40 45 

Ser Leu Gly Asp Pro Leu Phe Pro Glu Leu Ala Glu Glu Ser Leu Lys 
50 55 60 

Thr Phe Glu Gin Val Thr Glu Asp Cys Asn Glu Asn Pro Glu Lys Asp 
65 70 75 80 

Val Leu Ala Glu Leu Val Lys Gin He Lys Val Arg Val Asp Met Val 
85 90 95 

Arg His Arg He Lys Glu His Met Leu Lys Lys Tyr Thr Gin Thr Glu 
100 105 110 

Glu Lys Phe Thr Gly Ala Phe Asn Met Met Gly Gly Cys Leu Gin Asn 
H5 120 125 

Ala Leu Asp He Leu Asp Lys Val His Glu Pro Phe Glu Glu Met Lys 
13 ° 135 140 

Cys He Gly Leu Thr Met Gin Ser Met Tyr Glu Asn Tyr He Val Pro 
145 150 155 160 

Glu Asp Lys Arg Glu Met Trp Met Ala Cys He Lys Glu Leu His Asp 
165 170 175 

Val Ser Lys Gly Ala Ala Asn Lys Leu Gly Gly Ala Leu Gin Ala Lys 
180 185 190 

Ala Arg Ala Lys Lys Asp Glu Leu Arg Arg Lys Met Met Tyr Met Cys 
iSS 200 205 

Tyr Arg Asn He Glu Phe Phe Thr Lys Asn Ser Ala Phe Pro Lys Thr 
210 215 220 

Thr Asn Gly Cys Ser Gin Ala Met Ala Ala Leu Gin Asn Leu Pro Gin 
225 230 235 240 

Cys Ser Pro Asp Glu He Met Ala Tyr Ala Gin Lys He Phe Lys He 
24 5 250 255 

Leu Asp Glu Glu Arg Asp Lys Val Leu Thr His He Asp His He Phe 
260 265 270 
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Met Asp lie Leu Thr Thr Cys Val Glu Thr Met Cys Asn Glu Tyr Lys 
275 280 285 



Val Thr Ser Asp Ala Cys Met Met Thr Met Tyr Gly Gly lie Ser Leu 
290 295 300 



Leu Ser Glu Phe Cys Arg Val Leu Cys Cys Tyr Val Leu Glu Glu Thr 
305 310 315 320 



Ser Val Met Leu Ala Lys Arg Pro Leu lie Thr Lys Pro Glu Val lie 
325 330 335 



Ser Val Met Lys Arg Arg lie Glu Glu lie Cys Met Lys Val Phe Ala 
340 345 350 



Gin Tyr lie Leu Gly Ala Asp Pro Leu Arg Val Cys Ser Pro Ser Val 
355 360 365 



Asp Asp Leu Arg Ala lie Ala Glu Glu Ser Asp Glu Glu Glu Ala He 
370 375 380 



Val Ala Tyr Thr Leu Ala Thr Ala Gly Val Ser Ser Ser Asp Ser Leu 
385 390 395 400 



Val Ser Pro. Pro Glu Ser Pro Val Pro Ala Thr He Pro Leu Ser Ser 
405 410 4i5 



Val He Val Ala Glu Asn Ser Asp Gin Glu Glu Ser Glu Gin Ser Asp 
420 425 430 



Glu Glu Glu Glu Glu Gly Ala Gin Glu Glu Arg Glu Asp Thr Val Ser 
435 440 445 



Val Lys Ser Glu Pro Val Ser Glu He Glu Glu Val Ala Pro Glu Glu 
450 455 460 



Glu Glu Asp Gly Ala Glu Glu Pro Thr Ala Ser Gly Gly Lys Ser Thr 
465 470 475 480 



His Pro Met Val Thr Arg Ser Lys Ala Asp Gin 
485 490 



<210> 2524 

<211> 641 

<212> PRT 

<213> Homo sapiens 
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<400> 2524 

Met Ser Asp Glu Gly Pro Gly Thr Gly Pro Gly Asn Gly Leu Gly Glu 
15 10 15 



Lys Gly Asp Thr Ser Gly Pro Glu Gly Ser Gly Gly Ser Gly Pro Gin 
20 25 30 



Arg Arg Gly Gly Asp Asn His Gly Arg Gly Arg Gly Arg Gly Arg Gly 
35 40 45 



Arg Gly Gly Gly Arg Pro Gly Ala Pro Gly Gly Ser Gly Ser Gly Pro 
50 55 60 



Arg His Arg Asp Gly Val Arg Arg Pro Gin Lys Arg Pro Ser Cys lie 
65 70 75 80 



Gly Cys Lys Gly Thr His Gly Gly Thr Gly Ala Gly Ala Gly Ala Gly 
85 90 95 



Gly Ala Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly Ala Gly 
100 105 110 



Gly Gly Ala Gly Gly Ala Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly 
115 120 125 



Gly Ala Gly Ala Gly Gly Gly Ala Gly Gly Ala Gly Gly Ala Gly Ala 
130 135 140 



Gly Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly Gly Ala Gly Ala Gly 
145 150 155 160 



Gly Gly Ala Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly 
165 170 175 



Ala Gly Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly Gly 
180 185 190 



Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly Ala Gly Gly Ala Gly 
195 200 205 



Gly Ala Gly Gly Ala Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala v 
210 215 220 



Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly Ala Gly Ala Gly Gly Ala 
225 230 235 240 
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Gly Ala Gly Gly Ala Gly Ala Gly Gly Ala Gly Gly Ala Gly Ala Gly 
245 250 255 

Gly Ala Gly Gly Ala Gly Ala Gly Gly Ala Gly Gly Ala Gly Ala Gly 
260 265 270 

Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly Gly Ala Gly 
275 280 285 

Ala Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly Ala Gly Gly Ala Gly 
290 295 300 

Ala Gly Gly Ala Gly Gly Ala Gly Ala Gly Gly Gly Ala Gly Ala Gly 
305 310 315 320 

Gly Ala Gly Ala Gly Gly Gly Gly Arg Gly Arg Gly Gly Ser Gly Gly 
325 % 330 * 335 

Arg Gly Arg Gly Gly Ser Gly Gly Arg Gly Arg Gly Gly Ser Gly Gly 
340 345 350 

Arg Arg Gly Arg Gly Arg Glu Arg Ala Arg Gly Gly Ser Arg Glu Arg 
355 360 365 

Ala Arg Gly Arg Gly Arg Gly Arg Gly Glu Lys Arg Pro Arg Ser Pro 
370 375 380 

Ser Ser Gin Ser Ser Ser Ser Gly Ser Pro Pro Arg Arg Pro Pro Pro 
385 390 395 ~ 400 

Gly Arg Arg Pro Phe Phe His Pro Val Gly Glu Ala Asp Tyr Phe Glu 
405 410 415 

Tyr His Gin Glu Gly Gly Pro Asp Gly Glu Pro Asp Val Pro Pro Gly 
420 425 430 

Ala He Glu Gin Gly Pro Ala Asp Asp Pro Gly Glu Gly Pro Ser Thr 
435 440 445 

Gly Pro Arg Gly Gin Gly Asp Gly Gly Arg Arg Lys Lys Gly Gly Trp 
450 455 460 

Phe Gly Lys His Arg Gly Gin Gly Gly Ser Asn Pro Lys Phe Glu Asn 
465 47 ° 475 480 
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He Ala Glu Gly Leu Arg Ala Leu Leu Ala Arg Ser His Val Glu Arg 
485 490 495 

Thr Thr Asp Glu Gly Thr Trp Val Ala Gly Val Phe Val Tyr Gly Gly 
500 505 510 

Ser Lys Thr Ser Leu Tyr Asn Leu Arg Arg Gly Thr Ala Leu Ala He 
515 520 525 

Pro Gin Cys Arg Leu Thr Pro Leu Ser Arg Leu Pro Phe Gly Met Ala 
530 535 540 

Pro Gly Pro Gly Pro Gin Pro Gly Pro Leu Arg Glu Ser He Val Cys 
545 550 555 560 

Tyr Phe Met Val Phe Leu Gin Thr His He Phe Ala Glu Val Leu Lys 
565 570 575 

Asp Ala He Lys Asp Leu Val Met Thr Lys Pro Ala Pro Thr Cys Asn 
580 585 590 

He Arg Val Thr Val Cys Ser Phe Asp Asp Gly Val Asp Leu Pro Pro 
595 600 * 605 

Trp Phe Pro Pro Met Val Glu Gly Ala Ala Ala Glu Gly Asp Asp Gly 
610 615 620 

Asp Asp Gly Asp Glu Gly Gly Asp Gly Asp Glu Gly Glu Glu Gly Gin 
625 630 635 640 



Glu 




<210> 


2525 


<211> 


245 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2525 



Met Met Asp Pro Asn Ser Thr Ser Glu Asp Val Lys Phe Thr Pro Asp 
15 10 15 

Pro Tyr Gin Val Pro Phe Val Gin Ala Phe Asp Gin Ala Thr Arg Val 
20 25 30 

Tyr Gin Asp Leu Gly Gly Pro Ser Gin Ala Pro Leu Pro Cys Val Leu 
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35 40 45 



Trp Pro Val Leu Pro Glu Pro Leu Pro Gin Gly Gin Leu Thr Ala Tyr 
50 55 60 



His Val Ser Thr Ala Pro Thr Gly Ser Trp Phe Ser Ala Pro Gin Pro 
65 70 75 80 



Ala Pro Glu Asn Ala Tyr Gin Ala Tyr Ala Ala Pro Gin Leu Phe Pro 
85 90 95 



Val Ser Asp lie Thr Gin Asn Gin Gin Thr Asn Gin Ala Gly Gly Glu 
100 105 110 



Ala Pro Gin Pro Gly Asp Asn Ser Thr Val Gin Thr Ala Ala Ala Val 
115 120 125 



Val Phe Ala Cys Pro Gly Ala Asn Gin Gly Gin Gin Leu Ala Asp lie 
130 135 140 



Gly Val Pro Gin Pro Ala Pro Val Ala Ala Pro Ala Arg Arg Thr Arg 
145 150 155 160 



Lys Pro Gin Gin Pro Glu Ser Leu Glu Glu Cys Asp Ser Glu Leu Glu 
165 170 175 



lie Lys Arg Tyr Lys Asn Arg Val Ala Ser Arg Lys Cys Arg Ala Lys 
180 185 190 



Phe Lys Gin Leu Leu Gin His Tyr Arg Glu Val Ala Ala Ala Lys Ser 
195 200 205 



Ser Glu Asn Asp Arg Leu Arg Leu Leu Leu Lys Gin Met Cys Pro Ser 
210 215 220 



Leu Asp Val Asp Ser He lie Pro Arg Thr Pro Asp Val Leu His Glu 
225 230 235 240 



Asp Leu Leu Asn Phe 
245 



<210> 2526 

<211> 491 

<212> PRT 

<213> Homo sapiens 

<400> 2526 
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Met Glu Ser Ser Ala Lys Arg Lys Met Asp Pro Asp Asn Pro Asp Glu 
15 10 15 



Gly Pro Ser Ser Lys Val Pro Arg Pro Glu Thr Pro Val Thr Lys Ala 
20 25 30 



Thr Thr Phe Leu Gin Thr Met Leu Arg Lys Glu Val Asn Ser Gin Leu 
35 40 45 



Ser Leu Gly Asp Pro Leu Phe Pro Glu Leu Ala Glu Glu Ser Leu Lys 
50 55 60 



Thr Phe Glu Gin Val Thr Glu Asp Cys Asn Glu Asn Pro Glu Lys Asp 
65 70 75 80 



Val Leu Ala Glu Leu Val Lys Gin lie Lys Val Arg Val Asp Met Val 
85 90 95 



Arg His Arg lie Lys Glu His Met Leu Lys Lys Tyr Thr Gin Thr Glu 
100 105 110 



Glu Lys Phe Thr Gly Ala Phe Asn Met Met Gly Gly Cys Leu Gin Asn 
115 120 125 



Ala Leu Asp lie Leu Asp Lys Val His Glu Pro Phe Glu Glu Met Lys 
130 135 140 



Cys lie Gly Leu Thr Met Gin Ser Met Tyr Glu Asn Tyr lie Val Pro 
145 150 155 160 



Glu Asp Lys Arg Glu Met Trp Met Ala Cys lie Lys Glu Leu His Asp 
165 170 175 



Val Ser Lys Gly Ala Ala Asn Lys Leu Gly Gly Ala Leu Gin Ala Lys 
180 185 190 



Ala Arg Ala Lys Lys Asp Glu Leu Arg Arg Lys Met Met Tyr Met Cys 
195 200 205 



Tyr Arg Asn lie Glu Phe Phe Thr Lys Asn Ser Ala Phe Pro Lys Thr 
210 215 220 



Thr Asn Gly Cys Ser Gin Ala Met Ala Ala Leu Gin Asn Leu Pro Gin 
225 230 235 240 
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Cys Ser Pro Asp Glu lie Met Ala Tyr Ala Gin Lys lie Phe Lys lie 
245 250 255 



Leu Asp Glu Glu Arg Asp Lys Val Leu Thr His lie Asp His lie Phe 
260 265 270 



Met Asp lie Leu Thr Thr Cys Val Glu Thr Met Cys Asn Glu Tyr Lys 
275 280 285 



Val Thr Ser Asp Ala Cys Met Met Thr Met Tyr Gly Gly He Ser Leu 
290 295 300 



Leu Ser Glu Phe Cys Arg Val Leu Cys Cys Tyr Val Leu Glu Glu Thr 
305 310 315 320 



Ser Val Met Leu Ala Lys Arg Pro Leu He Thr Lys Pro Glu Val lie 
325 330 335 



Ser Val Met Lys Arg Arg He Glu Glu He Cys Met Lys Val Phe Ala 
340 345 350 



Gin Tyr He Leu Gly Ala Asp Pro Leu Arg Val Cys Ser Pro Ser Val 
355 360 365 



Asp Asp Leu Arg Ala He Ala Glu Glu Ser Asp Glu Glu Glu Ala He 
370 375 380 



Val Ala Tyr Thr Leu Ala Thr Ala Gly Val Ser Ser Ser Asp Ser Leu 
385 390 395 400 



Val Ser Pro Pro Glu Ser Pro Val Pro Ala Thr He Pro Leu Ser Ser 
405 410 415 



Val He Val Ala Glu Asn Ser Asp Gin Glu Glu Ser Glu Gin Ser Asp 
420 425 430 



Glu Glu Glu Glu Glu Gly Ala Gin Glu Glu Arg Glu Asp Thr Val Ser 
435 440 445 



Val Lys Ser Glu Pro Val Ser Glu He Glu Glu Val Ala Pro Glu Glu 
450 455 460 



Glu Glu Asp Gly Ala Glu Glu Pro Thr Ala Ser Gly Gly Lys Ser Thr 
465 470 475 480 



His Pro Met Val Thr Arg Ser Lys Ala Asp Gin 
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<210> 2527 

<211> 491 

<212> PRT 

<213> Homo sapiens 

<400> 2527 

Met Glu Ser Ser Ala Lys Arg Lys Met Asp Pro Asp Asn Pro Asp Glu 

Gly Pro Ser Ser Lys Val Pro Arg Pro Glu Thr Pro Val Thr Lys Ala 
20 25 30 

Thr Thr Phe Leu Gin Thr Met Leu Arg Lys Glu Val Asn Ser Gin Leu 
35 40 4 5 

Ser Leu Gly Asp Pro Leu Phe Pro Glu Leu Ala Glu Glu Ser Leu Lys 
50 5S 60 

Thr Phe Glu Gin Val Thr Glu Asp Cys Asn Glu Asn Pro Glu Lys Asp 
65 7 <> 75 80 

Val Leu Ala Glu Leu Val Lys Gin lie Lys Val Arg Val Asp Met Val 
85 90 95 

Arg His Arg lie Lys Glu His Met Leu Lys Lys Tyr Thr Gin Thr Glu 
100 105 no 

Glu Lys Phe Thr Gly Ala Phe Asn Met Met Gly Gly Cys Leu Gin Asn 
115 120 125 

Ala Leu Asp lie Leu Asp Lys Val His Glu Pro Phe Glu Glu Met Lvs 
130 135 140 y 

Cys He Gly Leu Thr Met Gin Ser Met Tyr Glu Asn Tyr He Val Pro 
145 150 155 160 

Glu Asp Lys Arg Glu Met Trp Met Ala Cys He Lys Glu Leu His Asp 
165 170 175 

Val Ser Lys Gly Ala Ala Asn Lys Leu Gly Gly Ala Leu Gin Ala Lys 
180 185 190 

Ala Arg Ala Lys Lys Asp Glu Leu Arg Arg Lys Met Met Tyr Met Cys 
195 200 205 
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Tyr Arg Asn lie Glu Phe Phe Thr Lys Asn Ser Ala Phe Pro Lys Thr 
210 215 220 

Thr Asn Gly Cys Ser Gin Ala Met Ala Ala Leu Gin Asn Leu Pro Gin 
225 2 30 235 240 

Cys Ser Pro Asp Glu lie Met Ala Tyr Ala Gin Lys lie Phe Lys He 
245 .250 255 

Leu Asp Glu Glu Arg Asp Lys Val Leu Thr His He Asp His He Phe 
260 265 270 

Met Asp He Leu Thr Thr Cys Val Glu Thr Met Cys Asn Glu Tyr Lys 
275 280 * 285 

Val Thr Ser Asp Ala Cys Met Met Thr Met Tyr Gly Gly He Ser Leu 
290 295 300 

Leu Ser Glu Phe Cys Arg Val Leu Cys Cys Tyr Val Leu Glu Glu Thr 
305 310 315 320 

j 

Ser Val Met Leu Ala Lys Arg Pro Leu He Thr Lys Pro Glu Val He 
32 5 330 335 

Ser Val Met Lys Arg Arg He Glu Glu He Cys Met Lys Val Phe Ala 
340 345 350 

Gin Tyr He Leu Gly Ala Asp Pro Leu Arg Val Cys Ser Pro Ser Val 
355 360 365 

Asp Asp Leu Arg Ala He Ala Glu Glu Ser Asp Glu Glu Glu Ala He 
370 375 380 

Val Ala Tyr Thr Leu Ala Thr Ala Gly Val Ser Ser Ser Asp Ser Leu 
385 390 395 ^ 400 

Val Ser Pro Pro Glu Ser Pro Val Pro Ala Thr He Pro Leu Ser Ser 
405 410 415 

Val He Val Ala Glu Asn Ser Asp Gin Glu Glu Ser Glu Gin Ser Asp 
420 425 430 

Glu Glu Glu Glu Glu Gly Ala Gin Glu Glu Arg Glu Asp Thr Val Ser 
435 440 445 
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Val Lys Ser Glu Pro Val Ser Glu lie Glu Glu Val Ala Pro Glu Glu 
450 455 460 

Glu Glu Asp Gly Ala Glu Glu Pro Thr Ala Ser Gly Gly Lys Ser Thr 
465 470 475 480 

His Pro Met Val Thr Arg Ser Lys Ala Asp Gin 
485 490 

<210> 2528 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 2528 

Met Ser Leu Leu Pro Val Pro Tyr Thr Glu Ala Ala Ser Leu Ser Thr 
1 5 10 is 

Gly Ser Thr Val Thr He Lys Gly Arg Pro Leu Ala Cys Phe Leu Asn 
20 25 30 

Glu Pro Tyr Leu Gin Val Asp Phe His Thr Glu Met Lys Glu Glu Ser 
35 40 45 

Asp He Val Phe His Phe Gin Val Cys Phe Gly Arg Arg Val Val Met 
50 55 60 

Asn Ser Arg Glu Tyr Gly Ala Trp Lys Gin Gin Val Glu Ser Lys Asn 
65 70 75 80 

Met Pro Phe Gin Asp Gly Gin Glu Phe Glu Leu Ser He Ser Val Leu 
85 90 95 

Pro Asp Lys Tyr Gin Val Met Val Asn Gly Gin Ser Ser Tyr Thr Phe 
100 105 110 

Asp His Arg He Lys Pro Glu Ala Val Lys Met Val Gin Val Trp Arg 
115 120 125 

Asp He Ser Leu Thr Lys Phe Asn Val Ser Tyr Leu Lys Arq 
"0 135 14Q y 9 

<210> 2529 

<211> 298 

<212> PRT 

<213> Homo sapiens 

<400> 2529 
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Met Ala Glu Ala Met Asp Leu Gly Lys Asp Pro Asn Gly Pro Thr His 
15 10 15 



Ser Ser Thr Leu Phe Val Arg Asp Asp Gly Ser Ser Met Ser Phe Tyr 
20 25 30 



Val Arg Pro Ser Pro Ala Lys Arg Arg Leu Ser Thr Leu lie Leu His 
35 40 45 



Gly Gly Gly Thr Val Cys Arg Val Gin Glu Pro Gly Ala Val Leu Leu 
50 55 60 



Ala Gin Pro Gly Glu Ala Leu Ala Glu Ala Ser Gly Asp Phe lie Ser 
65 70 75 80 



Thr Gin His lie Leu Asp Cys Val Glu Arg Asn Glu Arg Leu Glu Leu 
85 90 95 



Glu Ala Tyr Arg Leu Gly Pro Ala Ser Ala Ala Asp Thr Gly Ser Glu 
100 105 110 



Ala Lys Pro Gly Ala Leu Ala Glu Gly Ala Ala Glu Pro Glu Pro Gin 
115 120 125 



Arg His Ala Gly Arg lie Ala Phe Thr Asp Ala Asp Asp Val Ala lie 
130 135 140 



Leu Thr Tyr Val Lys Glu Asn Ala Arg Ser Pro Ser Ser Val Thr Gly 
145 150 155 160 



Asn Ala Leu Trp Lys Ala Met Glu Lys Ser Ser Leu Thr Gin His Ser 
165 170 175 



Trp Gin Ser Leu Lys Asp Arg Tyr Leu Lys His Leu Arg Gly Gin Glu 
180 185 190 



His Lys Tyr Leu Leu Gly Asp Ala Pro Val Ser Pro Ser Ser Gin Lys 
195 200 205 



Leu Lys Arg Lys Ala Glu Glu Asp Pro Glu Ala Ala Asp Ser Gly Glu 
210 215 220 



Pro Gin Asn Lys Arg Thr Pro Asp Leu Pro Glu Glu Glu Tyr Val Lys 
225 230 235 240 
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Glu Glu He Gin Glu Asn Glu Glu Ala Val Lys Lys Met Leu Val Glu 
245 250 255 

Ala Thr Arg Glu Phe Glu Glu Val Val Val Asp Glu Ser Pro Pro Asp 
260 265 270 

Phe Glu He His He Thr Met Cys Asp Asp Asp Pro Pro Thr Pro Glu 
275 280 285 

Glu Asp Ser Glu Thr Gin Pro Asp Glu Glu 
290 295 

<210> 2530 

<211> 365 

<212> PRT 

<213> Homo sapiens 

<400> 2530 

Met Ala Val Met Ala Pro Arg Thr Leu Leu Leu Leu Leu Ser Gly Ala 
1 5 10 15 

Leu Ala Leu Thr Gin Thr Trp Ala Gly Ser His Ser Met Arg Tyr Phe 
20 25 30 

Phe Thr Ser Val Ser Arg Pro Gly Arg Gly Glu Pro Arg Phe He Ala 
35 40 45 



Val Gly Tyr Val Asp Asp Thr Gin Phe Val Arg Phe Asp Ser Asp Ala 
50 55 60 

Ala Ser Gin Arg Met Glu Pro Arg Ala Pro Trp He Glu Gin Glu Gly 
65 70 75 80 

Pro Glu Tyr Trp Asp Gin Glu Thr Arg Asn Val Lys Ala Gin Ser Gin 
85 90 95 

Thr Asp Arg Val Asp Leu Gly Thr Leu Arg Gly Tyr Tyr Asn Gin Ser 
1Q 0 105 110 

Glu Ala Gly Ser His Thr He Gin He Met Tyr Gly Cys Asp Val Gly 
115 120 125 

Ser Asp Gly Arg Phe Leu Arg Gly Tyr Arg Gin Asp Ala Tyr Asp Gly 
130 135 140 

Lys Asp Tyr He Ala Leu Asn Glu Asp Leu Arg Ser Trp Thr Ala Ala 
145 150 155 " 160 
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Asp Met Ala Ala Gin lie Thr Lys Arg Lys Trp Glu Ala Ala His Glu 
165 170 175 



Ala Glu Gin Leu Arg Ala Tyr Leu Asp Gly Thr Cys Val Glu Trp Leu 
180 185 190 



Arg Arg Tyr Leu Glu Asn Gly Lys Glu Thr Leu Gin Arg Thr Asp Pro 
195 200 205 



Pro Lys Thr His Met Thr His His Pro He Ser Asp His Glu Ala Thr 
210 215 220 



Leu Arg Cys Trp Ala Leu Gly Phe Tyr Pro Ala Glu He Thr Leu Thr 
225 230 235 240 



Trp Gin Arg Asp Gly Glu Asp Gin Thr Gin Asp Thr Glu Leu Val Glu 
245 250 255 



Thr Arg Pro Ala Gly Asp Gly Thr Phe Gin Lys Trp Ala Ala Val Val 
260 265 270 



Val Pro Ser Gly Glu Glu Gin Arg Tyr Thr Cys His Val Gin His Glu 
275 280 285 



Gly Leu Pro Lys Pro Leu Thr Leu Arg Trp Glu Leu Ser Ser Gin Pro 
290 295 300 



Thr He Pro He Val Gly He He Ala Gly Leu Val Leu Leu Gly Ala 
305 310 315 320 



Val He Thr Gly Ala Val Val Ala Ala Val Met Trp Arg Arg Lys Ser 
325 330 335 



Ser Asp Arg Lys Gly Gly Ser Tyr Thr Gin Ala Ala Ser Ser Asp Ser 
340 345 350 



Ala Gin Gly Ser Asp Val Ser Leu Thr Ala Cys Lys Val 
355 360 365 



<210> 2531 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 2531 
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Met Glu Leu Arg Ser Gly Ser Val Gly Ser Gin Ala Val Ala Arg Arg 
1 5 10 15 

Met Asp Gly Asp Ser Arg Asp Gly Gly Gly Gly Lys Asp Ala Thr Glv 
20 25 30 

Ser Glu Asp Tyr Glu Asn Leu Pro Thr Ser Ala Ser Val Ser Thr His 
35 40 45 

Met Thr Ala Gly Ala Met Ala Gly He Leu Glu His Ser Val Met Tvr 
50 55 60 

Pro Val Asp Ser Val Lys Thr Arg Met Gin Ser Leu Ser Pro Asp Pro 
65 ™ 75 y 80 

Lys Ala Gin Tyr Thr Ser He Tyr Gly Ala Leu Lys Lys He Met Arg 
85 90 95 

Thr Glu Gly Phe Trp Arg Pro Leu Arg Gly Val Asn Val Met He Met 
100 105 HO 

Gly Ala Gly Pro Ala His Ala Met Tyr Phe Ala Cys Tyr Glu Asn Met 
115 120 125 

Lys Arg Thr Leu Asn Asp Val Phe His His Gin Gly Asn Ser His Leu 
130 135 140 

Ala Asn Gly He Leu Lys Ala Phe Val Trp Ser 
145 150 155 

<210> 2532 

<211> 384 

<212> PRT 

<213> Homo sapiens 

<400> 2532 

Met Lys Val Thr Ser Leu Asp Gly Arg Gin Leu Arg Lys Met Leu Arg 
15 10 15 

Lys Glu Ala Ala Ala Arg Cys Val Val Leu Asp Cys Arg Pro Tyr Leu 
20 25 " 30 

Ala Phe Ala Ala Ser Asn Val Arg Gly Ser Leu Asn Val Asn Leu Asn 
35 40 45 

Ser Val Val Leu Arg Arg Ala Arg Gly Gly Ala Val Ser Ala Arg Tyr 
50 55 60 
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Val Leu Pro Asp Glu Ala Ala Arg Ala Arg Leu Leu Gin Glu Gly Glv 
65 70 75 80 y 

Gly Gly Val Ala Ala Val Val Val Leu Asp Gin Gly Ser Arg His Trp 
85 90 95 

Gin Lys Leu Arg Glu Glu Ser Ala Ala Arg Val Val Leu Thr Ser Leu 
100 105 HO 

Leu Ala Cys Leu Pro Ala Gly Pro Arg Val Tyr Phe Leu Lys Gly Gly 
115 120 125 

Tyr Glu Thr Phe Tyr Ser Glu Tyr Pro Glu Cys Cys Val Asp Val Lys 
130 135 140 

Pro He Ser Gin Glu Lys He Glu Ser Glu Arg Ala Leu He Ser Gin 
145 150 155 160 

Cys Gly Lys Pro Val Val Asn Val Ser Tyr Arg Pro Ala Tyr Asp Gin 
l fi 5 170 175 

Gly Gly Pro Val Glu He Leu Pro Phe Leu Tyr Leu Gly Ser Ala Tyr 
180 185 190 

His Ala Ser Lys Cys Glu Phe Leu Ala Asn Leu His He Thr Ala Leu 
195 200 205 

Leu Asn Val Ser Arg Arg Thr Ser Glu Ala Cys Met Thr His Leu His 
210 215 220 

Tyr Lys Trp He Pro Val Glu Asp Ser His Thr Ala Asp He Ser Ser 
225 230 235 * 240 

His Phe Gin Glu Ala He Asp Phe He Asp Cys Val Arg Glu Lys Gly 
245 250 255 

Gly Lys Val Leu Val His Cys Glu Ala Gly He Ser Arg Ser Pro Thr 
260 265 270 

He Cys Met Ala Tyr Leu Met Lys Thr Lys Gin Phe Arg Leu Lys Glu 
275 280 285 

Ala A8P ^ 116 LyS Gln Arg Ser Met Val Ser Pro Asn Phe 

290 295 300 



900 



WO 2004/042346 



PCT/US2003/012946 



Gly Phe Met Gly Gin Leu Leu Gin Tyr Glu Ser Glu He Leu Pro Ser 
305 310 315 320 



Thr Pro Asn Pro Gin Pro Pro Ser Cys Gin Gly Glu Ala Ala Gly Ser 
325 330 335 



Ser Leu He Gly His Leu Gin Thr Leu Ser Pro Asp Met Gin Gly Ala 
340 345 350 



Tyr Cys Thr Phe Pro Ala Ser Val Leu Ala Pro Val Pro Thr His Ser 
355 360 365 



Thr Val Ser Glu Leu Ser Arg Ser Pro Val Ala Thr Ala Thr Ser Cys 
370 375 380 



<210> 2533 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 2533 

Met Ala Gin Gly Lys Val Ala Ser Leu Gly Pro He Lys Gin His Thr 
15 10 15 



Phe Leu Lys Asn Met Gly He Asp Val Arg Leu Lys Val Leu Leu Asp 

20 , 25 30 



Lys Ser Asn Glu Pro Ser Val Arg Gin Gin Leu Leu Gin Gly Tyr Asp 
35 40 45 



Met Leu Met Asn Pro Lys Lys Met Gly Glu Arg Phe Asn Phe Phe Ala 
50 55 60 

Leu Leu Pro His Gin Arg Leu Gin Gly Gly Arg Tyr Gin Arg Asn Ala 
65 70 75 80 

Arg Gin Ser Lys Pro Phe Ala Ser Val Val Ala Gly Phe Ser Glu Leu 
85 90 95 



Ala Trp Gin 



<210> 2534 

<211> 529 

<212> PRT 

<213> Homo sapiens 
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<400> 2534 

Met Gly Ser Ser Arg Ala Pro Trp Met Gly Arg Val Gly Gly His Gly 
1 5 10 15 

Met Met Ala Leu Leu Leu Ala Gly Leu Leu Leu Pro Gly Thr Leu Ala 
20 25 30 

Lys Ser lie Gly Thr Phe Ser Asp Pro Cys Lys Asp Pro Thr Arg lie 
35 40 45 

Thr Ser Pro Asn Asp Pro Cys Leu Thr Gly Lys Gly Asp Ser Ser Gly 
50 55 60 

Phe Ser Ser Tyr Ser Gly Ser Ser Ser Ser Gly Ser Ser lie Ser Ser 
65 70 75 80 

Ala Arg Ser Ser Gly Gly Gly Ser Ser Gly Ser Ser Ser Gly Ser Ser 
85 90 95 

lie Ala Gin Gly Gly Ser Ala Gly Ser Phe Lys Pro Gly Thr Gly Tyr 
100 105 110 

Ser Gin Val Ser Tyr Ser Ser Gly Ser Gly Ser Ser Leu Gin Gly Ala 
115 120 125 

Ser Gly Ser Ser Gin Leu Gly Ser Ser Ser Ser His Ser Gly Ser Ser 
130 135 140 

Gly Ser His Ser Gly Ser Ser Ser Ser His Ser Ser Ser Ser Ser Ser 
145 150 155 160 

Phe Gin Phe Ser Ser Ser Ser Phe Gin Val Gly Asn Gly Ser Ala Leu 
165 170 175 

Pro Thr Asn Asp Asn Ser Tyr Arg Gly He Leu Asn Pro Ser Gin Pro 
180 185 190 

Gly Gin Ser Ser Ser Ser Ser Gin Thr Ser Gly Val Ser Ser Ser Gly 
195 200 ~ 205 

Gin Ser Val Ser Ser Asn Gin Arg Pro Cys Ser Ser Asp He Pro Asp 
210 215 220 

Ser Pro Cys Ser Gly Gly Pro He Val Ser His Ser Gly Pro Tyr He 
225 230 235 * 240 
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Pro Ser Ser His Ser Val Ser Gly Gly Gin Arg Pro Val Val Val Val 
245 250 255 



Val Asp Gin His Gly Ser Gly Ala Pro Gly Val Val Gin Gly Pro Pro 
260 265 270 



Cys Ser Asn Gly Gly Leu Pro Gly Lys Pro Cys Pro Pro lie Thr Ser 
275 280 285 



Val Asp Lys Ser Tyr Gly Gly Tyr Glu Val Val Gly Gly Ser Ser Asp 
290 295 300 



Ser Tyr Leu Val Pro Gly Met Thr Tyr Ser Lys Gly Lys lie Tyr Pro 
305 310 315 320 



Val Gly Tyr Phe Thr Lys Glu Asn Pro Val Lys Gly Ser Pro Gly Val 
325 330 335 



Pro Ser Phe Ala Ala Gly Pro Pro lie Ser Glu Gly Lys Tyr Phe Ser 
340 345 350 



Ser Asn Pro lie He Pro Ser Gin Ser Ala Ala Ser Ser Ala He Ala 
355 360 365 



Phe Gin Pro Val Gly Thr Gly Gly Val Gin Leu Cys Gly Gly Gly Ser 
370 375 380 



Thr Gly Ser Lys Gly Pro Cys Ser Pro Ser Ser Ser Arg Val Pro Ser 
385 390 395 ~ 400 



Ser Ser Ser He Ser Ser Ser Ser Gly Ser Pro Tyr His Pro Cys Gly 
405 410 415 



Ser Ala Ser Gin Ser Pro Cys Ser Pro Pro Gly Thr Gly Ser Phe Ser 
420 425 430 



Ser Ser Ser Ser Ser Gin Ser Ser Gly Lys He He Leu Gin Pro Cys 
435 440 445 



Gly Ser Lys Sef Ser Ser Ser Gly His Pro Cys Met Ser Val Ser Ser 
450 455 460 



Leu Thr Leu Thr Gly Gly Pro Asp Gly Ser Pro His Pro Asp Pro Ser 
465 470 475 480 
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Ala Gly Ala Lys Pro Cys Gly Ser Ser Ser Ala Gly Lys He Pro Cys 
485 490 495 

Arg Ser He Arg Asp He Leu Ala Gin Val Lys Pro Leu Gly Pro Gin 
500 505 510 

Leu Ala Asp Pro Glu Val Phe Leu Pro Gin Gly Glu Leu Leu Asp Ser 
515 520 525 

Pro 



<210> 2535 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 2535 

Met Pro Pro Lys Asp Asp Lys Lys Lys Lys Asp Ala Gly Lys Ser Ala 
15 10 15 

Lys Lys Asp Lys Asp Pro Val Asn Lys Ser Gly Gly Lys Ala Lys Lys 
20 25 30 

Lys Lys Trp Ser Lys Gly Lys Val Arg Asp Lys Leu Asn Asn Leu Val 
35 40 45 

Leu Phe Asp Lys Ala Thr Tyr Asp Lys Leu Cys Lys Glu Val Pro Asn 
50 55 60 

Tyr Lys Leu He Thr Pro Ala Val Val Ser Glu Arg Leu Lys He Ara 
65 70 75 80 

Gly Ser Leu Ala Arg Ala Ala Leu Gin Glu Leu Leu Ser Lys Gly Leu 
85 90 95 

He Lys Leu Val Ser Lys His Arg Ala Gin Val He Tyr Thr Arg Asn 
100 105 HO 

Thr Lys Gly Gly Asp Ala Pro Ala Ala Gly Glu Asp Ala 
115 120 125 

<210> 2536 

<211> 335 

<212> PRT 

<213> Homo sapiens 

<400> 2536 
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Met Gly Lys Val Lys Val Gly Val Asn Gly Phe Gly Arg He Gly Arg 
1 5 10 15 

Leu Val Thr Arg Ala Ala Phe Asn Ser Gly Lys Val Asp He Val Ala 
20 25 30 

He Asn Asp Pro Phe He Asp Leu Asn Tyr Met Val Tyr Met Phe Gin 
35 40 45 

Tyr Asp Ser Thr His Gly Lys Phe His Gly Thr Val Lys Ala Glu Asn 
50 55 60 

Gly Lys Leu Val He Asn Gly Asn Pro He Thr He Phe Gin Glu Arg 
65 70 75 80 

Asp Pro Ser Lys He Lys Trp Gly Asp Ala Gly Ala Glu Tyr Val Val 
85 90 95 

Glu Ser Thr Gly Val Phe Thr Thr Met Glu Lys Ala Gly Ala His Leu 
100 105 HO 

Gin Gly Gly Ala Lys Arg Val He He Ser Ala Pro Ser Ala Asp Ala 
115 120 125 

Pro Met Phe Val Met Gly Val Asn His Glu Lys Tyr Asp Asn Ser Leu 

,130 . . _ 135 - _ . - 140 

Lys He He Ser Asn Ala Ser Cys Thr Thr Asn Cys Leu Ala Pro Leu 
145 150 155 160 

Ala Lys Val He His Asp Asn Phe Gly He Val Glu Gly Leu Met Thr 
165 170 175 

Thr Val His Ala He Thr Ala Thr Gin Lys Thr Val Asp Gly Pro Ser 
180 185 190 

Gly Lys Leu Trp Arg Asp Gly Arg Gly Ala Leu Gin Asn He He Pro 
X95 200 205 

Ala Ser Thr Gly Ala Ala Lys Ala Val Gly Lys Val lie Pro Glu Leu 
210 215 220 

Asn Gly Lys Leu Thr Gly Met Ala Phe Arg Val Pro Thr Ala Asn Val 
225 230 235 240 



905 



WO 2004/042346 



PCT/US2003/012946 



Ser Val Val Asp Leu Thr Cys Arg Leu Glu Lys Pro Ala Lys Tyr Asp 
245 250 255 



Asp lie Lys Lys Val Val Lys Gin Ala Ser Glu Gly Pro Leu Lys Gly 
260 265 270 



lie Leu Gly Tyr Thr Glu His Gin Val Val Ser Ser Asp Phe Asn Ser 
275 280 285 



Asp Thr His Ser Ser Thr Phe Asp Ala Gly Ala Gly lie Ala Leu Asn 
290 295 300 



Asp His Phe Val Lys Leu lie Ser Trp Tyr Asp Asn Glu Phe Gly Tyr 
305 310 315 320 



Ser Asn Arg Val Val Asp Leu Met Ala His Met Ala Ser Lys Glu 
325 330 335 



<210> 2537 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 2537 

Met Ala Ser Val Ser Glu Leu Ala Cys lie Tyr Ser Ala Leu He Leu 
15 10 15 



His Asp Asp Glu Val Thr Val Thr Glu Asp Lys He Asn Ala Leu He 
20 25 30 



Lys Ala Ala Gly Val Asn Val Glu Pro Phe Trp Pro Gly Leu Phe Ala 
35 40 45 



Lys Ala Leu Ala Asn Val Asn He Gly Ser Leu He Cys Asn Val Gly 
50 55 60 



Ala Gly Gly Pro Ala Pro Ala Ala Gly Ala Ala Pro Ala Gly Gly Pro 
65 70 75 80 



Ala Pro Ser Thr Ala Ala Ala Pro Ala Glu Glu Lys Lys Val Glu Ala 
85 90 95 



Lys Lys Glu Glu Ser Glu Glu Ser Asp Asp Asp Met Gly Phe Gly Leu 
100 105 110 



Phe Asp 
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<210> 2538 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 2538 

Met Ala Ala Gly Gly Ser Asp Pro Arg Ala Gly Asp Val Glu Glu Asp 
15 10 15 



Ala Ser Gin Leu lie Phe Pro Lys Glu Phe Glu Thr Ala Glu Thr Leu 
20 25 30 



Leu Asn Ser Glu Val His Met Leu Leu Glu His Arg Lys Gin Gin Asn 
35 40 45 



Glu Ser Ala Glu Asp Glu Gin Glu Leu Ser Glu Val Phe Met Lys Thr 
50 55 60 



Leu Asn Tyr Thr Ala Arg Phe Ser Arg Phe Lys Asn Arg Glu Thr He 
65 70 75 80 



Ala Ser Val Arg Ser Leu Leu Leu Gin Lys Lys Leu His Lys Phe Glu 
85 90 95 



Leu Ala Cys Leu Ala Asn Leu Cys Pro Glu Thr Ala Glu Glu Ser Lys 
100 105 110 



Ala Leu He Pro Ser Leu Glu Gly Arg Phe Glu Asp Glu Glu Leu Gin 
115 120 125 



Gin He Leu Asp Asp He Gin Thr Lys Arg Ser Phe Gin Tyr 
130 135 140 



<210> 2539 

<211> 178 

<212> PRT 

<213> Homo sapiens 

<400> 2539 

Met Pro Ala Tyr His Ser Ser Leu Met Asp Pro Asp Thr Lys Leu He 
15 10 15 



Gly Asn Met Ala Leu Leu Pro He Arg Ser Gin Phe Lys Gly Pro Ala 
20 25 30 



Pro Arg Glu Thr Lys Asp Thr Asp He Val Asp Glu Ala He Tyr Tyr 
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35 40 45 



Phe Lys Ala Asn Val Phe Phe Lys Asn Tyr Glu lie Lys Asn Glu Ala 
50 55 60 



Asp Arg Thr Leu lie Tyr lie Thr Leu Tyr lie Ser Glu Cys Leu Lys 
65 70 75 80 



Lys Leu Gin Lys Cys Asn Ser Lys Ser Gin Gly Glu Lys Glu Met Tyr 
85 90 95 



Thr Leu Gly lie Thr Asn Phe Pro lie Pro Gly Glu Pro Gly Phe Pro 
100 105 110 



Leu Asn Ala lie Tyr Ala Lys Pro Ala Asn Lys Gin Glu Asp Glu Val 
115 120 125 



Met Arg Ala Tyr Leu Gin Gin Leu Arg Gin Glu Thr Gly Leu Arg Leu 
130 135 140 



Cys Glu Lys Val Phe Asp Pro Gin Asn Asp Lys Pro Ser Lys Trp Trp 
145 150 155 160 



Thr Cys Phe Val Lys Arg Gin Phe Met Asn Lys Ser Leu Ser Gly Pro 
165 170 175 



Gly Gin 



<210> 2540 

<211> 351 

<212> PRT 

<213> Homo sapiens 

<400> 2540 

Met Glu Thr Asn Phe Ser Thr Pro Leu Asn Glu Tyr Glu Glu Val Ser 
15 10 15 



Tyr Glu Ser Ala Gly Tyr Thr Val Leu Arg lie Leu Pro Leu Val Val 
20 25 30 



Leu Gly Val Thr Phe Val Leu Gly Val Leu Gly Asn Gly Leu Val lie 
35 40 45 



Trp Val Ala Gly Phe Arg Met Thr Arg Thr Val Thr Thr He Cys Tyr 
50 55 60 
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Leu Asn Leu Ala Leu Ala Asp Phe Ser Phe Thr Ala Thr Leu Pro Phe 
65 70 75 80 



Leu lie Val Ser Met Ala Met Gly Glu Lys Trp Pro Phe Gly Trp Phe 
85 90 95 



Leu Cys Lys Leu lie His He Val Val Asp He Asn Leu Phe Gly Ser 
100 105 110 



Val Phe Leu He Gly Phe He Ala Leu Asp Arg Cys He Cys Val Leu 
115 120 125 



His Pro Val Trp Ala Gin Asn His Arg Thr Val Ser Leu Ala Met Lys 
130 135 140 



Val He Val Gly Pro Trp He Leu Ala Leu Val Leu Thr Leu Pro Val 
145 150 155 160 



Phe Leu Phe Leu Thr Thr Val Thr He Pro Asn Gly Asp Thr Tyr Cys 
165 170 175 



Thr Phe Asn Phe Ala Ser Trp Gly Gly Thr Pro Glu Glu Arg Leu Lys 
180 185 190 



Val Ala He Thr Met Leu Thr Ala Arg Gly He lie Arg Phe Val He 
195 200 205 



Gly Phe Ser Leu Pro Met Ser He Val Ala He Cys Tyr Gly Leu He 
210 215 220 



Ala Ala Lys He His Lys Lys Gly Met He Lys Ser Ser Arg Pro Leu 
225 230 235 240 



Arg Val Leu Thr Ala Val Val Ala Ser Phe Phe He Cys Trp Phe Pro 
245 250 255 



Phe Gin Leu Val Ala Leu Leu Gly Thr Val Trp Leu Lys Glu Met Leu 
260 265 270 



Phe Tyr Gly Lys Tyr Lys He He Asp He Leu Val Asn Pro Thr Ser 
275 280 285 



Ser Leu Ala Phe Phe Asn Ser Cys Leu Asn Pro Met Leu Tyr Val Phe 
290 295 300 
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Val Gly Gin Asp Phe Arg Glu Arg Leu lie His Ser Leu Pro Thr Ser 
305 310 315 320 



Leu Glu Arg Ala Leu Ser Glu Asp Ser Ala Pro Thr Asn Asp Thr Ala 
325 330 335 



Ala Asn Ser Ala Ser Pro Pro Ala Glu Thr Glu Leu Gin Ala Met 
340 345 350 



<210> 2541 

<211> 349 

<212> PRT 

<213> Homo sapiens 

<400> 2541 

Met Glu Thr Pro Pro Val Asn Thr lie Gly Glu Lys Asp Thr Ser Gin 
15 10 15 



Pro Gin Gin Glu Trp Glu Lys Asn Leu Arg Glu Asn Leu Asp Ser Val 
20 25 30 



lie Gin lie Arg Gin Gin Pro Arg Asp Pro Pro Thr Glu Thr Leu Glu 
35 40 45 



Leu Glu Val Ser Pro Asp Pro Ala Ser Gin lie Leu Glu His Thr Gin 
50 55 60 



Gly Ala Glu Lys Leu Val Ala Glu Leu Glu Gly Asp Ser His Lys Ser 
65 70 75 80 



His Gly Ser Thr Ser Gin Met Pro Glu Ala Leu Gin Ala Ser Asp Leu 
85 90 95 



Trp Tyr Cys Pro Asp Gly Ser Phe Val Lys Lys lie Val lie Arg Gly 
100 105 110 



His Gly Leu Asp Lys Pro Lys Leu Gly Ser Cys Cys Arg Val Leu Ala 
115 120 125 



Leu Gly Phe Pro Phe Gly Ser Gly Pro Pro Glu Gly Trp Thr Glu Leu 
130 135 140 



Thr Met Gly Val Gly Pro Trp Arg Glu Glu Thr Trp Gly Glu Leu He 
145 150 155 160 



Glu Lys Cys Leu Glu Ser Met Cys Gin Gly Glu Glu Ala Glu Leu Gin 
165 170 175 
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Leu Pro Gly His Ser Gly Pro Pro Val Arg Leu Thr Leu Ala Ser Phe 
180 185 190 

Thr Gin Gly Arg Asp Ser Trp Glu Leu Glu Thr Ser Glu Lys Glu Ala 
195 200 205 

Leu Ala Arg Glu Glu Arg Ala Arg Gly Thr Glu Leu Phe Arg Ala Gly 
210 215 220 

Asn Pro Glu Gly Ala Ala Arg Cys Tyr Gly Arg Ala Leu Arg Leu Leu 
225 230 235 240 

Leu Thr Leu Pro Pro Pro Gly Pro Pro Glu Arg Thr Val Leu His Ala 
2 45 250 255 

Asn Leu Ala Ala Cys Gin Leu Leu Leu Gly Gin Pro Gin Leu Ala Ala 
260 265 270 

Gin Ser Cys Asp Arg Val Leu Glu Arg Glu Pro Gly His Leu Lys Ala 
2 75 280 285 

Leu Tyr Arg Arg Gly Val Ala Gin Ala Ala Leu Gly Asn Leu Glu Lys 
2 90 295 300 

Ala Thr Ala Asp Leu Lys Lys Val Leu Ala He Asp Pro Lys Asn Arg 
305 310 315 " 320 

Ala Ala Gin Glu Glu Leu Gly Lys Val Val He Gin Gly Lys Asn Gin 
325 330 335 

Asp Ala Gly Leu Ala Gin Gly Leu Arg Lys Met Phe Gly 
340 345 



<210> 2542 

<211> 417 

<212> PRT 

<213> Homo sapiens 

<400> 2542 

Met Gly Arg Arg Arg Ala Pro Glu Leu Tyr Arg Ala Pro Phe Pro Leu 
15 10 15 

Tyr Ala Leu Gin Val Asp Pro Ser Thr Gly Leu Leu He Ala Ala Gly 
2 0 25 30 
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Gly Gly Gly Ala Ala Lys Thr Gly He Lys Asn Gly Val His Phe Leu 
35 40 45 

Gin Leu Glu Leu He Asn Gly Arg Leu Ser Ala Ser Leu Leu His Ser 
50 55 60 



His Asp Thr Glu Thr Arg Ala Thr Met Asn Leu Ala Leu Ala Gly Asp 
65 70 75 80 

He Leu Ala Ala Gly Gin Asp Ala His Cys Gin Leu Leu Arg Phe Gin 
85 90 95 

Ala His Gin Gin Gin Gly Asn Lys Ala Glu Lys Ala Gly Ser Lys Glu 
100 105 110 

Gin Gly Pro Arg Gin Arg Lys Gly Ala Ala Pro Ala Glu Lys Lys Cys 
115 120 125 

Gly Ala Glu Thr Gin His Glu Gly Leu Glu Leu Arg Val Glu Asn Leu 
130 135 140 

Gin Ala Val Gin Thr Asp Phe Ser Ser Asp Pro Leu Gin Lys Val Val 
145 150 155 160 

Cys Phe Asn His Asp Asn Thr Leu Leu Ala Thr Gly Gly Thr Asp Gly 
165 170 " 175 

Tyr Val Arg Val Trp Lys Val Pro Ser Leu Glu Lys Val Leu Glu Phe 
180 185 190 

Lys Ala His Glu Gly Glu He Glu Asp Leu Ala Leu Gly Pro Asp Gly 
195 200 205 

Lys Leu Val Thr Val Gly Arg Asp Leu Lys Ala Ser Val Trp Gin Lys 
210 215 220 

Asp Gin Leu Val Thr Gin Leu His Trp Gin Glu Asn Gly Pro Thr Phe 
225 230 235 240 

Ser Ser Thr Pro Tyr Arg Tyr Gin Ala Cys Arg Phe Gly Gin Val Pro 
245 250 * 255 

Asp Gin Pro Ala Gly Leu Arg Leu Phe Thr Val Gin He Pro His Lys 
260 265 270 

Arg Leu Arg Gin Pro Pro Pro Cys Tyr Leu Thr Ala Trp Asp Gly Ser 
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275 280 285 



Asn Phe Leu Pro Leu Arg Thr Lys Ser Cys Gly His Glu Val Val Ser 
290 295 300 



Cys Leu Asp Val Ser Glu Ser Gly Thr Phe Leu Gly Leu Gly Thr Val 
305 310 315 320 



Thr Gly Ser Val Ala lie Tyr lie Ala Phe Ser Leu Gin Cys Leu Tyr 
325 330 335 



Tyr Val Arg Glu Ala His Gly He Val Val Thr Asp Val Ala Phe Leu 
340 345 350 



Pro Glu Lys Gly Arg Gly Pro Glu Leu Leu Gly Ser His Glu Thr Ala 
355 360 365 



Leu Phe Ser Val Ala Val Asp Ser Arg Cys Gin Leu His Leu Leu Pro 
370 375 380 



Ser Arg Arg Ser Val Pro Val Trp Leu Leu Leu Leu Leu Cys Val Gly 
385 390 395 400 



Leu He He Val Thr He Leu Leu Leu Gin Ser Ala Phe Pro Gly Phe 
405 410 415 



Leu 



<210> 2543 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<400> 2543 

Met Arg Gin Asn Asp Lys He Met Cys He Leu Glu Asn Arg Lys Lys 
15 10 15 



Arg Asp Arg Lys Asn Leu Cys Arg Ala He Asn Asp Phe Gin Gin Ser 
20 25 30 



Phe Gin Lys Pro Glu Thr Arg Arg Glu Phe Asp Leu Ser Asp Pro Leu 
35 40 45 



Ala Leu Lys Lys Asp Leu Pro Ala Arg Gin Ser Asp Asn Asp Val Arg 
50 55 60 
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Asn Thr lie Ser Gly Met Gin Lys Phe Met Gly Glu Asp Leu Asn Phe 
65 70 75 80 



His Glu Arg Lys Lys Phe Gin Glu Glu Gin Asn Arg Glu Trp Ser Leu 
85 90 95 



Gin Gin Gin Arg Glu Trp Lys Asn Ala Arg Ala Glu Gin Lys Cys Ala 
100 105 110 



Glu Ala Leu Tyr Thr Glu Thr Arg Leu Gin Phe Asp Glu Thr Ala Lys 
115 " 120 125 



His Leu Gin Lys Leu Glu Ser Thr Thr Arg Lys Ala Val Cys Ala Ser 
130 135 140 



Val Lys Asp Phe Asn Lys Ser Gin Ala lie Glu Ser Val Glu Arg Lys 
145 150 155 160 



Lys Gin Glu Lys Lys Gin Glu Gin Glu Asp Asn Leu Ala Glu lie Thr 
165 170 175 



Asn Leu Leu Arg Gly Asp Leu Leu Ser Glu Asn Pro Gin Gin Ala Ala 
180 185 190 



Ser Ser Phe Gly Pro His Arg Val Val Pro Asp Arg Trp Lys Gly Met 
195 200 205 



Thr Gin Glu Gin Leu Glu Gin He Arg Leu Val Gin Lys Gin Gin He 
210 215 220 



Gin Glu Lys Leu Arg Leu Gin Glu Glu Lys Arg Gin Arg Asp Leu Asp 
225 230 235 240 



Trp Asp Arg Arg Arg He Gin Gly Ala Arg Ala Thr Leu Leu Phe Glu 
245 250 255 



Arg Gin Gin Trp Arg Arg Gin Arg Asp Leu Arg Arg Ala Leu Asp Ser 
260 265 270 



Ser Asn Leu Ser Leu Ala Lys Glu Gin His Leu Gin Lys Lys Tyr Met 
275 280 285 



Asn Glu Val Tyr Thr Asn Gin Pro Thr Gly Asp Tyr Phe Thr Gin Phe 
290 295 300 
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Asn Thr Gly Ser Arg 
305 



<210> 2544 

<211> 838 

<212> PRT 

<213> Homo sapiens 

<400> 2544 



Met Gin Glu Gin Glu lie Gly Phe lie Ser Lys Tyr Asn Glu Gly Leu 
15 10 15 



Cys Val Asn Thr Asp Pro Val Ser lie Leu Thr Ser lie Leu Asp Met 
20 25 30 



Ser Leu His Arg Gin Met Gly Ser Asp Arg Asp Leu Gin Ser Ser Ala 
35 40 45 



Ser Ser Val Ser Leu Pro Ser Val Lys Lys Ala Pro Lys Lys Arg Arg 
50 55 60 



lie Ser lie Gly Ser Leu Phe Arg Arg Lys Lys Asp Asn Lys Arg Lys 
65 70 75 80 



Ser Arg Glu Leu Asn Gly Gly Val Asp Gly lie Ala Ser lie Glu Ser 
85 90 95 



He His Ser Glu Met Cys Thr Asp Lys Asn Ser He Phe Ser Thr Asn 
100 105 110 



Thr Ser Ser Asp Asn Gly Leu Thr Ser He Ser Lys Gin He Gly Asp 
115 120 * 125 



Phe He Glu Cys Pro Leu Cys Leu Leu Arg His Ser Lys Asp Arg Phe 
130 135 140 



Pro Asp He Met Thr Cys His His Arg Ser Cys Val Asp Cys Leu Arg 
145 150 155 160 



Gin Tyr Leu Arg He Glu He Ser Glu Ser Arg Val Asn He Ser Cys 
165 170 175 



Pro Glu Cys Thr Glu Arg Phe Asn Pro His Asp He Arg Leu He Leu 
180 185 190 



Ser Asp Asp Val Leu Met Glu Lys Tyr Glu Glu Phe Met Leu Arg Arg 
195 200 205 
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Trp Leu Val Ala Asp Pro Asp Cys Arg Trp Cys Pro Ala Pro Asp Cys 
210 215 220 



Gly Tyr Ala Val He Ala Phe Gly Cys Ala Ser Cys Pro Lys Leu Thr 
225 230 235 240 



Cys Gly Arg Glu Gly Cys Gly Thr Glu Phe Cys Tyr His Cys Lys Gin 
245 250 255 



He Trp His Pro Asn Gin Thr Cys Asp Ala Ala Arg Gin Glu Arg Ala 
260 265 270 



Gin Ser Leu Arg Leu Arg Thr He Arg Ser Ser Ser He Ser Tyr Ser 
275 280 285 



Gin Glu Ser Gly Ala Ala Ala Asp Asp lie Lys Pro Cys Pro Arg Cys 
290 295 300 



Ala Ala Tyr He He Lys Met Asn Asp Gly Ser Cys Asn His Met Thr 
305 310 315 320 



Cys Ala Val Cys Gly Cys Glu Phe Cys Trp Leu Cys Met Lys Glu He 
325 330 335 



Ser Asp Leu His Tyr Leu Ser Pro Ser Gly Cys Thr Phe Trp Gly Lys 
340 345 350 



Lys Pro Trp Ser Arg Lys Lys Lys He Leu Trp Gin Leu Gly Thr Leu 
355 360 365 



Val Gly Ala Pro Val Gly He Ala Leu He Ala Gly He Ala He Pro 
370 375 380 



Ala Met lie He Gly He Pro Val Tyr Val Gly Arg Lys He His Asn 
385 390 395 400 



Arg Tyr Glu Gly Lys Asp Val Ser Lys His Lys Arg Asn Leu Ala lie 
405 410 415 



Ala Gly Gly Val Thr Leu Ser Val He Val Ser Pro Val Val Ala Ala 
420 425 430 



Val Thr Val Gly He Gly Val Pro He Met Leu Ala Tyr Val Tyr Gly 
435 440 445 
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Val Val Pro lie Ser Leu Cys Arg Ser Gly Gly Cys Gly Val Ser Ala 
450 455 460 



Gly Asn Gly Lys Gly Val Arg He Glu Phe Asp Asp Glu Asn Asp He 
465 470 475 480 



Asn Val Gly Gly Thr Asn Thr Ala Val Asp Thr Thr Ser Val Ala Glu 
485 490 495 



Ala Arg His Asn Pro Ser He Gly Glu Gly Ser Val Gly Gly Leu Thr 
500 505 510 



Gly Ser Leu Ser Ala Ser Gly Ser His Met Asp Arg He Gly Ala He 
515 520 525 



Arg Asp Asn Leu Ser Glu Thr Ala Ser Thr Met Ala Leu Ala Gly Ala 
530 535 540 



Ser He Thr Gly Ser Leu Ser Gly Ser Ala Met Val Asn Cys Phe Asn 
545 550 555 560 



Arg Leu Glu Val Gin Ala Asp Val Gin Lys Glu Arg Tyr Ser Leu Ser 
565 570 575 



Gly Glu Ser Gly Thr Val Ser Leu Gly Thr Val Ser Asp Asn Ala Ser 
580 585 590 



Thr Lys Ala Met Ala Gly Ser He Leu Asn Ser Tyr He Pro Leu Asp 
595 600 605 



Lys Glu Gly Asn Ser Met Glu Val Gin Val Asp He Glu Ser Lys Pro 
610 615 620 



Ser Lys Phe Arg His Asn Ser Gly Ser Ser Ser Val Asp Asp Gly Ser 
625 630 635 640 



Ala Thr Arg Ser Tyr Ala Gly Gly Ser Ser Ser Gly Leu Pro Glu Gly 
645 650 655 



Lys Ser Ser Ala Thr Lys Trp Ser Lys Glu Ala Thr Ala Gly Lys Lys 
660 665 670 



Ser Lys Ser Gly Lys Leu Arg Lys Lys Gly Asn Met Lys He Asn Glu 
675 680 685 
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Thr Arg Glu Asp Met Asp Ala Gin Leu Leu Glu Gin Gin Ser Thr Asn 
690 695 700 



Ser Ser Glu Phe Glu Ala Pro Ser Leu Ser Asp Ser Met Pro Ser Val 
705 710 715 720 



Ala Asp Ser His Ser Ser His Phe Ser Glu Phe Ser Cys Ser Asp Leu 
725 730 735 



Glu Ser Met Lys Thr Ser Cys Ser His Gly Ser Ser Asp Tyr His Thr 
740 745 750 



Arg Phe Ala Thr Val Asn lie Leu Pro Glu Val Glu Asn Asp Arg Leu 
755 760 765 



Glu Asn Ser Pro His Gin Cys Ser lie Ser Val Val Thr Gin Thr Ala 
770 775 780 



Ser Cys Ser Glu Val Ser Gin Leu Asn His lie Ala Glu Glu His Gly 
785 790 795 800 



Asn Asn Gly lie Lys Pro Asn Val Asp Leu Tyr Phe Gly Asp Ala Leu 
805 810 815 



Lys Glu Thr Asn Asn Asn His Ser His Gin Thr Met Glu Leu Lys Val 
820 825 830 



Ala He Gin Thr Glu He 





835 


<210> 


2545 


<211> 


1539 


<212> 


PRT 


<213> 


Homo 


<400> 


2545 


Met Glu Pro 


1 





10 15 



Phe Glu Pro Ser Trp Ala Glu Phe Gin Asp Pro Leu Gly Tyr He Ala 
20 25 30 



Lys He Arg Pro He Ala Glu Lys Ser Gly He Cys Lys He Arg Pro 
35 40 45 



Pro Ala Asp Trp Gin Pro Pro Phe Ala Val Glu Val Asp Asn Phe Arg 
50 55 60 
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Phe Thr Pro Arg Val Gin Arg Leu Asn Glu Leu Glu Ala Gin Thr Arg 
65 70 75 80 

Val Lys Leu Asn Tyr Leu Asp Gin He Ala Lys Phe Trp Glu He Gin 
85 90 95 



Gly Ser Ser Leu Lys He Pro Asn Val Glu Arg Lys He Leu Asp Leu 
100 105 110 

Tyr Ser Leu Ser Lys He Val He Glu Glu Gly Gly Tyr Glu Ala He 
115 120 125 



Cys Lys Asp Arg Arg Trp Ala Arg Val Ala Gin Arg Leu His Tyr Pro 
130 135 140 

Pro Gly Lys Asn He Gly Ser Leu Leu Arg Ser His Tyr Glu Arg He 
145 150 155 160 



He Tyr Pro Tyr Glu Met Phe Gin Ser Gly Ala Asn His Val Gin Cys 
165 170 175 



Asn Thr His Pro Phe Asp Asn Glu Val Lys Asp Lys Glu Tyr Lys Pro 
180 185 190 



His Ser He Pro Leu Arg Gin Ser Val Gin Pro Ser Lys Phe Ser Ser 
195 200 205 

Tyr Ser Arg Arg Ala Lys Arg Leu Gin Pro Asp Pro Glu Pro Thr Glu 
210 215 220 

Glu Asp He Glu Lys His Pro Glu Leu Lys Lys Leu Gin He Tyr Gly 
225 230 235 240 



Pro Gly Pro Lys Met Met Gly Leu Gly Leu Met Ala Lys Asp Lys Asp 
245 250 255 



Lys Thr Val His Lys Lys Val Thr Cys Pro Pro Thr Val Thr Val Lys 
260 265 270 



Asp Glu Gin Ser Gly Gly Gly Asn Val Ser Ser Thr Leu Leu Lys Gin 
275 280 285 



His Leu Ser Leu Glu Pro Cys Thr Lys Thr Thr Met Gin Leu Arg Lys 
290 295 300 
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Asn His Ser Ser Ala Gin Phe lie Asp Ser Tyr He Cys Gin Val Cys 
305 310 315 320 



Ser Arg Gly Asp Glu Asp Asn Lys Leu Leu Phe Cys Asp Gly Cys Asp 
325 330 335 



Asp Asn Tyr His He Phe Cys Leu Leu Pro Pro Leu Pro Glu He Pro 
340 345 350 



Arg Gly He Trp Arg Cys Pro Lys Cys He Leu Ala Glu Cys Lys Gin 
355 360 365 



Pro Pro Glu Ala Phe Gly Phe Glu Gin Ala Thr Gin Glu Tyr Ser Leu 
370 375 380 



Gin Ser Phe Gly Glu Met Ala Asp Ser Phe Lys Ser Asp Tyr Phe Asn 
385 390 395 400 



Met Pro Val His Met Val Pro Thr Glu Leu Val Glu Lys Glu Phe Trp 
405 410 415 



Arg Leu Val Ser Ser He Glu Glu Asp Val Thr Val Glu Tyr Gly Ala 
420 425 430 



Asp He His Ser Lys Glu Phe Gly Ser Gly Phe Pro Val Ser Asn Ser 
435 440 445 



Lys Gin Asn Leu Ser Pro Glu Glu Lys Glu Tyr Ala Thr Ser Gly Trp 
450 455 460 



Asn Leu Asn Val Met Pro Val Leu Asp Gin Ser Val Leu Cys His He 
465 470 475 480 



Asn Ala Asp He Ser Gly Met Lys Val Pro Trp Leu Tyr Val Gly Met 
485 490 495 



Val Phe Ser Ala Phe Cys Trp His He Glu Asp His Trp Ser Tyr Ser 
500 505 510 



He Asn Tyr Leu His Trp Gly Glu Pro Lys Thr Trp Tyr Gly Val Pro 
515 520 525 



Ser Leu Ala Ala Glu His Leu Glu Glu Val Met Lys Met Leu Thr Pro 
530 535 540 
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Glu Leu Phe Asp Ser Gin Pro Asp Leu Leu His Gin Leu Val Thr Leu 
545 550 555 560 



Met Asn Pro Asn Thr Leu Met Ser His Gly Val Pro Val Val Arg Thr 
565 570 575 



Asn Gin Cys Ala Gly Glu Phe Val He Thr Phe Pro Arg Ala Tyr His 
580 585 590 



Ser Gly Phe Asn Gin Gly Tyr Asn Phe Ala Glu Ala Val Asn Phe Cys 
595 600 605 



Thr Ala Asp Trp Leu Pro Ala Gly Arg Gin Cys He Glu His Tyr Arg 
610 615 620 



Arg Leu Arg Arg Tyr Cys Val Phe Ser His Glu Glu Leu He Cys Lys 
625 630 635 640 



Met Ala Ala Phe Pro Glu Thr Leu Asp Leu Asn Leu Ala Val Ala Val 
645 650 655 



His Lys Glu Met Phe He Met Val Gin Glu Glu Arg Arg Leu Arg Lys 
660 665 670 



Ala Leu Leu Glu Lys Gly Val Thr Glu Ala Glu Arg Glu Ala Phe Glu 
675 680 685 



Leu Leu Pro Asp Asp Glu Arg Gin Cys He Lys Cys Lys Thr Thr Cys 
690 695 700 



Phe Leu Ser Ala Leu Ala Cys Tyr Asp Cys Pro Asp Gly Leu Val Cys 
705 710 715 720 



Leu Ser His He Asn Asp Leu Cys Lys Cys Ser Ser Ser Arg Gin Tyr 
725 730 735 



Leu Arg Tyr Arg Tyr Thr Leu Asp Glu Leu Pro Thr Met Leu His Lys 
740 745 750 



Leu Lys He Arg Ala Glu Ser Phe Asp Thr Trp Ala Asn Lys Val Arg 
755 ~* 760 765 



Val Ala Leu Glu Val Glu Asp Gly Arg Lys Arg Ser Phe Glu Glu Leu 
770 775 780 

Arg Ala Leu Glu Ser Glu Ala Arg Glu Arg Arg Phe Pro Asn Ser Glu 
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785 790 795 800 



Leu Leu Gin Arg Leu Lys Asn Cys Leu Ser Glu Val Glu Ala Cys lie 
805 810 815 



Ala Gin Val Leu Gly Leu Val Ser Gly Gin Val Ala Arg Met Asp Thr 
820 825 830 



Pro Gin Leu Thr Leu Thr Glu Leu Arg Val Leu Leu Glu Gin Met Gly 
835 840 845 



Ser Leu Pro Cys Ala Met His Gin lie Gly Asp Val Lys Asp Val Leu 
850 855 860 



Glu Gin Val Glu Ala Tyr Gin Ala Glu Ala Arg Glu Ala Leu Ala Thr 
865 870 875 880 



Leu Pro Ser Ser Pro Gly Leu Leu Arg Ser Leu Leu Glu Arg Gly Gin 
885 890 895 



Gin Leu Gly Val Glu Val Pro Glu Ala His Gin Leu Gin Gin Gin Val 
900 905 910 



Glu Gin Ala Gin Trp Leu Asp Glu Val Lys Gin Ala Leu Ala Pro Ser 
915 920 925 



Ala His Arg Gly Ser Leu Val lie Met Gin Gly Leu Leu Val Met Gly 
930 935 940 



Ala Lys lie Ala Ser Ser Pro Ser Val Asp Lys Ala Arg Ala Glu Leu 
945 950 955 960 



Gin Glu Leu Leu Thr lie Ala Glu Arg Trp Glu Glu Lys Ala His Phe 
965 970 975 



Cys Leu Glu Ala Arg Gin Lys His Pro Pro Ala Thr Leu Glu Ala lie 
980 985 990 



lie Arg Glu Thr Glu Asn He Pro Val His Leu Pro Asn He Gin Ala 
995 1000 1005 

Leu Lys Glu Ala Leu Thr Lys Ala Gin Ala Trp He Ala Asp Val 
1010 1015 1020 

Asp Glu He Gin Asn Gly Asp His Tyr Pro Cys Leu Asp Asp Leu 
1025 1030 1035 



922 



WO 2004/042346 



PCT/US2003/012946 



Glu Gly Leu Val Ala Val Gly Arg Asp Leu Pro Val Gly Leu Glu 
1040 1045 1050 



Glu Leu Arg Gin Leu Glu Leu Gin Val Leu Thr Ala His Ser Trp 
1055 1060 1065 



Arg Glu Lys Ala Ser Lys Thr Phe Leu Lys Lys Asn Ser Cys Tyr 
1070 1075 1080 



Thr Leu Leu Glu Val Leu Cys Pro Cys Ala Asp Ala Gly Ser Asp 
1085 1090 1095 



Ser Thr Lys Arg Ser Arg Trp Met Glu Lys Ala Leu Gly Leu Tyr 
1100 1105 1110 



Gin Cys Asp Thr Glu Leu Leu Gly Leu Ser Ala Gin Asp Leu Arg 
1115 1120 1125 



Asp Pro Gly Ser Val lie Val Ala Phe Lys Glu Gly Glu Gin Lys 
1130 1135 1140 



Glu Lys Glu Gly lie Leu Gin Leu Arg Arg Thr Asn Ser Ala Lys 
1145 1150 1155 



Pro Ser Pro Leu Ala Pro Ser Leu Met Ala Ser Ser Pro Thr Ser 
1160 1165 1170 



lie Cys Val Cys Gly Gin Val Pro Ala Gly Val Gly Leu Leu Gin 
1175 1180 1185 



Cys Asp Leu Cys Gin Asp Trp Phe His Gly Gin Cys Val Ser Val 
1190 1195 1200 



Pro His Leu Leu Thr Ser Pro Lys Pro Ser Leu Thr Ser Ser Pro 
1205 1210 1215 



Leu Leu Ala Trp Trp Glu Trp Asp Thr Lys Phe Leu Cys Pro Leu 
1220 1225 1230 



Cys Met Arg Ser Arg Arg Pro Arg Leu Glu Thr He Leu Ala Leu 
1235 1240 1245 



Leu Val Ala Leu Gin Arg Leu Pro Val Arg Leu Pro Glu Gly Glu 
1250 1255 1260 
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Ala Leu Gin Cys Leu Thr Glu Arg Ala He Gly Trp Gin Asp Arg 
1265 1270 1275 



Ala Arg Lys Ala Leu Ala Phe Glu Asp Val Thr Ala Leu Leu Arg 
1280 1285 1290 



Gin Leu Ala Glu Leu Arg Gin Gin Leu Gin Ala Lys Pro Arg Pro 
1295 1300 1305 



Glu Glu Ala Ser Val Tyr Thr Ser Ala Thr Ala Cys Asp Pro He 
1310 1315 1320 



Arg Glu Gly Ser Gly Asn Asn He Ser Lys Val Gin Gly Leu Leu 
1325 1330 1335 



Glu Asn Gly Asp Ser Val Thr Ser Pro Glu Asn Met Ala Pro Gly 
1340 * 1345 1350 



Lys Gly Ser Asp Leu Glu Leu Leu Ser Ser Leu Leu Pro Gin Leu 
1355 1360 1365 



Thr Gly Pro Val Leu Glu Leu Pro Glu Ala He Arg Ala Pro Leu 
1370 1375 1380 



Glu Glu Leu Met Met Glu Gly Gly Leu Leu Glu Val Thr Leu Asp 
1385 1390 1395 



Glu Asn His Ser He Trp Gin Leu Leu Gin Ala Gly Gin Pro Pro 
1400 1405 1410 



Asp Leu Asp Arg He Arg Thr Leu Leu Glu Leu Glu Lys Phe Glu 
1415 1420 1425 



His Gin Gly Ser Arg Thr Arg Ser Arg Ala Leu Glu Arg Arg Arg 
1430 1435 1440 



Arg Arg Gin Lys Val Asp Gin Gly Arg Asn Val Glu Asn Leu Val 
1445 1450 1455 



Gin Gin Glu Leu Gin Ser Lys Arg Ala Arg Ser Ser Gly He Met 
1460 1465 1470 



Ser Gin Val Gly Arg Glu Glu Glu His Tyr Gin Glu Lys Ala Asp 
1475 1480 1485 
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Arg Glu Asn Met Phe Leu Thr Pro Ser Thr Asp His Ser Pro Phe 
1490 1495 1500 



Leu Lys Gly Asn Gin Asn Ser Leu Gin His Lys Asp Ser Gly Ser 
1505 1510 1515 



Ser Ala Ala Cys Pro Ser Leu Met Pro Leu Leu Gin Leu Ser Tyr 
1520 1525 1530 



Ser Asp Glu Gin Gin Leu 
1535 



<210> 2546 

<211> 274 

<212> PRT 

<213> Homo sapiens 

<400> 2546 

Met Gly Val Ser Ala Gin Asp lie Phe Asn Ala Val lie Lys Glu His 
15 10 15 



Pro Gly Leu Val Gin Arg Leu Pro Cys Val Trp Asn Val Gin Leu Ser 
20 25 30 



Asp His Thr Leu Ala Glu Arg Cys Tyr Ser Glu Ala Ser Asp Leu Lys 
35 40 45 



Val He His Trp Asn Ser Pro Lys Lys Leu Arg Val Lys Asn Lys His 
50 55 60 



Val Glu Phe Phe Arg Asn Phe Tyr Leu Thr Phe Leu Glu Tyr Asp Gly 
65 70 75 80 



Asn Leu Leu Arg Arg Glu Leu Phe Val Cys Pro Ser Gin Pro Pro Pro 
85 90 95 



Gly Ala Glu Gin Leu Gin Gin Ala Leu Ala Gin Leu Asp Gly Glu Asp 
100 105 HO 



Pro Cys Phe Glu Phe Arg Gin Gin Gin Leu Thr Val His Arg Val His 
115 120 125 



Val Thr Phe Leu Pro His Glu Pro Pro Pro Pro Arg Pro His Asp Val 
130 135 140 

Thr Leu Val Ala Gin Leu Ser Met Asp Arg Leu Gin Met Leu Glu Ala 

145 150 155 160 
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Leu Cys Arg His Trp Pro Gly Pro Met Ser Leu Ala Leu Tyr Leu Thr 
165 170 175 



Asp Ala Glu Ala Gin Gin Phe Leu His Phe Val Glu Ala Ser Pro Val 
180 185 190 



Leu Ala Ala Arg Gin Asp Val Ala Tyr His Val Val Tyr Arg Glu Gly 
195 200 205 



Pro Leu Tyr Pro Val Asn Gin Leu Arg Asn Val Ala Leu Ala Gin Ala 
210 215 220 



Leu Thr Pro Tyr Val Phe Leu Ser Asp lie Asp Phe Leu Pro Ala Tyr 
225 230 235 240 



Ser Leu Tyr Asp Tyr Leu Arg Glu Ala Arg Ala Gly Phe Asn Ser Ser 
245 250 255 



Ser Thr Cys Gly Cys Ala His Pro Ser His Gin Ala Arg Trp Pro Met 
260 265 270 



Val Val 



<210> 2547 

<211> 504 

<212> PRT 

<213> Homo sapiens 

<400> 2547 

Met Val Ala Pro Gly Ser Val Thr Ser Arg Leu Gly Ser Val Phe Pro 
15 10 15 



Phe Leu Leu Val Leu Val Asp Leu Gin Tyr Glu Gly Ala Glu Cys Gly 
20 25 30 



Val Asn Ala Asp Val Glu Lys His Leu Glu Leu Gly Lys Lys Leu Leu 
35 40 45 



Ala Ala Gly Gin Leu Ala Asp Ala Leu Ser Gin Phe His Ala Ala Val 
50 55 60 



Asp Gly Asp Pro Asp Asn Tyr lie Ala Tyr Tyr Arg Arg Ala Thr Val 
65 70 75 80 
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Phe Leu Ala Met Gly Lys Ser Lys Ala Ala Leu Pro Asp Leu Thr Lys 
85 90 95 



Val lie Gin Leu Lys Met Asp Phe Thr Ala Ala Arg Leu Gin Arg Gly 
100 105 110 



His Leu Leu Leu Lys Gin Gly Lys Leu Asp Glu Ala Glu Asp Asp Phe 
115 120 125 



Lys Lys Val Leu Lys Ser Asn Pro Ser Glu Asn Glu Glu Lys Glu Ala 
130 135 140 



Gin Ser Gin Leu lie Lys Ser Asp Glu Met Gin Arg Leu Arg Ser Gin 
145 150 155 160 



Ala Leu Asn Ala Phe Gly Ser Gly Asp Tyr Thr Ala Ala lie Ala Phe 
165 170 175 



Leu Asp Lys He Leu Glu Val Cys Val Trp Asp Ala Glu Leu Arg Glu 
180 185 190 



Leu Arg Ala Glu Cys Phe He Lys Glu Gly Glu Pro Arg Lys Ala He 
195 200 205 



Ser Asp Leu Lys Ala Ala Ser Lys Leu Lys Asn Asp Asn Thr Glu Ala 
210 215 220 



Phe Tyr Lys He Ser Thr Leu Tyr Tyr Gin Leu Gly Asp His Glu Leu 
225 230 235 240 



Ser Leu Ser Glu Val Arg Glu Cys Leu Lys Leu Asp Gin Asp His Lys 
245 250 255 



Arg Cys Phe Ala His Tyr Lys Gin Val Lys Lys Leu Asn Lys Leu He 
260 265 270 



Glu Ser Ala Glu Glu Leu He Arg Asp Gly Arg Tyr Thr Asp AJ_a Thr 
275 280 285 



Ser Lys Tyr Glu Ser Val Met Lys Thr Glu Pro Ser He Ala Glu Tyr 
290 295 300 



Thr Val Arg Ser Lys Glu Arg He Cys His Cys Phe Ser Lys Asp Glu 
305 " 310 315 320 



Lys Pro Val Glu Ala He Arg Val Cys Ser Glu Val Leu Gin Met Glu 
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325 330 335 



Pro Asp Asn Val Asn Ala Leu Lys Asp Arg Ala Glu Ala Tyr Leu lie 
340 345 350 



Glu Glu Met Tyr Asp Glu Ala lie Gin Asp Tyr Glu Thr Ala Gin Glu 
355 360 365 



His Asn Glu Asn Asp Gin Gin lie Arg Glu Gly Leu Glu Lys Ala Gin 
370 375 380 



Arg Leu Leu Lys Gin Ser Gin Lys Arg Asp Tyr Tyr Lys lie Leu Gly 
385 390 395 400 



Val Lys Arg Asn Ala Lys Lys Gin Glu lie lie Lys Ala Tyr Arg Lys 
405 410 415 



Leu Ala Leu Gin Trp His Pro Asp Asn Phe Gin Asn Glu Glu Glu Lys 
420 425 430 



Lys Lys Ala Glu Lys Lys Phe lie Asp lie Ala Ala Ala Lys Glu Val 
435 440 445 



Leu Ser Asp Pro Glu Met Arg Lys Lys Phe Asp Asp Gly Glu Asp Pro 
450 455 460 



Leu Asp Ala Glu Ser Gin Gin Gly Gly Gly Gly Asn Pro Phe His Arg 
465 470 475 480 



Ser Trp Asn Ser Trp Gin Gly Phe Asn Pro Phe Ser Ser Gly Gly Pro 
485 490 495 



Phe Arg Phe Lys Phe His Phe Asn 
500 



<210> 2548 

<211> 258 

<212> PRT 

<213> Homo sapiens 

<400> 2548 

Met Pro Pro Gin Gin Gly Asp Pro Ala Phe Pro Asp Arg Cys Glu Ala 
15 10 15 



Pro Pro Val Pro Pro Arg Arg Glu Arg Gly Gly Arg Gly Gly Arg Gly 
20 25 30 
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Pro Gly Glu Pro Gly Gly Arg Gly Arg Ala Gly Gly Ala Glu Gly Arg 
35 40 45 



Gly Val Lys Cys Val Leu Val Gly Asp Gly Ala Val Gly Lys Thr Ser 
50 55 60 



Leu Val Val Ser Tyr Thr Thr Asn Gly Tyr Pro Thr Glu Tyr lie Pro 
65 70 75 80 



Thr Ala Phe Asp Asn Phe Ser Ala Val Val Ser Val Asp Gly Arg Pro 
85 90 95 



Val Arg Leu Gin Leu Cys Asp Thr Ala Gly Gin Asp Glu Phe Asp Lys 
100 105 110 



Leu Arg Pro Leu Cys Tyr Thr Asn Thr Asp lie Phe Leu Leu Cys Phe 
115 120 125 



Ser Val Val Ser Pro Ser Ser Phe Gin Asn Val Ser Glu Lys Trp Val 
130 135 140 



Pro Glu lie Arg Cys His Cys Pro Lys Ala Pro lie lie Leu Val Gly 
145 150 155 160 



Thr Gin Ser Asp Leu Arg Glu Asp Val Lys Val Leu lie Glu Leu Asp 
165 170 175 



Lys Cys Lys Glu Lys Pro Val Pro Glu Glu Ala Ala Lys Leu Cys Ala 
180 185 190 



Glu Glu lie Lys Ala Ala Ser Tyr lie Glu Cys Ser Ala Leu Thr Gin 
195 200 205 



Lys Asn Leu Lys Glu Val Phe Asp Ala Ala lie Val Ala Gly lie Gin 
210 215 220 



Tyr Ser Asp Thr Gin Gin Gin Pro Lys Lys Ser Lys Ser Arg Thr Pro 
225 230 235 240 



Asp Lys Met Lys Asn Leu Ser Lys Ser Trp Trp Lys Lys Tyr Cys Cys 
245 250 255 



Phe Val 
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<210> 2549 

<211> 394 

<212> PRT 

<213> Homo sapiens 

<400> 2549 

Met Phe Lys Lys Lys Ser His Val Arg Asn His Leu Arg Thr His Thr 
15 10 15 

Gly Glu Arg Pro Phe Pro Cys Pro Asp Cys Ser Lys Pro Phe Asn Ser 
20 25 30 



Pro Ala Asn Leu Ala Arg His Arg Leu Thr His Thr Gly Glu Arg Pro 
35 40 45 

Tyr Arg Cys Gly Asp Cys Gly Lys Ala Phe Thr Gin Ser Ser Thr Leu 
50 55 60 

Arg Gin His Arg Leu Val His Ala Gin His Phe Pro Tyr Arg Cys Gin 
65 70 75 80 

Glu Cys Gly Val Arg Phe His Arg Pro Tyr Arg Leu Leu Met His Arg 
85 90 95 



Tyr His His Thr Gly Glu Tyr Pro Tyr Lys Cys Arg Glu Cys Pro Arg 
100 105 110 



Ser Phe Leu Leu Arg Arg Leu Leu Glu Val His Gin Leu Val Val His 
115 120 125 



Ala Gly Arg Gin Pro His Arg Cys Pro Ser Cys Gly Ala Ala Phe Pro 
130 135 140 

Ser Ser Leu Arg Leu Arg Glu His Arg Cys Ala Ala Ala Ala Ala Gin 
145 ^ 150 155 160 

Ala Pro Arg Arg Phe Glu Cys Gly Thr Cys Gly Lys Lys Val Gly Ser 

165 170 175 



Ala Ala Arg Leu Gin Ala His Glu Ala Ala His Ala Ala Ala Gly Pro 
180 185 190 

Gly Glu Val Leu Ala Lys Glu Pro Pro Ala Pro Arg Ala Pro Arg Ala 
195 200 205 

Thr Arg Ala Pro Val Ala Ser Pro Ala Ala Leu Gly Ser Thr Ala Thr 
210 215 220 
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Trp Ser lie Ser Ser Thr Met Ala Met Val Tyr Met Gly Ser Arg Gly 
35 40 45 



Ser Thr Glu Asp Gin Met Ala Lys Val Leu Gin Phe Asn Glu Val Gly 
50 55 60 



Ala Asn Ala Val Thr Pro Met Thr Pro Glu Asn Phe Thr Ser Cys Gly 
65 70 75 80 



Phe Met Gin Gin lie Gin Lys Gly Ser Tyr Pro Asp Ala lie Leu Gin 
85 90 95 



Ala Gin Ala Ala Asp Lys He His Ser Ser Phe Arg Ser Leu Ser Ser 
100 105 110 



Ala He Asn Ala Ser Thr Gly Asn Tyr Leu Leu Glu Ser Val Asn Lys 
115 120 125 



Leu Phe Gly Glu Lys Ser Ala Ser Phe Arg Glu Glu Tyr He Arg Leu 
130 135 140 



Cys Gin Lys Tyr Tyr Ser Ser Glu Pro Gin Ala Val Asp Phe Leu Glu 
145 150 155 160 



Cys Ala Glu Glu Ala Arg Lys Lys He Asn Ser Trp Val Lys Thr Gin 
165 170 175 



Thr Lys Gly Lys He Pro Asn Leu Leu Pro Glu Gly Ser Val Asp Gly 
180 185 190 



Asp Thr Arg Met Val Leu Val Asn Ala Val Tyr Phe Lys Gly Lys Trp 
195 200 205 



Lys Thr Pro Phe Glu Lys Lys Leu Asn Gly Leu Tyr Pro Phe Arg Val 
210 215 220 



Asn Ser Ala Gin Arg Thr Pro Val Gin Met Met Tyr Leu Arg Glu Lys 
225 230 235 240 



Leu Asn He Gly Tyr He Glu Asp Leu Lys Ala Gin He Leu Glu Leu 
245 250 255 



Pro Tyr Ala Gly Asp Val Ser Met Phe Leu Leu Leu Pro Asp Glu He 
260 265 270 

Ala Asp Val Ser Thr Gly Leu Glu Leu Leu Glu Ser Glu He Thr Tyr 
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275 280 285 



Asp Lys Leu Asn Lys Trp Thr Ser Lys Asp Lys Met Ala Glu Asp Glu 
290 295 300 



Val Glu Val Tyr lie Pro Gin Phe Lys Leu Glu Glu His Tyr Glu Leu 
305 310 315 320 



Arg Ser lie Leu Arg Ser Met Gly Met Glu Asp Ala Phe Asn Lys Gly 
325 330 335 



Arg Ala Asn Phe Ser Gly Met Ser Glu Arg Asn Asp Leu Phe Leu Ser 
340 345 350 



Glu Val Phe His Gin Ala Met Val Asp Val Asn Glu Glu Gly Thr Glu 
355 360 365 



Ala Ala Ala Gly Thr Gly Gly Val Met Thr Gly Arg Thr Gly His Gly 
370 375 380 



Gly Pro Gin Phe Val Ala Asp His Pro Phe Leu Phe Leu lie Met His 
385 390 395 400 



Lys lie Thr Asn Cys lie Leu Phe Phe Gly Arg Phe Ser Ser Pro 
405 410 415 



<210> 2551 

<211> 434 

<212> PRT 

<213> Homo sapiens 

<400> 2551 

Met Ser He Leu Lys He His Ala Arg Glu He Phe Asp Ser Arg Gly 
15 10 15 



Asn Pro Thr Val Glu Val Asp Leu Phe Thr Ser Lys Gly Leu Phe Arg 
20 25 30 



Ala Ala Val Pro Ser Gly Ala Ser Thr Gly He Tyr Glu Ala Leu Glu 
35 40 45 



Leu Arg Asp Asn Asp Lys Thr Arg Tyr Met Gly Lys Gly Val Ser Lys 
50 55 60 



Ala Val Glu His He Asn Lys Thr He Ala Pro Ala Leu Val Ser Lys 
65 70 75 80 



933 



WO 2004/042346 



PCT/US2003/012946 



Lys Leu Asn Val Thr Glu Gin Glu Lys He Asp Lys Leu Met He Glu 
85 90 95 



Met Asp Gly Thr Glu Asn Lys Ser Lys Phe Gly Ala Asn Ala He Leu 
100 105 110 



Gly Val Ser Leu Ala Val Cys Lys Ala Gly Ala Val Glu Lys Gly Val 
115 120 125 



Pro Leu Tyr Arg His He Ala Asp Leu Ala Gly Asn Ser Glu Val He 
130 135 140 



Leu Pro Val Pro Ala Phe Asn Val He Asn Gly Gly Ser His Ala Gly 

145 150 155 160 

Asn Lys Leu Ala Met Gin Glu Phe Met He Leu Pro Val Gly Ala Ala 

165 170 175 



Asn Phe Arg Glu Ala Met Arg He Gly Ala Glu Val Tyr His Asn Leu 
180 185 190 



Lys Asn Val He Lys Glu Lys Tyr Gly Lys Asp Ala Thr Asn Val Gly 
195 200 205 



Asp Glu Gly Gly Phe Ala Pro Asn He Leu Glu Asn Lys Glu Gly Leu 
210 215 220 

Glu Leu Leu Lys Thr Ala He Gly Lys Ala Gly Tyr Thr Asp Lys Val 
225 230 235 240 



Val He Gly Met Asp Val Ala Ala Ser Glu Phe Phe Arg Ser Gly Lys 
245 250 255 



Tyr Asp Leu Asp Phe Lys Ser Pro Asp Asp Pro Ser Arg Tyr He Ser 
260 265 270 



Pro Asp Gin Leu Ala Asp Leu Tyr Lys Ser Phe He Lys Asp Tyr Pro 
275 280 285 



Val Val Ser He Glu Asp Pro Phe Asp Gin Asp Asp Trp Gly Ala Trp 
290 295 300 



Gin Lys Phe Thr Ala Ser Ala Gly He Gin Val Val Gly Asp Asp Leu 
305 310 315 320 



934 



WO 2004/042346 



PCT/US2003/012946 



Thr Val Thr Asn Pro Lys Arg lie Ala Lys Ala Val Asn Glu Lys Ser 
325 330 335 



Cys Asn Cys Leu Leu Leu Lys Val Asn Gin lie Gly Ser Val Thr Glu 
340 345 350 



Ser Leu Gin Ala Cys Lys Leu Ala Gin Ala Asn Gly Trp Gly Val Met 
355 360 365 



Val Ser His Arg Ser Gly Glu Thr Glu Asp Thr Phe lie Ala Asp Leu 
370 375 380 



Val Val Gly Leu Cys Thr Gly Gin lie Lys Thr Gly Ala Pro Cys Arg 
385 390 395 400 



Ser Glu Arg Leu Ala Lys Tyr Asn Gin Leu Leu Arg lie Glu Glu Glu 
405 410 415 



Leu Gly Ser Lys Ala Lys Phe Ala Gly Arg Asn Phe Arg Asn Pro Leu 
420 425 430 



Ala Lys 



<210> 2552 

<211> 281 

<212> PRT 

<213> Homo sapiens 

<400> 2552 

Met Glu Val His Gin Gin Asn Ala Leu Phe Gin Tyr Phe Ala Asp Thr 
15 10 15 



Leu Thr Ala Val Val Gin Asn Ala Lys Lys Asn Gly Arg Tyr Asp Met 
20 25 30 



Gly lie Leu Asp Leu Gly Ser Gly Asp Glu Lys Val Arg Lys Ser Asp 
35 40 45 



Val Lys Lys Phe Leu Thr Pro Gly Tyr Ser Thr Ser Gly His Val Glu 
50 55 60 



Leu Tyr Thr He Ser Val Glu Arg Gly Met Ser Trp Glu Glu Ala Thr 
65 ' 70 75 80 



Lys He Trp Ala Glu Leu Thr Gly Pro Asp Asp Gly Phe Tyr Leu Ser 
85 90 95 
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Leu Gin lie Arg Asn Asn Lys Lys Thr Ala lie Leu Val Lys Glu Val 
100 105 110 



Asn Pro Lys Lys Lys Leu Phe Leu Val Tyr Arg Pro Asn Thr Gly Lys 
115 120 125 



Gin Leu Lys Leu Glu He Tyr Ala Asp Leu Lys Lys Lys Tyr Lys Lys 
130 135 140 



Val Val Ser Asp Asp Ala Leu Met His Trp Leu Asp Gin Tyr Asn Ser 
145 150 155 160 



Ser Ala Asp Thr Cys Thr His Ala Tyr Trp Arg Gly Asn Cys Lys Lys 
165 170 175 



Ala Ser Leu Gly Leu Val Cys Glu He Gly Leu Arg Cys Arg Thr Tyr 
180 185 190 



Tyr Val Leu Cys Gly Ser Val Leu Ser Val Trp Thr Lys Val Glu Gly 
195 200 205 



Val Leu Ala Ser Val Ser Gly Thr Asn Val Lys Met Gin He Val Arg 
210 215 220 



Leu Arg Thr Glu Asp Gly Gin Arg He Val Gly Leu He He Pro Ala 
225 230 235 240 



Asn Cys Val Ser Pro Leu Val Asn Leu Leu Ser Thr Ser Asp Gin Ser 
245 250 255 



Gin Gin Leu Ala Val Gin Gin Lys Gin Leu Trp Gin Gin His His Pro 
260 265 270 



Gin Ser He Thr Asn Leu Ser Asn Ala 

280 





275 


<210> 


2553 


<211> 


176 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


2553 



Met Lys Ala Ser Gly Thr Leu Arg Glu Tyr Lys Val Val Gly Arg Cys 
15 10 15 
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Leu Pro Thr Pro Lys Cys His Thr Pro Pro Leu Tyr Arg Met Arg lie 
20 25 30 



Phe Ala Pro Asn His Val Val Ala Lys Ser Arg Phe Trp Tyr Phe Val 
35 40 45 



Ser Gin Leu Lys Lys Met Lys Lys Ser Ser Gly Glu lie Val Tyr Cys 
50 55 60 



Gly Gin Val Phe Glu Lys Ser Pro Leu Arg Val Lys Asn Phe Gly lie 
65 70 75 80 

Trp Leu Arg Tyr Asp Ser Arg Ser Gly Thr His Asn Met Tyr Arg Glu 
85 90 95 



Tyr Arg Asp Leu Thr Thr Ala Gly Ala Val Thr Gin Cys Tyr Arg Asp 
100 105 110 



Met Gly Ala Arg His Arg Ala Arg Ala His Ser He Gin He Met Lys 
115 120 125 



Val Glu Glu He Ala Ala Ser Lys Cys Arg Arg Pro Ala Val Lys Gin 
130 135 140 

Phe His Asp Ser Lys He Lys Phe Pro Leu Pro His Arg Val Leu Arg 

14 5 15 0 155 160 

Arg Gin His Lys Pro Arg Phe Thr Thr Lys Arg Pro Asn Thr Phe Phe 
165 170 175 



<210> 2554 

<211> 363 

<212> PRT 

<213> Homo sapiens 

<400> 2554 

Met Ala Leu His Cys Gin Glu Phe Gly Gly Lys Asn Tyr Glu Ala Ser 
15 10 15 



Met Ser His Val Asp Lys Phe Val Lys Glu Leu Leu Ser Ser Asp Ala 
20 25 30 



Met Lys Glu Tyr Asn Arg Ala Arg Val Tyr Leu Asp Glu Asn Tyr Lys 

35 40 45 

Ser Gin Glu His Phe Thr Ala Leu Gly Ser Phe Tyr Phe Leu His Glu 
50 55 60 
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Ser Leu Lys Asn lie Tyr Gin Phe Asp Phe Lys Ala Lys Lys Tyr Arg 
65 70 75 80 



Lys Val Ala Gly Lys Glu lie Tyr Ser Asp Thr Leu Glu Ser Thr Pro 
85 90 95 



Met Leu Glu Lys Glu Lys Phe Arg Arg Leu Leu Pro Arg Val Gin Met 
100 105 110 



Val Lys Lys Arg Leu His Pro Asp Glu Val Val lie Ala Asp Cys Ala 
115 120 125 



Phe Asp Leu Val Asn lie His Leu Phe His Asp Ala Ser Asn Leu Val 
130 135 140 



Ala Trp Glu Thr Ser Pro Ser Val Tyr Ser Gly He Arg His Lys Ala 
145 150 155 160 



Leu Gly Tyr Val Leu Asp Arg He He Asp Gin Arg Phe Glu Lys Val 
165 170 175 



Ser Tyr Phe Val Phe Gly Asp Phe Asn Phe Arg Leu Asp Ser Lys Ser 
180 185 190 



Val Val Glu Thr Leu Ser Ala Lys Pro Pro Met Gin Thr Val Arg Ala 
195 200 205 



Ala Asp Thr Asn Glu Val Val Lys Leu He Phe Arg Glu Ser Asp Asn 
210 215 220 



Asp Arg Lys Val Met Leu Gin Leu Glu Lys Lys Leu Phe Asp Tyr Phe 
225 230 235 240 



Asn Gin Glu Val Phe Arg Asp Asn Asn Gly Thr Ala Leu Leu Glu Phe 
245 250 255 



Asp Lys Glu Leu Ser Val Phe Lys Asp Arg Leu Tyr Glu Leu Asp lie 
260 265 270 



Ser Phe Pro Pro Ser Tyr Pro Tyr Ser Glu Asp Ala Arg Gin Gly Glu 
275 280 285 



Gin Tyr Met Asn Thr Arg Cys Pro Ala Trp Cys Asp Arg He Leu Met 
290 295 300 
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Ser Pro Ser Ala Lys Glu Leu Val Leu Arg Ser Glu Ser Glu Glu Lys 
305 310 315 320 



Val Val Thr Tyr Asp His lie Gly Pro Asn Val Cys Met Gly Asp His 
325 330 335 



Lys Pro Val Phe Leu Ala Phe Arg lie Met Pro Gly Ala Gly Lys Pro 
340 345- 350 



His Ala His Val His Lys Cys Cys Val Val Gin 
355 360 



<210> 2555 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<400> 2555 

Met Gly His Gin Gin Leu Tyr Trp Ser His Pro Arg Lys Phe Gly Gin 
15 10 15 



Gly Ser Arg Ser Cys Arg Val Cys Ser Asn Arg His Gly Leu lie Arg 
20 25 30 



Lys Tyr Gly Leu Asn Met Cys Arg Gin Cys Phe Arg Gin Tyr Ala Lys 
35 40 45 



Asp He Gly Phe He Lys Leu Asp 
50 55 



<210> 2556 

<211> 520 

<212> PRT 

<213> Homo sapiens 

<400> 2556 

Met Val Thr Ser Ser Phe Pro He Ser Val Ala Val Phe Ala Leu He 
15 10 15 



Thr Leu Gin Val Gly Thr Gin Asp Ser Phe He Ala Ala Val Tyr Glu 
20 25 30 



His Ala Val He Leu Pro Asn Lys Thr Glu Thr Pro Val Ser Gin Glu 
35 40 45 



Asp Ala Leu Asn Leu Met Asn Glu Asn He Asp He Leu Glu Thr Ala 
50 55 60 
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lie Lys Gin Ala Ala Glu Gin Gly Ala Arg He He Val Thr Pro Glu 
65 70 75 80 



Asp Ala Leu Tyr Gly Trp Lys Phe Thr Arg Glu Thr Val Phe Pro Tyr 
85 90 95 



Leu Glu Asp He Pro Asp Pro Gin Val Asn Trp He Pro Cys Gin Asp 
100 105 110 

Pro His Arg Phe Gly His Thr Pro Val Gin Ala Arg Leu Ser Cys Leu 
115 120 125 



Ala Lys Asp Asn Ser He Tyr Val Leu Ala Asn Leu Gly Asp Lys Lys 
130 135 140 



Pro Cys Asn Ser Arg Asp Ser Thr Cys Pro Pro Asn Gly Tyr Phe Gin 
145 150 155 160 



Tyr Asn Thr Asn Val Val Tyr Asn Thr Glu Gly Lys Leu Val Ala Arg 
165 170 175 



Tyr His Lys Tyr His Leu Tyr Ser Glu Pro Gin Phe Asn Val Pro Glu 
180 185 190 



Lys Pro Glu Leu Val Thr Phe Asn Thr Ala Phe Gly Arg Phe Gly He 
195 200 205 



Phe Thr Cys Phe Asp He Phe Phe Tyr Asp Pro Gly Val Thr Leu Val 
210 215 220 



Lys Asp Phe His Val Asp Thr He Leu Phe Pro Thr Ala Trp Met Asn 
225 230 235 240 



Val Leu Pro Leu Leu Thr Ala He Glu Phe His Ser Ala Trp Ala Met 
245 250 255 



Gly Met Gly Val Asn Leu Leu Val Ala Asn Thr His His Val Ser Leu 
260 265 270 



Asn Met Thr Gly Ser Gly He Tyr Ala Pro Asn Gly Pro Lys Val Tyr 
275 280 285 



His Tyr Asp Met Lys Thr Glu Leu Gly Lys Leu Leu Leu Ser Glu Val 
290 295 300 
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Asp Ser His Pro Leu Ser Ser Leu Ala Tyr Pro Thr Ala Val Asn Tm 
305 310 315 ZZZ 



320 



Asn Ala Tyr Ala Thr Thr He Lys Pro Phe Pro Val Gin Lys Asn Thr 
325 330 335 

Phe Arg Gly Phe He Ser Arg Asp Gly Phe Asn Phe Thr Glu Leu Phe 
340 345 350 

Glu Asn Ala Gly Asn Leu Thr Val Cys Gin Lys Glu Leu Cys Cys His 
355 360 365 

Leu Ser Tyr Arg Met Leu Gin Lys Glu Glu Asn Glu Val Tyr Val Leu 
370 375 380 

Gly Ala Phe Thr Gly Leu His Gly Arg Arg Arg Arg Glu Tyr Trp Gin 
385 390 395 400 

Val Cys Thr Met Leu Lys Cys Lys Thr Thr Asn Leu Thr Thr Cys Gly 
405 410 415 

Arg Pro Val Glu Thr Ala Ser Thr Arg Phe Glu Met Phe Ser Leu Ser 
420 425 430 

Gly Thr Phe Gly Thr Glu Tyr Val Phe Pro Glu Val Leu Leu Thr Glu 
435 440 445 

He His Leu Ser Pro Gly Lys Phe Glu Val Leu Lys Asp Gly Arg Leu 
450 455 460 

Val Asn Lys Asn Gly Ser Ser Gly Pro He Leu Thr Val Ser Leu Phe 
465 470 475 480 

Gly Arg Trp Tyr Thr Lys Asp Ser Leu Tyr Ser Ser Cys Gly Thr Ser 
485 490 495 

Asn Ser Ala He Thr Tyr Leu Leu He Phe He Leu Leu Met He He 
500 505 510 

Ala Leu Gin Asn He Val Met Leu 
515 520 

<210> 2557 

<211> 564 

<212> PRT 

<213> Homo sapiens 
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<400> 2557 

Met Ser Ala Gly Ser Ala Thr His Pro Gly Ala Gly Gly Arg Arg ser 
1 5 10 15 

Lys Trp Asp Gin Pro Ala Pro Ala Pro Leu Leu Phe Leu Pro Pro Ala 
20 25 30 

Ala Pro Gly Gly Glu Val Thr Ser Ser Gly Gly Ser Pro Gly Gly Thr 
35 40 45 

Thr Ala Ala Pro Ser Gly Ala Leu Asp Ala Ala Ala Ala Val Ala Ala 
50 55 SO 

Lys He Asn Ala Met Leu Met Ala Lys Gly Lys Leu Lys Pro Thr Gin 
65 70 75 80 

Asn Ala Ser Glu Lys Leu Gin Ala Pro Gly Lys Gly Leu Thr Ser Asn 
85 90 " 95 

Lys Ser Lys Asp Asp Leu Val Val Ala Glu Val Glu He Asn Asp Val 
100 105 110 

Pro Leu Thr Cys Arg Asn Leu Leu Thr Arg Gly Gin Thr Gin Asp Glu 
115 120 125 

He Ser Arg Leu Ser Gly Ala Ala Val Ser Thr Arg Gly Arg Phe Met 
«° 135 140 

Thr Thr Glu Glu Lys Ala Lys Val Gly Pro Gly Asp Arg Pro Leu Tyr 
145 ISO 155 x * 0 

Leu His Val Gin Gly Gin Thr Arg Glu Leu Val Asp Arg Ala Val Asn 
165 170 175 

Arg He Lys Glu He He Thr Asn Gly Val Val Lys Ala Ala Thr Gly 
180 185 190 

Thr Ser Pro Thr Phe Asn Gly Ala Thr Val Thr Val Tyr His Gin Pro 
195 200 205 

Ala Pro He Ala Gin Leu Ser Pro Ala Val Ser Gin Lys Pro Pro Phe 
210 215 220 

Gin Ser Gly Met His Tyr Val Gin Asp Lys Leu Phe Val Gly Leu Glu 
225 230 235 240 
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His Ala Val Pro Thr Phe Asn Val Lys Glu Lys Val Glu Gly Pro Gly 
245 250 255 

Cys Ser Tyr Leu Gin His He Gin lie Glu Thr Gly Ala Lys Val Phe 
260 265 270 

Leu Arg Gly Lys Gly Ser Gly Cys He Glu Pro Ala Ser Gly Arg Glu 
275 280 285 

Ala Phe Glu Pro Met Tyr He Tyr lie Ser His Pro Lys Pro Glu Gly 
290 295 300 



Leu Ala Ala Ala Lys Lys Leu Cys Glu Asn Leu Leu Gin Thr Val Hi 



305 310 



s 



315 320 



Ala Glu Tyr Ser Arg Phe Val Asn Gin He Asn Thr Ala Val Pro Leu 
325 330 33 5 

Pro Gly Tyr Thr Gin Pro Ser Ala He Ser Ser Val Pro Pro Gin Pro 
340 345 35Q 

Pro Tyr Tyr Pro Ser Asn Gly Tyr Gin Ser Gly Tyr Pro Val Val Pro 
355 360 3 65 

Pro Pro Gin Gin Pro Val Gin Pro Pro Tyr Gly Val Pro Ser He Val 
370 375 380 

Pro Pro Ala Val Ser Leu Ala Pro Gly Val Leu Pro Ala Leu Pro Thr 



385 390 395 



400 



Gly val Pro Pro Val Pro Thr Gin Tyr Pro He Thr Gin Val Gin Pro 
405 410 415 

Pro Ala Ser Thr Gly Gin Ser Pro Met Gly Gly Pro Phe He Pro Ala 
420 425 430 

Ala Pro Val Lys Thr Ala Leu Pro Ala Gly Pro Gin Pro Gin Pro Gin 
43 5 440 445 

Pro Gin Pro Pro Leu Pro Ser Gin Pro Gin Ala Gin Lys Arg Arg Phe 
450 455 460 

Thr Glu Glu Leu Pro Asp Glu Arg Glu Ser Gly Leu Leu Gly Tyr Gin 
465 470 475 480 
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His Gly Pro lie His Met Thr Asn Leu Gly Thr Gly Phe Ser Ser Gin 
485 490 495 



Asn Glu lie Glu Gly Ala Gly Ser Lys Pro Ala Ser Ser Ser Gly Lys 
500 505 510 



Glu Arg Glu Arg Asp Arg Gin Leu Met Pro Pro Pro Ala Phe Pro Val 
515 520 525 



Thr Gly lie Lys Thr Glu Ser Asp Glu Arg Asn Gly Ser Gly Thr Leu 
530 535 540 



Thr Gly Ser His Gly Glu Cys Asp lie Ala Gly Gly Thr Gly Glu Trp 
545 550 555 560 



Leu Arg Leu Val 



<210> 2558 

<211> 462 

<212> PRT 

<213> Homo sapiens 

<400> 2558 

Met Gly Lys Glu Lys Thr His He Asn He Val Val He Gly His Val 
1 5 .10 15 

Asp Ser Gly Lys Ser Thr Thr Thr Gly His Leu He Tyr Lys Cys Gly 
20 25 30 

Gly He Asp Lys Arg Thr He Glu Lys Phe Glu Lys Glu Ala Ala Glu 
35 40 45 



Met Gly Lys Gly Ser Phe Lys Tyr Ala Trp Val Leu Asp Lys Leu Lys 
50 55 60 

Ala Glu Arg Glu Arg Gly He Thr He Asp He Ser Leu Trp Lys Phe 
65 70 75 80 



Glu Thr Ser Lys Tyr Tyr Val Thr He He Asp Ala Pro Gly His Arg 
85 90 95 

Asp Phe He Lys Asn Met He Thr Gly Thr Ser Gin Ala Asp Cys Ala 
100 105 HO 

Val Leu He Val Ala Ala Gly Val Gly Glu Phe Glu Ala Gly He Ser 
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Lys Asn Gly Gin Thr Arg Glu His Ala Leu Leu Ala Tyr Thr Leu Gly 
13 ° 135 140 

Val Lys Gin Leu He Val Gly Val Asn Lys Met Asp Ser Thr Glu Pro 
145 150 155 1 60 

Pro Tyr Ser Gin Lys Arg Tyr Glu Glu He Val Lys Glu Val Ser Thr 
165 170 175 

Tyr He Lys Lys He Gly Tyr Asn Pro Asp Thr Val Ala Phe Val Pro 
180 185 190 

He Ser Gly Trp Asn Gly Asp Asn Met Leu Glu Pro Ser Ala Asn Met 
"5 200 205 

Pro Trp Phe Lys Gly Trp Lys Val Thr Arg Lys Asp Gly Asn Ala Ser 
210 215 220 

Gly Thr Thr Leu Leu Glu Ala Leu Asp Cys He Leu Pro Pro Thr Arg 
225 230 235 240 

Pro Thr Asp Lys Pro Leu Arg Leu Pro Leu Gin Asp Val Tyr Lys He 
245 250 255 

Gly Gly He Gly Thr Val Pro Val Gly Arg Val Glu Thr Gly Val Leu 
260 265 270 

Lys Pro Gly Met Val Val Thr Phe Ala Pro Val Asn Val Thr Thr Glu 
275 280 285 

Val Lys Ser Val Glu Met His His Glu Ala Leu Ser Glu Ala Leu Pro 
290 295 300 

Gly Asp Asn Val Gly Phe Asn Val Lys Asn Val Ser Val Lys Asp Val 
305 310 315 320 

Arg Arg Gly Asn Val Ala Gly Asp Ser Lys Asn Asp Pro Pro Met Glu 
325 330 335 

Ala Ala Gly Phe Thr Ala Gin Val He He Leu Asn His Pro Gly Gin 
340 345 , 350 

He Ser Ala Gly Tyr Ala Pro Val Leu Asp Cys His Thr Ala His lie 
355 360 365 
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Ala Cys Lys Phe Ala Glu Leu Lys Glu Lys He Asp Arg Arg Ser Gly 
370 375 380 

Lys Lys Leu Glu Asp Gly Pro Lys Phe Leu Lys Ser Gly Asp Ala Ala 
385 390 395 400 

He Val Asp Met Val Pro Gly Lys Pro Met Cys Val Glu Ser Phe Ser 
405 410 415 

Asp Tyr Pro Pro Leu Gly Arg Phe Ala Val Arg Asp Met Arg Gin Thr 
420 425 430 

Val Ala Val Gly Val lie Lys Ala Val Asp Lys Lys Ala Ala Gly Ala 
435 440 445 

Gly Lys Val Thr Lys Ser Ala Gin Lys Ala Gin Lys Ala Lys 
450 455 460 

<210> 2559 

<211> 394 

<212> PRT 

<213> Homo sapiens 

<400> 2559 

Met Ser Gly Glu Asp Glu Gin Gin Glu Gin Thr He Ala Glu Asp Leu 



10 



15 



Val Val Thr Lys Tyr Lys Met Gly Gly Asp He Ala Asn Arg Val Leu 
20 25 30 

Arg ser Leu Val Glu Ala Ser Ser Ser Gly Val Ser Val Leu Ser Leu 
35 40 45 

Cys Glu Lys Gly Asp Ala Met He Met Glu Glu Thr Gly Lys He Phe 
50 55 60 

Lys Lys Glu Lys Glu Met Lys Lys Gly He Ala Phe Pro Thr Ser He 
65 70 75 80 

Ser Val Asn Asn Cys Val Cys His Phe Ser Pro Leu Lys Ser Asp Gin 
85 90 95 

Asp Tyr He Leu Lys Glu Gly Asp Leu Val Lys He Asp Leu Gly Val 
100 105 110 
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His Val Asp Gly Phe He Ala Asn val Ala His Thr Phe Val Val Asn 
115 i?n * 



125 



Val Ala Gin Gly Thr Gin Val Thr Gly Arg Lys Ala Asp Val lie Lys 
130 135 140 



Ala Ala His Leu Cys Ala Glu Ala Ala Leu Arg Leu Val Lys Pro Gly 
145 150 155 160 

Asn Gin Asn Thr Gin Val Thr Glu Ala Trp Asn Lys Val Ala His Ser 
16 5 170 175 

Phe Asn Cys Thr Pro He Glu Gly Met Leu Ser His Gin Leu Lys Gin 
180 185 190 

His Val He Asp Gly Glu Lys Thr He He Gin Asn Pro Thr Asp Gin 
195 200 205 

Gin Lys Lys Asp His Glu Lys Ala Glu Phe Glu Val His Glu Val Tvr 
210 215 220 

Ala val Asp Val Leu Val Ser Ser Gly Glu Gly Lys Ala Lys Asp Ala 
225 230 235 240 

Gly Gin Arg Thr Thr He Tyr Lys Arg Asp Pro Ser Lys Gin Tyr Gly 
245 250 255 

Leu Lys Met Lys Thr Ser Arg Ala Phe Phe Ser Glu Val Glu Arg Arg 
260 265 270 

Phe Asp Ala Met Pro Phe Thr Leu Arg Ala Phe Glu Asp Glu Lys Lys 
275 280 285 

Ala Arg Met Gly Val Val Glu Cys Ala Lys His Glu Leu Leu Gin Pro 
290 295 300 

Phe Asn Val Leu Tyr Glu Lys Glu Gly Glu Phe Val Ala Gin Phe Lys 
305 310 315 320 

Phe Thr Val Leu Leu Met Pro Asn Gly Pro Met Arg He Thr Ser Gly 
325 330 335 

Pro Phe Glu Pro Asp Leu Tyr Lys Ser Glu Met Glu Val Gin Asp Ala 
340 345 350 

Glu Leu Lys Ala Leu Leu Gin Ser Ser Ala Ser Arg Lys Thr Gin Lys 
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355 360 365 



Lys Lys Lys Lys Lys Ala Ser Lys Thr Ala Glu Asn Pro Thr Ser Gly 
370 375 380 



Glu Thr Leu Glu Glu Asn Glu Ala Gly Asp 
385 390 



<210> 2560 

<211> 335 

<212> PRT 

<213> Homo sapiens 

<400> 2560 

Met Gly Lys Val Lys Val Gly Val Asn Gly Phe Gly Arg lie Gly Arg 
15 10 15 



Leu Val Thr Arg Ala Ala Phe Asn Ser Gly Lys Val Asp lie Val Ala 
20 25 30 



lie Asn Asp Pro Phe lie Asp Leu Asn Tyr Met Val Tyr Met Phe Gin 
35 40 45 



Tyr Asp Ser Thr His Gly Lys Phe His Gly Thr Val Lys Ala Glu Asn 
50 55 60 



Gly Lys Leu Val lie Asn Gly Asn Pro He Thr He Phe Gin Glu Arg 
65 70 75 80 



Asp Pro Ser Lys He Lys Trp Gly Asp Ala Gly Ala Glu Tyr Val Val 
85 90 95 



Glu Ser Thr Gly Val Phe Thr Thr Met Glu Lys Ala Gly Ala His Leu 
100 105 110 



Gin Gly Gly Ala Lys Arg Val He He Ser Ala Pro Ser Ala Asp Ala 
115 120 125 



Pro Met Phe Val Met Gly Val Asn His Glu Lys Tyr Asp Asn Ser Leu 
130 135 140 



Lys He He Ser Asn Ala Ser Cys Thr Thr Asn Cys Leu Ala Pro Leu 
145 150 155 160 



Ala Lys Val He His Asp Asn Phe Gly He Val Glu Gly Leu Met Thr 
165 170 175 
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Thr Val His Ala lie Thr Ala Thr Gin Lys Thr Val Asp Gly Pro Ser 
180 185 190 



Gly Lys Leu Trp Arg Asp Gly Arg Gly Ala Leu Gin Asn lie lie Pro 
195 200 205 



Ala Ser Thr Gly Ala Ala Lys Ala Val Gly Lys Val lie Pro Glu Leu 
210 215 220 



Asn Gly Lys Leu Thr Gly Met Ala Phe Arg Val Pro Thr Ala Asn Val 
225 230 235 240 



Ser Val Val Asp Leu Thr Cys Arg Leu Glu Lys Pro Ala Lys Tyr Asp 
245 250 255 



Asp He Lys Lys Val Val Lys Gin Ala Ser Glu Gly Pro Leu Lys Gly 
260 265 270 



He Leu Gly Tyr Thr Glu His Gin Val Val Ser Ser Asp Phe Asn Ser 
275 280 285 



Asp Thr His Ser Ser Thr Phe Asp Ala Gly Ala Gly He Ala Leu Asn 
290 295 300 



Asp His Phe Val Lys Leu He Ser Trp Tyr Asp Asn Glu Phe Gly Tyr 
305 310 315 320 



Ser Asn Arg Val Val Asp Leu Met Ala His Met Ala Ser Lys Glu 
325 330 335 



<210> 2561 

<211> 1912 

<212> PRT 

<213> Homo sapiens 

<400> 2561 

Met Ala Ser Gly Leu Gly Ser Pro Ser Pro Cys Ser Ala Gly Ser Glu 
15 10 15 



Glu Glu Asp Met Asp Ala Leu Leu Asn Asn Ser Leu Pro Pro Pro His 
20 25 30 



Pro Glu Asn Glu Glu Asp Pro Glu Glu Asp Leu Ser Glu Thr Glu Thr 
35 40 45 



Pro Lys Leu Lys Lys Lys Lys Lys Pro Lys Lys Pro Arg Asp Pro Lys 
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50 55 60 



lie Pro Lys Ser Lys Arg Gin Lys Lys Glu Arg Met Leu Leu Cys Arg 
65 70 75 80 



Gin Leu Gly Asp Ser Ser Gly Glu Gly Pro Glu Phe Val Glu Glu Glu 
85 90 95 



Glu Glu Val Ala Leu Arg Ser Asp Ser Glu Gly Ser Asp Tyr Thr Pro 
100 105 110 



Gly Lys Lys Lys Lys Lys Lys Leu Gly Pro Lys Lys Glu Lys Lys Ser 
115 120 125 



Lys Ser Lys Arg Lys Glu Glu Glu Glu Glu Asp Asp Asp Asp Asp Asp 
130 135 140 



Ser Lys Glu Pro Lys Ser Ser Ala Gin Leu Leu Glu Asp Trp Gly Met 
145 150 155 160 



Glu Asp lie Asp His Val Phe Ser Glu Glu Asp Tyr Arg Thr Leu Thr 
165 170 175 



Asn Tyr Lys Ala Phe Ser Gin Phe Val Arg Pro Leu lie Ala Ala Lys 
180 185 190 



Asn Pro Lys lie Ala Val Ser Lys Met Met Met Val Leu Gly Ala Lys 
195 200 205 



Trp Arg Glu Phe Ser Thr Asn Asn Pro Phe Lys Gly Ser Ser Gly Ala 
210 215 220 



Ser Val Ala Ala Ala Ala Ala Ala Ala Val Ala Val Val Glu Ser Met 
225 230 235 240 



Val Thr Ala Thr Glu Val Ala Pro Pro Pro Pro Pro Val Glu Val Pro 
245 250 255 



lie Arg Lys Ala Lys Thr Lys Glu Gly Lys Gly Pro Asn Ala Arg Arg 
260 265 270 



Lys Pro Lys Gly Ser Pro Arg Val Pro Asp Ala Lys Lys Pro Lys Pro 
275 280 285 



Lys Lys Val Ala Pro Leu Lys lie Lys Leu Gly Gly Phe Gly Ser Lys 
290 295 300 
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Arg Lys Arg Ser Ser Ser Glu Asp Asp Asp Leu Asp Val Glu Ser Asp 
305 310 315 320 



Phe Asp Asp Ala Ser lie Asn Ser Tyr Ser Val Ser Asp Gly Ser Thr 
325 330 " 335 



Ser Arg Ser Ser Arg Ser Arg Lys Lys Leu Arg Thr Thr Lys Lys Lys 
340 345 350 



Lys Lys Gly Glu Glu Glu Val Thr Ala Val Asp Gly Tyr Glu Thr Asp 
355 360 365 



His Gin Asp Tyr Cys Glu Val Cys Gin Gin Gly Gly Glu lie lie Leu 
370 375 380 



Cys Asp Thr Cys Pro Arg Ala Tyr His Met Val Cys Leu Asp Pro Asp 
385 390 395 400 



Met Glu Lys Ala Pro Glu Gly Lys Trp Ser Cys Pro His Cys Glu Lys 
405 410 415 



Glu Gly lie Gin Trp Glu Ala Lys Glu Asp Asn Ser Glu Gly Glu Glu 
420 425 430 



lie Leu Glu Glu Val Gly Gly Asp Leu Glu Glu Glu Asp Asp His His 
435 440 445 



Met Glu Phe Cys Arg Val Cys Lys Asp Gly Gly Glu Leu Leu Cys Cys 
450 455 460 



Asp Thr Cys Pro Ser Ser Tyr His lie His Cys Leu Asn Pro Pro Leu 
465 470 475 480 



Pro Glu lie Pro Asn Gly Glu Trp Leu Cys Pro Arg Cys Thr Cys Pro 
485 490 495 



Ala Leu Lys Gly Lys Val Gin Lys lie Leu He Trp Lys Trp Gly Gin 
500 505 510 



Pro Pro Ser Pro Thr Pro Val Pro Arg Pro Pro Asp Ala Asp Pro Asn 
515 520 ~ 525 



Thr Pro Ser Pro Lys Pro Leu Glu Gly Arg Pro Glu Arg Gin Phe Phe 
530 535 540 



951 



WO 2004/042346 



PCT/US2003/012946 



Val Lys Trp Gin Gly Met Ser Tyr Trp His Cys Ser Trp Val Ser Glu 

550 555 560 

Leu Gin Leu Glu Leu His Cys Gin Val Met Phe Arg Asn Tyr Gin Arc 
565 570 

Lys Asn Asp Met Asp Glu Pro Pro Ser Gly Asp Phe Gly Gly Asp Glu 
580 585 590 

Glu Lys Ser Arg Lys Arg Lys Asn Lys Asp Pro Lys Phe Ala Glu Met 
595 600 605 

Glu Glu Arg Phe Tyr Arg Tyr Gly He Lys Pro Glu Trp Met Met He 



615 



620 



His Arg He Leu Asn His Ser Val Asp Lys Lys Gly His Val His Tyr 
5 630 635 6 4 0 

Leu He Lys Trp Arg Asp Leu Pro Tyr Asp Gin Ala Ser Trp Glu Ser 



650 



655 



Glu Asp Val Glu He Gin Asp Tyr Asp Leu Phe Lys Gin Ser Tyr Trp 
660 665 670 

Asn His Arg Glu Leu Met Arg Gly Glu Glu Gly Arg Pro Gly Lys Lys 

675 . 680 _ . 685 



Leu Lys Lys Val Lys Leu Arg Lys Leu Glu Arg Pro Pro Glu Thr 

690 



695 



Pro 



700 



Thr val Asp Pro Thr Val Lys Tyr Glu Arg Gin Pro Glu Tyr Leu Asp 
5 710 715 72u 

Ala Thr Gly Gly Thr Leu His Pro Tyr Gin Met Glu Gly Leu Asn Trp 
725 730 * 735 

Leu Arg Phe Ser Trp Ala Gin Gly Thr Asp Thr lie Leu Ala Asp Glu 
740 745 750 

Met Gly Leu Gly Lys Thr Val Gin Thr Ala Val Phe Leu Tyr Ser Leu 
755 760 765 

Tyr Lys Glu Gly His Ser Lys Gly Pro Phe Leu Val Ser Ala Pro Leu 



775 



780 
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Ser Thr He He Asn Trp Glu Arg Glu Phe Glu Met Trp Ala Pro Asp 
785 790 795 8 00 

Met Tyr Val Val Thr Tyr Val Gly Asp Lys Asp Ser Arg Ala He He 
80S 810 " 815 

Arg Glu Asn Glu Phe Ser Phe Glu Asp Asn Ala He Arg Gly Gly Lys 
820 825 830 

Lys Ala Ser Arg Met Lys Lys Glu Ala Ser Val Lys Phe His Val Leu 
835 840 845 

Leu Thr Ser Tyr Glu Leu He Thr He Asp Met Ala He Leu Gly Ser 
850 855 860 

He Asp Trp Ala Cys Leu He Val Asp Glu Ala His Arg Leu Lys Asn 
865 870 875 y 880 

Asn Gin Ser Lys Phe Phe Arg Val Leu Asn Gly Tyr Ser Leu Gin His 
885 890 895 

Lys Leu Leu Leu Thr Gly Thr Pro Leu Gin Asn Asn Leu Glu Glu Leu 
900 905 910 

Phe His Leu Leu Asn Phe Leu Thr Pro Glu Arg Phe His Asn Leu Glu 
915 920 925 

Gly Phe Leu Glu Glu Phe Ala Asp He Ala Lys Glu Asp Gin He Lys 
930 935 940 

Lys Leu His Asp Met Leu Gly Pro His Met Leu Arg Arg Leu Lys Ala 
945 950 955 ~ 960 

Asp Val Phe Lys Asn Met Pro Ser Lys Thr Glu Leu He Val Arq Val 
965 970 97 | 

Glu Leu Ser Pro Met Gin Lys Lys Tyr Tyr Lys Tyr He Leu Thr Arg 
980 985 * 990 

Asn Phe Glu Ala Leu Asn Ala Arg Gly Gly Gly Asn Gin Val Ser Leu 
995 1000 1005 

Leu Asn val Val Met Asp Leu Lys Lys Cys Cys Asn His Pro Tyr 
1010 1015 1020 

Leu Phe Pro Val Ala Ala Met Glu Ala Pro Lys Met Pro Asn Gly 
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1025 1030 1035 



Met Tyr Asp Gly Ser Ala Leu lie Arg Ala Ser Gly Lys Leu Leu 
1040 1045 1050 



Leu Leu Gin Lys Met Leu Lys Asn Leu Lys Glu Gly Gly His Arg 
1055 1060 1065 



Val Leu lie Phe Ser Gin Met Thr Lys Met Leu Asp Leu Leu Glu 
1070 1075 1080 



Asp Phe Leu Glu His Glu Gly Tyr Lys Tyr Glu Arg lie Asp Gly 
1085 1090 1095 



Gly lie Thr Gly Asn Met Arg Gin Glu Ala lie Asp Arg Phe Asn 
1100 1105 1110 



Ala Pro Gly Ala Gin Gin Phe Cys Phe Leu Leu Ser Thr Arg Ala 
1115 1120 1125 



Gly Gly Leu Gly lie Asn Leu Ala Thr Ala Asp Thr Val lie lie 
1130 1135 1140 



Tyr Asp Ser Asp Trp Asn Pro His Asn Asp lie Gin Ala Phe Ser 
1145 1150 1155 



Arg Ala His Arg He Gly Gin Asn Lys Lys Val Met He Tyr Arg 
1160 1165 1170 



Phe Val Thr Arg Ala Ser Val Glu Glu Arg He Thr Gin Val Ala 
1175 1180 1185 



Lys Lys Lys Met Met Leu Thr His Leu Val Val Arg Pro Gly Leu 
1190 1195 1200 



Gly Ser Lys Thr Gly Ser Met Ser Lys Gin Glu Leu Asp Asp He 
1205 1210 1215 



Leu Lys Phe Gly Thr Glu Glu Leu Phe Lys Asp Glu Ala Thr Asp 
1220 1225 1230 



Gly Gly Gly Asp Asn Lys Glu Gly Glu Asp Ser Ser Val He His 
1235 1240 1245 



Tyr Asp Asp Lys Ala He Glu Arg Leu Leu Asp Arg Asn Gin Asp 
1250 1255 1260 
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Glu Thr Glu Asp Thr Glu Leu Gin Gly Met Asn Glu Tyr Leu Ser 
1265 1270 1275 

Ser Phe Lys Val Ala Gin Tyr Val Val Arg Glu Glu Glu Met Gly 
1280 1285 1290 

Glu Glu Glu Glu Val Glu Arg Glu He He Lys Gin Glu Glu Ser 
1295 1300 1305 

Val Asp Pro Asp Tyr Trp Glu Lys Leu Leu Arg His His Tyr Glu 
1310 1315 1320 

Gin Gin Gin Glu Asp Leu Ala Arg Asn Leu Gly Lys Gly Lys Ara 
1325 1330 1335 S 

He Arg Lys Gin Val Asn Tyr Asn Asp Gly Ser Gin Glu Asp Arg 
1340 1345 1350 

Asp Trp Gin Asp Asp Gin Ser Asp Asn Gin Ser Asp Tyr Ser Val 
1355 1360 1365 

Ala Ser Glu Glu Gly Asp Glu Asp Phe Asp Glu Arg Ser Glu Ala 
1370 137S 1380 

Pro Arg Arg Pro Ser Arg Lys Gly Leu Arg Asn Asp Lys Asp Lys 
1385 1390 1395 

Pro Leu Pro Pro Leu Leu Ala Arg Val Gly Gly Asn He Glu Val 
1400 1405 1410 

Leu Gly Phe Asn Ala Arg Gin Arg Lys Ala Phe Leu Asn Ala He 
1415 1420 1425 

Met Arg Tyr Gly Met Pro Pro Gin Asp Ala Phe Thr Thr Gin Trp 
1430 1435 1440 

Leu Val Arg Asp Leu Arg Gly Lys Ser Glu Lys Glu Phe Lys Ala 
1445 1450 1455 

1Vr S6r LSU PhS Met ^ His Leu Glu Pro Gly Ala Asp 

1460 1465 1470 

Gly Ala Glu Thr Phe Ala Asp Gly Val Pro Arg Glu Gly Leu Ser 
1475 1480 1485 
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Arg Gin His Val Leu Thr Arg He Gly Val Met Ser Leu He Ara 
1490 1495 1500 

Lys Lys Val Gin Glu Phe Glu His Val Asn Gly Arg Trp Ser Met 
1505 1510 1 515 

Pro Glu Leu Ala Glu Val Glu Glu Asn Lys Lys Met Ser Gin Pro 
1520 1525 1530 

Gly Ser Pro Ser Pro Lys Thr Pro Thr Pro Ser Thr Pro Gly Asp 
1535 1540 1545 

Thr Gin Pro Asn Thr Pro Ala Pro Val Pro Pro Ala Glu Asp Gly 
1550 1 555 1560 

He Lys He Glu Glu Asn Ser Leu Lys Glu Glu Glu Ser He Glu 
1565 1570 1575 

° ly ?^o« LyS ° 1U Val LyS Ser Thr Ala Pro Glu T hr Ala He Glu 
1580 1585 15 90 

Cys Thr Gin Ala Pro Ala Pro Ala Ser Glu Asp Glu Lys Val Val 
1595 1600 1605 

Val Glu Pro Pro Glu Gly Glu Glu Lys Val Glu Lys Ala Glu Val 
1610 1615 1620 

Lys Glu Arg Thr Glu Glu Pro Met Glu Thr Glu Pro Lys Gly Ala 
1625 1630 1635 

Ala ™ W1 G1U LyS Val Glu Glu L ^ s Ser Ala He Asp Leu Thr 
1640 1645 1650 

Pro lie Val Val Glu Asp Lys Glu Glu Lys Lys Glu Glu Glu Glu 
1655 1660 1665 

Lys Lys Glu Val Met Leu Gin Asn Gly Glu Thr Pro Lys Asp Leu 
1670 1675 1680 

Asn Asp Glu Lys Gin Lys Lys Asn He Lys Gin Arg Phe Met Phe 
1685 1690 1695 

ASn Ala ASP Gly Gly Phe Thr Glu Leu His Ser Leu Trp Gin 

1700 1705 17 10 
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Asn Glu Glu Arg Ala Ala Thr Val Thr Lys Lys Thr Tyr Glu He 
1715 1720 1725 

Trp His Arg Arg His Asp Tyr Trp Leu Leu Ala Gly He He Asn 
1730 1735 1740 

His Gly Tyr Ala Arg Trp Gin Asp He Gin Asn Asp Pro Arg Tyr 
1745 1750 1755 s y 

Ala JiL L6U ASn GlU Pr ° Phe Lys Gly Glu Met A sn Arg Gly Asn 
1760 1765 1770 



Phe Leu Glu He Lys Asn Lys Phe Leu Ala Arg Arg Phe Lys 
1775 1780 1785 



Leu 



?™ ft L6U Val 116 G1U Glu Gln Leu Ar 9 Arg Ala Ala 

1790 1795 1800 

A8n MSt Ser Glu Asp Pro Ser His Pro Ser Met Ala Leu 
1805 1810 1 815 

™ Ala G1U Val Glu Leu Glu Ser His Gln 



1820 1825 



1830 



His Leu ser Lys Glu Ser Met Ala Gly Asn Lys Pro Ala Asn Ala 

1835 1840 1845 

?«n LyS ° ln LSU G1U Glu Leu Le " Ser Asp 

1850 1855 1860 

MSt ™ Ma ASP Val Thr Arg Leu Pro Ala Thr He Ala Arg He 

1865 1870 1875 

Pr ° fSn Ala Val Ar9 LSU Gln Met Ser Glu Arg Asn lie Leu 

1880 1885 1890 



?of c LSU Ala ASn Ar9 Ala Pro Glu Pro Thr p ro Gln Gln Val 

1905 



1895 a900 



Ala Gln Gln Gln 
1910 



<210> 2562 

<211> 345 

<212> PRT 

<213> Homo sapiens 
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<400> 2562 

Met Pro Gin Arg Pro Ala Ala Ser Asn He Pro Val Val Gly Ser Pro 
1 5 10 is 

Asn Pro Pro Ser Thr His Phe Ala Ser Gin Asn Gin His Ser Tyr Ser 
20 25 30 

Ser Pro Pro Trp Ala Gly Gin His Asn Arg Lys Gly Glu Lys Asn Gly 
35 40 45 

Met Gly Leu Cys Arg Leu Ser Met Lys Val Trp Glu Thr Val Gin Ara 
50 55 60 

Lys Gly Thr Thr Ser Cys Gin Glu Val Val Gly Glu Leu Val Ala Lys 
65 7 0 75 80 

Phe Arg Ala Ala Ser Asn His Ala Ser Pro Asn Glu Ser Ala Tyr Asp 
85 90 95 

Val Lys Asn He Lys Arg Arg Thr Tyr Asp Ala Leu Asn Val Leu Met 
100 105 HO 

Ala Met Asn He He Ser Arg Glu Lys Lys Lys He Lys Trp He Gly 
115 120 125 

Leu Thr Thr Asn Ser Ala Gin Asn Cys Gin Asn Leu Arg Val Glu Aro 
"0 135 140 

Gin Lys Arg Leu Glu Arg He Lys Gin Lys Gin Ser Glu Leu Gin Gin 
145 150 155 160 

Leu He Leu Gin Gin He Ala Phe Lys Asn Leu Val Leu Arg Asn Gin 
165 170 1 75 

Tyr Val Glu Glu Gin Val Ser Gin Arg Pro Leu Pro Asn Ser Val He 
180 185 190 

His Val Pro Phe He He He Ser Ser Ser Lys Lys Thr Val He Asn 
i95 200 205 

Cys Ser He Ser Asp Asp Lys Ser Glu Tyr Leu Phe Lys Phe Asn Ser 
210 215 220 

Ser Phe Glu He His Asp Asp Thr Glu Val Leu Met Trp Met Gly Met 
225 2 30 235 240 
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Thr Phe Gly Leu Glu Ser Gly Ser Cys Ser Ala Glu Asp Leu Lys Met 
245 250 * 255 

Ala Arg Asn Leu Val Pro Lys Ala Leu Glu Pro Tyr Val Thr Glu Met 
260 265 270 

Ala Gin Gly Thr Phe Gly Gly Val Phe Thr Thr Ala Gly Ser Arg Ser 
275 280 28S 

Asn Gly Thr Trp Leu Ser Ala Ser Asp Leu Thr Asn He Ala He Glv 
2 *0 295 300 

Met Leu Ala Thr Ser Ser Gly Gly Ser Gin Tyr Ser Gly Ser Arg Val 
305 310 315 320 

Glu Thr Pro Ala Val Glu Glu Glu Glu Glu Glu Asp Asn Asn Asp Asp 
325 330 335 

Asp Leu Ser Glu Asn Asp Glu Asp Asp 
340 345 



<210> 2563 

<211> 553 

<212> PRT 

<213> Homo sapiens 

<400> 2563 

Met Ser Thr Glu Thr Glu Leu Gin Val Ala Val Lys Thr Ser Ala Lys 
1 5 10 ' 15 

Lys Asp Ser Arg Lys Lys Gly Gin Asp Arg Ser Glu Ala Thr Leu He 
20 25 30 

Lys Arg Phe Lys Gly Glu Gly Val Arg Tyr Lys Ala Lys Leu He Gly 
35 40 45 

He Asp Glu Val Ser Ala Ala Arg Gly Asp Lys Leu Cys Gin Asp Ser 
50 55 60 

Met Met Lys Leu Lys Gly Val Val Ala Gly Ala Arg Ser Lys Gly Glu 
65 7 0 75 80 

His Lys Gin Lys He Phe Leu Thr He Ser Phe Gly Gly He Lys He 
85 90 * 95 

Phe Asp Glu Lys Thr Gly Ala Leu Gin His His His Ala Val His Glu 



959 



WO 2004/042346 
100 



105 



PCT/US2003/012946 

110 



He Ser Tyr He Ala Lys Asp He Thr Asp His Arg Ala Phe Gly Tyr 
115 120 125 

Val Cys Gly Lys Glu Gly Asn His Arg Phe Val Ala He Lys Thr Ala 
130 135 140 

Gin Ala Ala Glu Pro Val He Leu Asp Leu Arg Asp Leu Phe Gin Leu 
145 150 155 160 

He Tyr Glu Leu Lys Gin Arg Glu Glu Leu Glu Lys Lys Ala Gin Lys 
1^5 170 175 

Asp Lys Gin Cys Glu Gin Ala Val Tyr Gin Thr He Leu Glu Glu Asp 
180 185 190 

Val Glu Asp Pro Val Tyr Gin Tyr He Val Phe Glu Ala Gly His Glu 
195 200 205 

Pro He Arg Asp Pro Glu Thr Glu Glu Asn He Tyr Gin Val Pro Thr 
21° 215 220 

Ser Gin Lys Lys Glu Gly Val Tyr Asp Val Pro Lys Ser Gin Pro Ala 
225 230 235 240 

Val Thr Gin Leu Glu Leu Phe Gly Asp Met Ser Thr Pro Pro Asp He 
245 250 255 

Thr Ser Pro Pro Thr Pro Ala Thr Pro Gly Asp Ala Phe He Pro Ser 
260 265 270 

Ser Ser Gin Thr Leu Pro Ala Ser Ala Asp Val Phe Ser Ser Val Pro 
275 280 285 

Phe Gly Thr Ala Ala Val Pro Ser Gly Tyr Val Ala Met Gly Ala Val 
290 295 300 

Leu Pro Ser Phe Trp Gly Gin Gin Pro Leu Val Gin Gin Gin Met Val 
305 310 315 320 

Met Gly Ala Gin Pro Pro Val Ala Gin Val Met Pro Gly Ala Gin Pro 
325 330 335 

He Ala Trp Gly Gin Pro Gly Leu Phe Pro Ala Thr Gin Gin Pro Trp 
340 345 350 
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Pro Thr val Ala Gly Gin Phe Pro Pro Ala Ala Phe Met Pro Thr Gin 
355 360 3 65 

Thr val Met Pro Leu Pro Ala Ala Met Phe Gin Gly Pro Leu Thr Pro 
370 375 380 

Leu Ala Thr Val Pro Gly Thr Ser Asp Ser Thr Arg Ser Ser Pro Gin 
385 390 395 400 

Thr Asp Lys Pro Arg Gin Lys Met Gly Lys Glu Thr Phe Lys Asp Phe 
405 410 4a5 

Gin Met Ala Gin Pro Pro Pro Val Pro Ser Arg Lys Pro Asp Gin Pro 
420 425 430 

Ser Leu Thr Cys Thr Ser Glu Ala Phe Ser Ser Tyr Phe Asn Lys Val 
435 440 445 

Gly Val Ala Gin Asp Thr Asp Asp Cys Asp Asp Phe Asp lie Ser Gin 
450 455 460 

Leu Asn Leu Thr Pro Val Thr Ser Thr Thr Pro Ser Thr Asn Ser Pro 
465 470 475 480 

Pro Thr Pro Ala Pro Arg Gin Ser Ser Pro Ser Lys Ser Ser Ala Ser 
485 490 495 

His Ala Ser Asp Pro Thr Thr Asp Asp lie Phe Glu Glu Gly Phe Glu 
500 505 510 

Ser Pro Ser Lys Ser Glu Glu Gin Glu Ala Pro Asp Gly Ser Gin Ala 
515 520 525 

Ser ser Asn Ser Asp Pro Phe Gly Glu Pro Ser Gly Glu Pro Ser Gly 
530 535 540 

Asp Asn lie Ser Pro Gin Ala Gly Ser 
545 550 



<210> 2564 

<211> 1336 

<212> PRT 

<213> Homo sapiens 

<400> 2564 
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Met Glu Asn Leu Pro Ala Val Thr Thr Glu Glu Pro Thr Pro Met Gly 
1 5 10 15 

Arg Gly Pro Val Gly Pro Ser Gly Gly Gly Ser Thr Arg Asp Gin Val 
20 25 30 

Arg Thr Val Val Met Arg Pro Ser Val Ser Trp Glu Lys Ala Gly Pro 
35 40 45 

Glu Glu Ala Lys Ala Pro Val Arg Gly Asp Glu Ala Pro Pro Ala Arq 
50 55 60 

Val Ala Gly Pro Ala Ala Gly Thr Pro Pro Cys Gin Met Gly Val Tyr 
65 70 75 80 

Pro Thr Asp Leu Thr Leu Gin Leu Leu Ala Val Arg Arg Lys Ser Arg 
85 90 ~ 95 

Leu Arg Asp Pro Gly Leu Gin Gin Thr Leu Arg Gly Gin Leu Arg Leu 
100 105 110 

Leu Glu Asn Asp Ser Arg Glu Met Ala Arg Val Leu Gly Glu Leu Ser 
115 120 125 

Ala Arg Leu Leu Ser lie His Ser Asp Gin Asp Arg He Val Val Thr 
130 135 140 

Phe Lys Thr Phe Glu Glu He Trp Lys Phe Ser Thr Tyr His Ala Leu 
145 150 155 160 

Gly Phe Thr His His Cys Leu Ala Asn Leu Leu Met Asp Gin Ala Phe 
165 170 17 5 

Trp Leu Leu Leu Pro Ser Glu Glu Glu Glu Thr Ala He Gin Val His 
180 185 190 

Val Asp Glu Asn Ala Leu Arg Leu Thr His Glu Ser Leu Leu He Gin 
195 200 205 

Glu Gly Pro Phe Phe Val Leu Cys Pro Asp His His Val Arg Val Met 
210 215 220 

Thr Gly Pro Arg Asp Ala Gly Asn Gly Pro Gin Ala Leu Arg Gin Ala 
225 230 235 240 

Ser Gly Ala Pro Gin Gly Glu Ala Ala Pro Glu Thr Asp Ser Ser Pro 
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Pro Ser Pro Ser Val Ser Ser Glu Glu Val Ala Val Ala Ala Ala Pro 
260 265 270 



Glu Pro Leu lie Pro Phe His Gin Trp Ala Leu Arg lie Pro Gin Asp 
275 280 285 



Pro lie Asp Asp Ala Met Gly Gly Pro Val Met Pro Gly Asn Pro Leu 
290 295 300 



Met Ala Val Gly Leu Ala Ser Ala Leu Ala Asp Phe Gin Gly Ser Gly 
305 310 315 320 



Pro Glu Glu Met Thr Phe Arg Gly Gly Asp Leu He Glu He Leu Gly 
325 330 335 



Ala Gin Val Pro Ser Leu Pro Trp Cys Val Gly Arg His Ala Ala Ser 
340 345 350 

Gly Arg Val Gly Phe Val Arg Ser Ser Leu He Ser Met Gin Gly Pro 
355 360 365 



Val Ser Glu Leu Glu Ser Ala He Phe Leu Asn Glu Glu Glu Lys Ser 
370 375 380 



Phe Phe Ser Glu Gly Cys Phe Ser Glu Glu Asp Ala Arg Gin Leu Leu 
385 390 395 400 

Arg Arg Met Ser Gly Thr Asp Val Cys Ser Val Tyr Ser Leu Asp Ser 
405 410 415 



Val Glu Glu Ala Glu Thr Glu Gin Pro Gin Glu Lys Glu He Pro Pro 
420 425 430 



Pro Cys Leu Ser Pro Glu Pro Gin Glu Thr Leu Gin Lys Val Lys Asn 
435 440 445 



Val Leu Glu Gin Cys Lys Thr Cys Pro Gly Cys Pro Gin Glu Pro Ala 
450 455 460 



Ser Trp Gly Leu Cys Ala Ala Ser Ser Asp Val Ser Leu Gin Asp Pro 
465 470 475 480 

Glu Glu Pro Ser Phe Cys Leu Glu Ala Glu Asp Asp Trp Glu Asp Pro 
485 490 495 
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Glu Ala Leu Ser Ser Leu Leu Leu Phe Leu Asn Ala Pro Gly Tyr Lvs 
500 505 510 

Ala Ser Phe Arg Gly Leu Tyr Asp Val Ala Leu Pro Trp Leu Ser Ser 
515 520 525 

Val Phe Arg Ser Phe Ser Asp Glu Glu Glu Leu Thr Gly Arg Leu Ala 
530 535 54Q 

Gin Ala Arg Gly Ala Ala Lys Lys Ala Gly Leu Leu Met Ala Leu Ala 
545 550 555 560 

Arg Leu Cys Phe Leu Leu Gly Arg Leu Cys Ser Arg Arg Leu Lys Leu 
565 570 575 

Ser Gin Ala Arg Val Tyr Phe Glu Glu Ala Leu Gly Ala Leu Glu Gly 
580 585 * 590 

Ser Phe Gly Asp Leu Phe Leu Val Val Ala Val Tyr Ala Asn Leu Ala 
595 600 605 

Ser He Tyr Arg Lys Gin Lys Asn Arg Glu Lys Cys Ala Gin Val Val 
610 615 620 

Pro Lys Ala Met Ala Leu Leu Leu Gly Thr Pro Asp His He Cys Ser 
625 "0 635 640 

Thr Glu Ala Glu Gly Glu Leu Leu Gin Leu Ala Leu Arg Arg Ala Val 
645 650 655 

Gly Gly Gin Ser Leu Gin Ala Glu Ala Arg Ala Cys Phe Leu Leu Ala 
660 665 670 

Arg His His Val His Leu Lys Gin Pro Glu Glu Ala Leu Pro Phe Leu 
675 680 685 

Glu Arg Leu Leu Leu Leu His Arg Asp Ser Gly Ala Pro Glu Ala Ala 
690 695 700 

Trp Leu Ser Asp Cys Tyr Leu Leu Leu Ala Asp He Tyr Ser Arg Lys 
705 71 0 715 720 

Cys Leu Pro His Leu Val Leu Ser Cys Val Lys Val Ala Ser Leu Arg 
725 730 735 
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Thr Arg Gly ser Leu Ala Gly Ser Leu Arg Ser Val Asn Leu Val Leu 
740 745 750 

Gin Asn Ala Pro Gin Pro His Ser Leu Pro Ala Gin Thr Ser His Tyr 
755 760 765 

Leu Arg Gin Ala Leu Ala Ser Leu Thr Pro Gly Thr Gly Gin Ala Leu 
770 775 780 

Arg Gly Pro Leu Tyr Thr Ser Leu Ala Gin Leu Tyr Ser His His Glv 
785 79 ° 795 B00 

Cys His Gly Pro Ala lie Thr Phe Met Thr Gin Ala Val Glu Ala Ser 
805 810 815 

Ala He Ala Gly Val Arg Ala He Val Asp His Leu Val Ala Leu Ala 
820 825 830 

Trp Leu His Val Leu His Gly Gin Ser Pro Val Ala Leu Asp lie Leu 
835 840 845 

Gin Ser Val Arg Asp Ala Val Val Ala Ser Glu Asp Gin Glu Gly Val 
850 855 860 

lie Ala Asn Met Val Ala Val Ala Leu Lys Arg Thr Gly Arg Thr Arg 
865 870 875 ~ ~ 880 

Gin Ala Ala Glu Ser Tyr Tyr Arg Ala Leu Arg Val Ala Arg Asp Leu 
885 890 895 

Gly Gin Gin Arg Asn Gin Ala Val Gly Leu Ala Asn Phe Gly Ala Leu 
900 905 910 

Cys Leu His Ala Gly Ala Ser Arg Leu Ala Gin His Tyr Leu Leu Glu 
915 920 925 

Ala Val Arg Leu Phe Ser Arg Leu Pro Leu Gly Glu Cys Gly Arg Asp 
930 935 940 

Phe Thr His Val Leu Leu Gin Leu Gly His Leu Cys Thr Arg Gin Gly 
945 95 <> 955 960 

Pro Ala Gin Gin Gly Lys Gly Tyr Tyr Glu Trp Ala Leu Leu Val Ala 
965 970 975 
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Val Glu Met Gly His Val Glu Ser Gin Leu Arg Ala Val Gin Arg Leu 
980 985 990 

Cys His Phe Tyr Ser Ala Val Met Pro Ser Glu Ala Gin Cys Val He 
995 1000 1005 

Tyr His Glu Leu Gin Leu Ser Pro Ala Cys Lys Val Ala Asp Lys 
1010 1015 1020 

Val Leu Glu Gly Gin Leu Leu Glu Thr He Ser Gin Leu Tyr Leu 
1025 1030 1035 

Ser Leu Gly Thr Glu Arg Ala Tyr Lys Ser Ala Leu Asp Tyr Thr 
1040 1045 1050 

Lys Arg Ser Leu Gly He Phe lie Asp Leu Gin Lys Lys Glu Lys 
1055 1060 1065 

Glu Ala His Ala Trp Leu Gin Ala Gly Lys He Tyr Tyr He Leu 
1070 1075 1080 

Arg Gin Ser Glu Leu Val Asp Leu Tyr He Gin Val Ala Gin Asn 
1085 1090 1095 

Val Ala Leu Tyr Thr Gly Asp Pro Asn Leu Gly Leu Glu Leu Phe 
1100 1105 1110 

Glu Ala Ala Gly Asp He Phe Phe Asp Gly Ala Trp Glu Arg Glu 
1115 H20 1125 

Lys Ala Val Ser Phe Tyr Arg Asp Arg Ala Leu Pro Leu Ala Val 
1130 1135 1140 

Thr Thr Gly Asn Arg Lys Ala Glu Leu Arg Leu Cys Asn Lys Leu 
H45 1150 1155 

Val Ala Leu Leu Ala Thr Leu Glu Glu Pro Gin Glu Gly Leu Glu 
1160 1165 1170 

Phe Ala His Met Ala Leu Ala Leu Ser He Thr Leu Gly Asp Arg 
1175 1180 1 185 S 

Leu Asn Glu Arg Val Ala Tyr His Arg Leu Ala Ala Leu Gin His 
1X90 H95 1200 

Arg Leu Gly His Gly Glu Leu Ala Glu His Phe Tyr Leu Lys Ala 
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Leu Ser Leu Cys Asn Ser Pro Leu Glu Phe Asp Glu Glu Thr Leu 
1220 1225 1230 



Tyr Tyr Val Lys Val Tyr Leu Val Leu Gly Asp He He Phe Tyr 
1235 1240 1245 



Asp Leu Lys Asp Pro Phe Asp Ala Ala Gly Tyr Tyr Gin Leu Ala 
1250 1255 1260 



Leu Ala Ala Ala Val Asp Leu Gly Asn Lys Lys Ala Gin Leu Lys 
1265 1270 1275 



He Tyr Thr Arg Leu Ala Thr He Tyr His Asn Phe Leu Leu Asp 
1280 1285 1290 



Arg Glu Lys Ser Leu Phe Phe Tyr Gin Lys Ala Arg Thr Phe Ala 
1295 1300 1305 



Thr Glu Leu Asn Val Arg Arg Val Asn Leu Pro Pro Leu Pro Leu 
1310 1315 1320 



Cys Gly Trp Ala Pro Trp Leu Ala Pro Ser His Pro Arg 
1325 1330 1335 



<210> 2565 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 2565 

Met Leu Thr Glu Leu Glu Lys Ala Leu Asn Ser He He Asp Val Tyr 
1 5 10 15 

His Lys Tyr Ser Leu He Lys Gly Asn Phe His Ala Val Tyr Arg Asp 
20 25 30 

Asp Leu Lys Lys Leu Leu Glu Thr Glu Cys Pro Gin Tyr He Arg Lys 
35 40 45 

Lys Gly Ala Asp Val Trp Phe Lys Glu Leu Asp He Asn Thr Asp Gly 
50 55 60 

Ala Val Asn Phe Gin Glu Phe Leu He Leu Val He Lys Met Gly Val 
65 70 75 80 
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Ala Ala His Lys Lys Ser His Glu Glu Ser His Lys Glu 
85 90 

<210> 2566 

<211> 1186 

<212> PRT 

<213> Homo sapiens 

<400> 2566 

Met Gly Val Gin Gly Leu Trp Lys Leu Leu Glu Cys Ser Gly Arg Gin 
1 5 xo 15 

Val Ser Pro Glu Ala Leu Glu Gly Lys He Leu Ala Val Asp lie Ser 
20 25 30 

He Trp Leu Asn Gin Ala Leu Lys Gly Val Arg Asp Arg His Gly Asn 
35 40 45 

Ser He Glu Asn Pro His Leu Leu Thr Leu Phe His Arg Leu Cys Lys 
SO 55 60 

Leu Leu Phe Phe Arg He Arg Pro He Phe Val Phe Asp Gly Asp Ala 
65 ™ 75 80 

Pro Leu Leu Lys Lys Gin Thr Leu Val Lys Arg Arg Gin Arg Lys Asp 
85 90 95 

Leu Ala Ser Ser Asp Ser Arg Lys Thr Thr Glu Lys Leu Leu Lys Thr 
100 105 X10 

Phe Leu Lys Arg Gin Ala He Lys Thr Ala Phe Arg Ser Lys Arg Asp 
115 120 125 

Glu Ala Leu Pro Ser Leu Thr Gin Val Arg Arg Glu Asn Asp Leu Tyr 
130 135 140 

Val Leu Pro Pro Leu Gin Glu Glu Glu Lys His Ser Ser Glu Glu Glu 
145 150 155 160 

Asp Glu Lys Glu Trp Gin Glu Arg Met Asn Gin Lys Gin Ala Leu Gin 
lfi 5 170 175 

Glu Glu Phe Phe His Asn Pro Gin Ala He Asp He Glu Ser Glu Asp 
180 185 190 



Phe Ser Ser Leu Pro Pro Glu Val Lys His Glu He Leu Thr Asp 



Met 



968 



WO 2004/042346 
195 



200 



PCT/US2003/012946 

205 



Lys Glu Phe Thr Lys Arg Arg Arg Thr Leu Phe Glu Ala Met Pro Glu 
210 215 220 



Glu Ser Asp Asp Phe Ser Gin Tyr Gin Leu Lys Gly Leu Leu Lys Lys 

240 



225 230 235 



Asn Tyr Leu Asn Gin His lie Glu His Val Gin Lys Glu Met Asn Gin 
245 250 255 

Gin His Ser Gly His lie Arg Arg Gin Tyr Glu Asp Glu Gly Gly Phe 
260 265 270 

Leu Lys Glu Val Glu Ser Arg Arg Val Val Ser Glu Asp Thr Ser His 
275 280 285 

Tyr lie Leu lie Lys Gly lie Gin Ala Lys Thr Val Ala Glu Val Asp 
290 295 300 

Ser Glu Ser Leu Pro Ser Ser Ser Lys Met His Gly Met Ser Phe Asp 
305 310 315 320 

Val Lys Ser Ser Pro Cys Glu Lys Leu Lys Thr Glu Lys Glu Pro Asp 
325 330 335 

Ala Thr Pro Pro Ser Pro Arg Thr Leu Leu Ala Met Gin Ala Ala Leu 
340 345 350 

Leu Gly ser Ser Ser Glu Glu Glu Leu Glu Ser Glu Asn Arg Arg Gin 
355 360 365 

Ala Arg Gly Arg Asn Ala Pro Ala Ala Val Asp Glu Gly Ser lie Ser 
370 375 380 

Pro Arg Thr Leu Ser Ala He Lys Arg Ala Leu Asp Asp Asp Glu Asp 
385 39 ° 395 400 

Val Lys Val Cys Ala Gly Asp Asp Val Gin Thr Gly Gly Pro Gly Ala 
4 °5 410 415 

Glu Glu Met Arg He Asn Ser Ser Thr Glu Asn Ser Asp Glu Gly Leu 
420 425 430 

Lys Val Arg Asp Gly Lys Gly He Pro Phe Thr Ala Thr Leu Ala Ser 
435 440 445 
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Ser Ser Val Asn Ser Ala Glu Glu His Val Ala Ser Thr Asn Glu Gly 
450 455 460 

Arg Glu Pro Thr Asp Ser Val Pro Lys Glu Gin Met Ser Leu Val His 
465 470 475 480 

Val Gly Thr Glu Ala Phe Pro He Ser Asp Glu Ser Met He Lys Asp 
485 490 495 

Arg Lys Asp Arg Leu Pro Leu Glu Ser Ala Val Val Arg His Ser Asp 
500 505 510 

Ala Pro Gly Leu Pro Asn Gly Arg Glu Leu Thr Pro Ala Ser Pro Thr 
515 520 525 

Cys Thr Asn Ser Val Ser Lys Asn Glu Thr His Ala Glu Val Leu Glu 
530 535 540 

Gin Gin Asn Glu Leu Cys Pro Tyr Glu Ser Lys Phe Asp Ser Ser Leu 
545 550 555 * 560 

Leu Ser Ser Asp Asp Glu Thr Lys Cys Lys Pro Asn Ser Ala Ser Glu 
565 570 575 

Val He Gly Pro Val Ser Leu Gin Glu Thr Ser Ser He Val Ser Val 
580 585 590 

Pro Ser Glu Ala Val Asp Asn Val Glu Asn Val Val Ser Phe Asn Ala 
5^5 600 605 

Lys Glu His Glu Asn Phe Leu Glu Thr He Gin Glu Gin Gin Thr Thr 
610 615 620 

Glu Ser Ala Gly Gin Asp Leu He Ser He Pro Lys Ala Val Glu Pro 
625 630 635 640 

Met Glu He Asp Ser Glu Glu Ser Glu Ser Asp Gly Ser Phe He Glu 
645 650 655 

Val Gin Ser Val He Ser Asp Glu Glu Leu Gin Ala Glu Phe Pro Glu 
660 665 670 

Thr Ser Lys Pro Pro Ser Glu Gin Gly Glu Glu Glu Leu Val Gly Thr 
675 680 685 
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Arg Glu Gly Glu Ala Pro Ala Glu Ser Glu Ser Leu Leu Arg Asp Asn 
690 695 700 



Ser Glu Arg Asp Asp Val Asp Gly Glu Pro Gin Glu Ala Glu Lys Asp 
705 710 715 720 



Ala Glu Asp Ser Leu His Glu Trp Gin Asp lie Asn Leu Glu Glu Leu 
725 730 735 



Glu Thr Leu Glu Ser Asn Leu Leu Ala Gin Gin Asn Ser Leu Lys Ala 
740 745 750 



Gin Lys Gin Gin Gin Glu Arg lie Ala Ala Thr Val Thr Gly Gin Met 
755 760 765 



Phe Leu Glu Ser Gin Glu Leu Leu Arg Leu Phe Gly lie Pro Tyr lie 
770 775 780 



Gin Ala Pro Met Glu Ala Glu Ala Gin Cys Ala lie Leu Asp Leu Thr 
785 790 795 800 



Asp Gin Thr Ser Gly Thr lie Thr Asp Asp Ser Asp lie Trp Leu Phe 
805 810 815 



Gly Ala Arg His Val Tyr Arg Asn Phe Phe Asn Lys Asn Lys Phe Val 
820 825 830 



Glu Tyr Tyr Gin Tyr Val Asp Phe His Asn Gin Leu Gly Leu Asp Arg 
835 840 845 



Asn Lys Leu lie Asn Leu Ala Tyr Leu Leu Gly Ser Asp Tyr Thr Glu 
850 855 860 



Gly lie Pro Thr Val Gly Cys Val Thr Ala Met Glu lie Leu Asn Glu 
865 870 875 880 



Phe Pro Gly His Gly Leu Glu Pro Leu Leu Lys Phe Ser Glu Trp Trp 
885 890 895 



His Glu Ala Gin Lys Asn Pro Lys lie Arg Pro Asn Pro His Asp Thr 
900 905 910 



Lys Val Lys Lys Lys Leu Arg Thr Leu Gin Leu Thr Pro Gly Phe Pro 
915 920 925 
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Asn Pro Ala Val Ala Glu Ala Tyr Leu Lys Pro Val Val Asp Asp Ser 
930 935 940 

Lys Gly Ser Phe Leu Trp Gly Lys Pro Asp Leu Asp Lys He Arg Glu 
945 950 955 960 

Phe Cys Gin Arg Tyr Phe Gly Trp Asn Arg Thr Lys Thr Asp Glu Ser 
965 970 975 

Leu Phe Pro Val Leu Lys Gin Leu Asp Ala Gin Gin Thr Gin Leu Arg 
980 985 990 

He Asp Ser Phe Phe Arg Leu Ala Gin Gin Glu Lys Glu Asp Ala Lys 
995 1000 1005 

Arg He Lys Ser Gin Arg Leu Asn Arg Ala Val Thr Cys Met Leu 
1010 1015 1020 

Arg Lys Glu Lys Glu Ala Ala Ala Ser Glu He Glu Ala Val Ser 
1025 1030 1035 

Val Ala Met Glu Lys Glu Phe Glu Leu Leu Asp Lys Ala Lys Arg 
1040 1045 1050 

Lys Thr Gin Lys Arg Gly He Thr Asn Thr Leu Glu Glu Ser Ser 
105 5 1060 1065 

Ser Leu Lys Arg Lys Arg Leu Ser Asp Ser Lys Arg Lys Asn Thr 
1070 1075 1080 

Cys Gly Gly Phe Leu Gly Glu Thr Cys Leu Ser Glu Ser Ser Asp 
1085 1090 1095 

Gly Ser Ser Ser Glu His Ala Glu Ser Ser Ser Leu Met Asn Val 
1100 1105 1110 

Gin Arg Arg Thr Ala Ala Lys Glu Pro Lys Thr Ser Ala Ser Asp 
1115 1120 1125 

Ser Gin Asn Ser Val Lys Glu Ala Pro Val Lys Asn Gly Gly Ala 
1130 1135 1140 

Thr Thr Ser Ser Ser Ser Asp Ser Asp Asp Asp Gly Gly Lys Glu 
II 45 1150 1155 

Lys Met Val Leu Val Thr Ala Arg Ser Val Phe Gly Lys Lys Arg 
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Arg Lys Leu Arg Arg Ala Arg Gly Arg Lys Arg Lys Thr 
1175 1180 " 1185 



<210> 2567 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 2567 

Met Pro Leu Ala Lys Asp Leu Leu His Pro Ser Pro Glu Glu Glu Lys 
1 5 10 15 



Arg Lys His Lys Lys Lys Arg Leu Val Gin Ser Pro Asn Ser Tyr Phe 
20 25 30 



Met Asp Val Lys Cys Pro Gly Cys Tyr Lys lie Thr Thr Val Phe Ser 
35 40 45 

His Ala Gin Thr Val Val Leu Cys Val Gly Cys Ser Thr Val Leu Cys 
50 55 60 



Gin Pro Thr Gly Gly Lys Ala Arg Leu Thr Glu Gly Cys Ser Phe Arg 
65 70 75 80 



Arg Lys Gin His 



<210> 2568 

<211> 691 

<212> PRT 

<213> Homo sapiens 

<400> 2568 

Met Asp Gly Cys Lys Lys Glu Leu Pro Arg Leu Gin Glu Pro Glu Glu 
15 10 is 

Asp Glu Asp Cys Tyr He Leu Asn Val Gin Ser Ser Ser Asp Asp Thr 
20 25 30 

Ser Gly Ser Ser Val Ala Arg Arg Ala Pro Lys Arg Gin Ala Ser Cys 
35 40 45 

He Leu Asn Val Gin Ser Arg Ser Gly Asp Thr Ser Gly Ser Ser Val 
50 55 60 
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Ala Arg Arg Ala Pro Lys Arg Gin Ala Ser Ser Val Val Val He Asp 
65 7 0 75 80 

Ser Asp Ser Asp Glu Glu Cys His Thr His Glu Glu Lys Lys Ala Lys 
85 90 95 

Leu Leu Glu He Asn Ser Asp Asp Glu Ser Pro Glu Cys Cys His Val 
100 105 HO 

Lys Pro Ala He Gin Glu Pro Pro He Val He Ser Asp Asp Asp Asn 
115 120 125 

Asp Asp Asp Asn Gly Asn Asp Leu Glu Val Pro Asp Asp Asn Ser Asp 
i3 ° 135 140 

Asp Ser Glu Ala Pro Asp Asp Asn Ser Asp Asp Ser Glu Ala Pro Asp 
145 150 155 160 

Asp Asn Ser Asp Asp Ser Glu Ala Pro Asp Asp Asn Ser Asp Asp Ser 
165 170 17 5 

Glu Ala Pro Asp Asp Asn Ser Asp Asp Ser Asp Val Pro Asp Asp Asn 
180 185 190 

Ser Asp Asp Ser Ser Asp Asp Asn Ser Asp Asp Ser Ser Asp Asp Asn 
X95 200 205 

Ser Asp Asp Ser Asp Val Pro Asp Asp Lys Ser Asp Asp Ser Asp Val 
210 215 220 

Pro Asp Asp Ser Ser Asp Asp Ser Asp Val Pro Asp Asp Ser Ser Asp 
225 230 235 240 

Asp Ser Glu Ala Pro Asp Asp Ser Ser Asp Asp Ser Glu Ala Pro Asp 
245 250 255 

Asp Ser Ser Asp Asp Ser Glu Ala Pro Asp Asp Ser Ser Asp Asp Ser 
260 265 270 

Glu Ala Pro Asp Asp Ser Ser Asp Asp Ser Glu Ala Ser Asp Asp Ser 
275 280 285 

Ser Asp Asp Ser Glu Ala Ser Asp Asp Ser Ser Asp Asp Ser Glu Ala 
290 295 300 

Pro Asp Asp Lys Ser Asp Asp Ser Asp Val Pro Glu Asp Lys Ser Asp 
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Asp Ser Asp Val Pro Asp Asp Asn Ser Asp Asp Leu Glu Val Pro Val 
325 330 335 

Pro Ala Glu Asp Leu Cys Asn Glu Gly Gin lie Ala Ser Asp Glu Glu 
340 345 350 

Glu Leu Val Glu Ala Ala Ala Ala Val Ser Gin His Asp Ser Ser Asp 
355 360 365 

Asp Ala Gly Glu Gin Asp Leu Gly Glu Asn Leu Ser Lys Pro Pro Ser 
370 375 380 

i 

Asp Pro Glu Ala Asn Pro Glu Val Ser Glu Arg Lys Leu Pro Thr Glu 
3Q 5 390 395 400 

Glu Glu Pro Ala Pro Val Val Glu Gin Ser Gly Lys Arg Lys Ser Lys 
405 410 ^ ~ 415 

Thr Lys Thr He Val Glu Pro Pro Arg Lys Arg Gin Thr Lys Thr Lys 
420 425 430 

Asn He Val Glu Pro Pro Arg Lys Arg Gin Thr Lys Thr Lys Asn He 
435 440 445 

Val Glu Pro Leu Arg Lys Arg Lys Ala Lys Thr Lys Asn Val Ser Val 
450 455 460 

Thr Pro Gly His Lys Lys Arg Gly Pro Ser Lys Lys Lys Pro Gly Ala 
465 470 475 ~ 480 

Ala Lys Val Glu Lys Arg Lys Thr Arg Thr Pro Lys Cys Lys Val Pro 
485 490 495 

Gly Cys Phe Leu Gin Asp Leu Glu Lys Ser Lys Lys Tyr Ser Gly Lys 
500 505 510 

Asn Leu Lys Arg Asn Lys Asp Glu Leu Val Gin Arg He Tyr Asp Leu 
515 520 525 

Phe Asn Arg Ser Val Cys Asp Lys Lys Leu Pro Glu Lys Leu Arg He 
530 535 540 

Gly Trp Asn Asn Lys Met Val Lys Thr Ala Gly Leu Cys Ser Thr Gly 
545 550 555 ~ 560 
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Glu Met Trp Tyr Pro Lys Trp Arg Arg Phe Ala Lys He Gin He Gly 



565 570 



575 



Leu Lys Val Cys Asp Ser Ala Asp Arg He Arg Asp Thr Leu He His 
580 585 590 

Glu Met Cys His Ala Ala Ser Trp Leu He Asp Gly He His Asp Ser 
595 600 60S 

His Gly Asp Ala Trp Lys Tyr Tyr Ala Arg Lys Ser Asn Arg He His 
610 615 620 

Pro Glu Leu Pro Arg Val Thr Arg Cys His Asn Tyr Lys He Asn Tyr 
625 630 635 640 

Lys Val His Tyr Glu Cys Thr Gly Cys Lys Thr Arg He Gly Cys Tyr 
645 650 655 

Thr Lys ser Leu Asp Thr Ser Arg Phe He Cys Ala Lys Cys Lys Gly 
660 665 670 

Ser Leu Val Met Val Pro Leu Thr Gin Lys Asp Gly Thr Arg He Val 
675 680 685 

Pro His Val 
690 



<210> 2569 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<400> 2569 

Met Ser Asp Gin Glu Ala Lys Pro Ser Thr Glu Asp Leu Gly Asp Lys 
5 1° 15 

Lys Glu Gly Glu Tyr He Lys Leu Lys Val He Gly Gin Asp Ser Ser 



25 



30 



Glu He His Phe Lys Val Lys Met Thr Thr His Leu Lys Lys Leu Lys 
35 40 45 

Glu Ser Tyr Cys Gin Arg Gin Gly Val Pro Met Asn Ser Leu Arg Phe 



55 60 
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Leu Phe Glu Gly Gin Arg He Ala Asp Asn His Thr Pro Lys Glu Leu 



65 70 75 



80 



Gly Met Glu Glu Glu Asp Val He Glu Val Tyr Gin Glu Gin- Thr Gly 
85 90 95 



Gly His Ser Thr Val 
100 



<210> 2570 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 2570 



Met Ser Gly Leu Arg Val Tyr Ser Thr Ser Val Thr Gly Ser Arg Glu 
1 5 10 15 

He Lys Ser Gin Gin Ser Glu Val Thr Arg He Leu Asp Gly Lys Arg 
20 25 30 

He Gin Tyr Gin Leu Val Asp He Ser Gin Asp Asn Ala Leu Arg Asp 
35 40 45 

Glu Met Arg Ala Leu Ala Gly Asn Pro Lys Ala Thr Pro Pro Gin He 
50 55 60 

Val Asn Gly Asp Gin Tyr Cys Gly Asp Tyr Glu Leu Phe Val Glu Ala 
65 70 75 80 

Val Glu Gin Asn Thr Leu Gin Glu Phe Leu Lys Leu Ala 
85 90 

<210> 2571 

<211> 666 

<212> PRT 

<213> Homo sapiens 

<400> 2571 

Met Thr Pro Pro Pro Pro Gly Arg Ala Ala Pro Ser Ala Pro Arg Ala 
1 5 10 is 

Arg Val Pro Gly Pro Pro Ala Arg Leu Gly Leu Pro Leu Arg Leu Arg 
20 25 30 

Leu Leu Leu Leu Leu Trp Ala Ala Ala Ala Ser Ala Gin Gly His Leu 
35 40 45 
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Arg Ser Gly Pro Arg He Phe Ala Val Trp Lys Gly His Val Gly Gin 
50 55 60 

Asp Arg Val Asp Phe Gly Gin Thr Glu Pro His Thr Val Leu Phe His 
65 70 75 80 

Glu Pro Gly Ser Ser Ser Val Trp Val Gly Gly Arg Gly Lys Val Tyr 
85 90 9S 

Leu Phe Asp Phe Pro Glu Gly Lys Asn Ala Ser Val Arg Thr Val Asn 
100 105 110 

He Gly Ser Thr Lys Gly Ser Cys Leu Asp Lys Arg Asp Cys Glu Asn 
115 120 125 

Tyr He Thr Leu Leu Glu Arg Arg Ser Glu Gly Leu Leu Ala Cys Gly 
130 135 140 

Thr Asn Ala Arg His Pro Ser Cys Trp Asn Leu Val Asn Gly Thr Val 
145 150 155 ' ISO 

Val Pro Leu Gly Glu Met Arg Gly Tyr Ala Pro Phe Ser Pro Asp Glu 
165 170 175 

Asn Ser Leu Val Leu Phe Glu Gly Asp Glu Val Tyr Ser Thr He Arg 
180- 185 190 

Lys Gin Glu Tyr Asn Gly Lys He Pro Arg Phe Arg Arg He Arg Gly 
I 95 200 205 

Glu Ser Glu Leu Tyr Thr Ser Asp Thr Val Met Gin Asn Pro Gin Phe 
210 215 220 

He Lys Ala Thr He Val His Gin Asp Gin Ala Tyr Asp Asp Lys He 
225 230 235 240 

Tyr Tyr Phe Phe Arg Glu Asp Asn Pro Asp Lys Asn Pro Glu Ala Pro 
245 250 255 

Leu Asn Val Ser Arg Val Ala Gin Leu Cys Arg Gly Asp Gin Gly Glv 
260 265 ~ 270 

Glu Ser Ser Leu Ser Val Ser Lys Trp Asn Thr Phe Leu Lys Ala Met 
275 280 285 
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Leu Val Cys Ser Asp Ala Ala Thr Asn Lys Asn Phe Asn Arg Leu Gin 
290 295 300 

Asp Val Phe Leu Leu Pro Asp Pro Ser Gly Gin Trp Arg Asp Thr Arg 

310 315 320 

Val Tyr Gly Val Phe Ser Asn Pro Trp Asn Tyr Ser Ala Val Cys Val 
325 330 335 

Tyr Ser Leu Gly Asp He Asp Lys Val Phe Arg Thr Ser Ser Leu Lys 
340 345 350 

Gly Tyr His Ser Ser Leu Pro Asn Pro Arg Pro Gly Lys Cys Leu Pro 
355 360 365 

Asp Gin Gin Pro He Pro Thr Glu Thr Phe Gin Val Ala Asp Arg His 
370 375 380 

Pro Glu Val Ala Gin Arg Val Glu Pro Met Gly Pro Leu Lys Thr Pro 
385 390 395 400 

Leu Phe His Ser Lys Tyr His Tyr Gin Lys Val Ala Val His Arg Met 
405 410 415 

Gin Ala Ser His Gly Glu Thr Phe His Val Leu Tyr Leu Thr Thr Asp 
420 425 430 

Arg Gly Thr He His Lys Val Val Glu Pro Gly Glu Gin Glu His Ser 
43 5 440 445 

Phe Ala Phe Asn He Met Glu He Gin Pro Phe Arg Arg Ala Ala Ala 
450 455 460 

lie Gin Thr Met Ser Leu Asp Ala Glu Arg Arg Lys Leu Tyr Val Ser 
465 470 475 ' 480 

Ser Gin Trp Glu Val Ser Gin Val Pro Leu Asp Leu Cys Glu Val Tyr 
48 5 490 495 

Gly Gly Gly Cys His Gly Cys Leu Met Ser Arg Asp Pro Tyr Cys Gly 
500 505 510 

Trp Asp Gin Gly Arg Cys He Ser He Tyr Ser Ser Glu Arg Ser Val 
515 520 525 

Leu Gin Ser He Asn Pro Ala Glu Pro His Lys Glu Cys Pro Asn Pro 
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530 535 540 



Lys Pro Asp Lys Ala Pro Leu Gin Lys Val Ser Leu Ala Pro Asn Ser 
545 550 555 560 



Arg Tyr Tyr Leu Ser Cys Pro Met Glu Ser Arg His Ala Thr Tyr Ser 
565 570 575 



Trp Arg His Lys Glu Asn Val Glu Gin Ser Cys Glu Pro Gly His Gin 
580 585 590 



Ser Pro Asn Cys lie Leu Phe He Glu Asn Leu Thr Ala Gin Gin Tyr 
595 600 605 



Gly His Tyr Phe Cys Glu Ala Gin Glu Gly Ser Tyr Phe Arg Glu Ala 
610 615 620 



Gin His Trp Gin Leu Leu Pro Glu Asp Gly He Met Ala Glu His Leu 
625 630 635 640 



Leu Gly His Ala Cys Ala Leu Ala Ala Ser Leu Trp Leu Gly Val Leu 
645 650 655 



Pro Thr Leu Thr Leu Gly Leu Leu Val His 
660 665 



<210> 2572 

<211> 162 

<212> PRT 

<213> Homo sapiens 

<400> 2572 

Met Arg Ser Ser Pro Gly Asn Met Glu Arg He Val He Cys Leu Met 
15 10 15 



Val He Phe Leu Gly Thr Leu Val His Lys Ser Ser Ser Gin Gly Gin 
20 25 30 



Asp Arg His Met He Arg Met Arg Gin Leu He Asp He Val Asp Gin 
35 40 45 



Leu Lys Asn Tyr Val Asn Asp Leu Val Pro Glu Phe Leu Pro Ala Pro 
50 55 60 



Glu Asp Val Glu Thr Asn Cys Glu Trp Ser Ala Phe Ser Cys Phe Gin 
65 70 75 80 
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Lys Ala Gin Leu Lys Ser Ala Asn Thr Gly Asn Asn Glu Arg He He 
85 90 95 

Asn Val Ser He Lys Lys Leu Lys Arg Lys Pro Pro Ser Thr Asn Ala 
100 105 110 

Gly Arg Arg Gin Lys His Arg Leu Thr Cys Pro Ser Cys Asp Ser Tvr 
115 120 125 

Glu Lys Lys Pro Pro Lys Glu Phe Leu Glu Arg Phe Lys Ser Leu Leu 
130 135 140 

Gin Lys Met He His Gin His Leu Ser Ser Arg Thr His Gly Ser Glu 
145 I 50 155 i 6 o 

Asp Ser 



<210> 2573 

<211> 1050 

<212> PRT 

<213> Homo sapiens 

<400> 2573 

Met Leu Cys Trp Gly Tyr Trp Ser Leu Gly Gin Pro Gly He Ser Thr 
5 10 15 

Asn Leu Gin Gly He Val Ala Glu Pro Gin Val Cys Gly Phe He Ser 
20 25 30 

Asp Arg Ser Val Lys Glu Val Ala Cys Gly Gly Asn His Ser Val Phe 
35 40 45 

Leu Leu Glu Asp Gly Glu Val Tyr Thr Cys Gly Leu Asn Thr Lys Gly 
50 55 60 

Gin Leu Gly His Glu Arg Glu Gly Asn Lys Pro Glu Gin He Gly Ala 
" 70 75 80 

Leu Ala Asp Gin His He He His Val Ala Cys Gly Glu Ser His Ser 
85 90 95 

Leu Ala Leu Ser Asp Arg Gly Gin Leu Phe Ser Trp Gly Ala Gly Ser 
100 105 110 

Asp Gly Gin Leu Gly Leu Met Thr Thr Glu Asp Ser Val Ala Val Pro 
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115 120 125 

Arg Leu He Gin Lys Leu Asn Gin Gin Thr He Leu Gin val Ser Cys 
. 135 140 

Gly Asn Trp His Cys Leu Ala Leu Ala Ala Asp Gly Gin Phe Phe Thr 



145 150 155 



160 



Trp Gly Lys Asn Ser His Gly Gin Leu Gly Leu Gly Lys Glu Phe Pro 
i65 170 175 

Ser Gin Ala Ser Pro Gin Arg Val Arg Ser Leu Glu Gly lie Pro Leu 
180 185 190 

Ala Gin Val Ala Ala Gly Gly Ala His Ser Phe Ala Leu Ser Leu Ser 
195 200 205 

Gly Ala val Phe Gly Trp Gly Met Asn Asn Ala Gly Gin Leu Gly Leu 
210 215 220 

Ser Asp Glu Lys Asp Arg Glu Ser Pro Cys His Val Lys Leu Leu Arg 
225 230 235 240 

Thr Gin Lys Val Val Tyr lie Ser Cys Gly Glu Glu His Thr Ala Val 
245 250 255 

Leu Thr Lys Ser Gly Gly Val Phe Thr Phe Gly Ala Gly Ser Cys Gly 
260 265 270 

Gin Leu Gly His Asp Ser Met Asn Asp Glu Val Asn Pro Arg Arg Val 
275 280 285 

Leu Glu Leu Met Gly Ser Glu Val Thr Gin He Ala Cys Gly Arg Gin 

295 300 

His Thr Leu Ala Phe Val Pro Ser Ser Gly Leu lie Tyr Ala Phe Gly 

Cys Gly Ala Arg Gly Gin Leu Gly Thr Gly His Thr Cys Asn Val Lys 
325 330 ' 335 

Cys Pro Ser Pro Val Lys Gly Tyr Trp Ala Ala His Ser Gly Gin Leu 
340 345 350 



Ser Ala Arg Ala Asp Arg Phe Lys Tyr His He Val Lys Gin He Phe 

365 



355 360 
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Ser Gly Gly Asp Gin Thr Phe Val Leu Cys Ser Lys Tyr Glu Asn Tyr 
370 375 380 

Ser Pro Ala Val Asp Phe Arg Thr Met Asn Gin Ala His Tyr Thr Ser 
385 390 395 400 

Leu He Asn Asp Glu Thr He Ala Val Trp Arg Gin Lys Leu Ser Glu 
405 410 415 

His Asn Asn Ala Asn Thr He Asn Gly Val Val Gin He Leu Ser Ser 
420 425 430 

Ala Ala Cys Trp Asn Gly Ser Phe Leu Glu Lys Lys He Asp Glu His 
435 440 445 

Phe Lys Thr Ser Pro Lys He Pro Gly He Asp Leu Asn Ser Thr Arg 
45 ° 455 460 

Val Leu Phe Glu Lys Leu Met Asn Ser Gin His Ser Met He Leu Glu 
465 470 475 480 

Gin He Leu Asn Ser Phe Glu Ser Cys Leu He Pro Gin Leu Ser Ser 
485 490 495 

Ser Pro Pro Asp Val Glu Ala Met Arg He Tyr Leu He Leu Pro Glu 
500 505 510 

Phe Pro Leu Leu Gin Asp Ser Lys Tyr Tyr He Thr Leu Thr He Pro 
515 520 525 

Leu Ala Met Ala He Leu Arg Leu Asp Thr Asn Pro Ser Lys Val Leu 
530 535 540 

Asp Asn Trp Trp Ser Gin Val Cys Pro Lys Tyr Phe Met Lys Leu Val 
545 550 555 ~ 560 

Asn Leu Tyr Lys Gly Ala Val Leu Tyr Leu Leu Arg Gly Arg Lys Thr 
565 570 575 

Phe Leu lie Pro Val Leu Phe Asn Asn Tyr lie Thr Ala Ala Leu Lys 
580 585 590 

Leu Leu Glu Lys Leu Tyr Lys Val Asn Leu Lys Val Lys His Val Glu 
595 600 605 
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Tyr Asp Thr Phe Tyr lie Pro Glu lie Ser Asn Leu Val Asp He Gin 
610 615 620 



Glu Asp Tyr Leu Met Trp Phe Leu His Gin Ala Gly Met Lys Ala Arg 
625 630 635 640 



Pro Ser He He Gin Asp Thr Val Thr Leu Cys Ser Tyr Pro Phe He 
645 650 655 



Phe Asp Ala Gin Ala Lys Thr Lys Met Leu Gin Thr Asp Ala Glu Leu 
660 665 670 



Gin Met Gin Val Ala Val Asn Gly Ala Asn Leu Gin Asn Val Phe Met 
675 680 685 



Leu Leu Thr Leu Glu Pro Leu Leu Ala Arg Ser Pro Phe Leu Val Leu 
690 695 700 



His Val Arg Arg Asn Asn Leu Val Gly Asp Ala Leu Arg Glu Leu Ser 
705 710 715 720 



He His Ser Asp He Asp Leu Lys Lys Pro Leu Lys Val He Phe Asp 
725 730 735 



Gly Glu Glu Ala Val Asp Ala Gly Gly Val Thr Lys Glu Phe Phe Leu 
740 745 750 



Leu Leu Leu Lys Glu Leu Leu Asn Pro He Tyr Gly Met Phe Thr Tyr 
755 760 765 



Tyr Gin Asp Ser Asn Leu Leu Trp Phe Ser Asp Thr Cys Phe Val Glu 
770 775 780 



His Asn Trp Phe His Leu He Gly He Thr Cys Gly Leu Ala He Tyr 
785 790 795 800 



Asn Ser Thr Val Val Asp Leu His Phe Pro Leu Ala Leu Tyr Lys Lys 
805 810 815 



Leu Leu Asn Val Lys Pro Gly Leu Glu Asp Leu Lys Glu Leu Ser Pro 
820 825 830 



Thr Glu Gly Arg Ser Leu Gin Glu Leu Leu Asp Tyr Pro Gly Glu Asp 
835 840 845 
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Val Glu Glu Thr Phe Cys Leu Asn Phe Thr lie Cys Arg Glu Ser Tyr 
850 855 860 



Gly Val lie Glu Gin Lys Lys Leu lie Pro Gly Gly Asp Asn Val Thr 
865 870 875 880 



Val Cys Lys Asp Asn Arg Gin Glu Phe Val Asp Ala Tyr Val Asn Tyr 
885 890 895 



Val Phe Gin lie Ser Val His Glu Trp Tyr Thr Ala Phe Ser Ser Gly 
900 905 910 



Phe Leu Lys Val Cys Gly Gly Lys Val Leu Glu Leu Phe Gin Pro Ser 
915 920 925 



Glu Leu Arg Ala Met Met Val Gly Asn Ser Asn Tyr Asn Trp Glu Glu 
930 935 940 



Leu Glu Glu Thr Ala He Tyr Lys Gly Asp Tyr Ser Ala Thr His Pro 
945 950 955 960 



Thr Val Lys Leu Phe Trp Glu Thr Phe His Glu Phe Pro Leu Glu Lys 
965 970 975 



Lys Lys Lys Phe Leu Leu Phe Leu Thr Gly Ser Asp Arg He Pro He 
980 985 990 



Tyr Gly Met Ala Ser Leu Gin He Val He Gin Ser Thr Ala Ser Gly 
995 1000 ' 1005 



Glu Glu Tyr Leu Pro Val Ala His Thr Cys Tyr Asn Leu Leu Asp 
1010 1015 1020 



Leu Pro Lys Tyr Ser Ser Lys Glu He Leu Ser Ala Arg Leu Thr 
1025 1030 1035 



Gin Ala Leu Asp Asn Tyr Glu Gly Phe Ser Leu Ala 
1040 1045 1050 



<210> 2574 

<211> 369 

<212> PRT 

<213> Homo sapiens 

<400> 2574 

Met Arg Ala Cys He Ser Leu Val Leu Ala Val Leu Cys Gly Leu Ala 
15 10 15 
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Trp Ala Glu Asp His Lys Glu Ser Glu Pro Leu Pro Gin Leu Glu Glu 
20 25 30 



Glu Thr Glu Glu Ala Leu Ala Ser Asn Leu Tyr Ser Ala Pro Thr Ser 
35 40 45 



Cys Gin Gly Arg Cys Tyr Glu Ala Phe Asp Lys His His Gin Cys His 
50 55 60 



Cys Asn Ala Arg Cys Gin Glu Phe Gly Asn Cys Cys Lys Asp Phe Glu 
65 70 75 80 



Ser Leu Cys Ser Asp His Glu Val Ser His Ser Ser Asp Ala lie Thr 
85 90 95 



Lys Glu Glu lie Gin Ser lie Ser Glu Lys lie Tyr Arg Ala Asp Thr 
100 105 110 



Asn Lys Ala Gin Lys Glu Asp lie Val Leu Asn Ser Gin Asn Cys lie 
115 120 125 



Ser Pro Ser Glu Thr Arg Asn Gin Val Asp Arg Cys Pro Lys Pro Leu 
130 135 140 



Phe Thr Tyr Val Asn Glu Lys Leu Phe Ser Lys Pro Thr Tyr Ala Ala 
145 150 155 160 



Phe He Asn Leu Leu Asn Asn Tyr Gin Arg Ala Thr Gly His Gly Glu 
165 170 175 



His Phe Ser Ala Gin Glu Leu Ala Glu Gin Asp Ala Phe Leu Arg Glu 
180 185 190 



He Met Lys Thr Ala Val Met Lys Glu Leu Tyr Ser Phe Leu His His 
195 200 205 



Gin Asn Arg Tyr Gly Ser Glu Gin Glu Phe Val Asp Asp Leu Lys Asn 
210 215 220 



Met Trp Phe Gly Leu Tyr Ser Arg Gly Asn Glu Glu Gly Asp Ser Ser 
225 230 235 240 



Gly Phe Glu His Val Phe Ser Gly Glu Val Lys Lys Gly Lys Val Thr 
245 250 255 
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Gly Phe His Asn Trp lie Arg Phe Tyr Leu Glu Glu Lys Glu Gly Leu 
260 265 270 



Val Asp Tyr Tyr Ser His lie Tyr Asp Gly Pro Trp Asp Ser Tyr Pro 
275 280 285 



Asp Val Leu Ala Met Gin Phe Asn Trp Asp Gly Tyr Tyr Lys Glu Val 
290 295 300 



Gly Ser Ala Phe lie Gly Ser Ser Pro Glu Phe Glu Phe Ala Leu Tyr 
305 310 315 320 



Ser Leu Cys Phe lie Ala Arg Pro Gly Lys Val Cys Gin Leu Ser Leu 
325 330 335 



Gly Gly Tyr Pro Leu Ala Val Arg Thr Tyr Thr Trp Asp Lys Ser Thr 
340 345 350 



Tyr Gly Asn Gly Lys Lys Tyr lie Ala Thr Ala Tyr lie Val Ser Ser 
355 360 365 



Thr 



<210> 2575 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 2575 

Met Asp Pro Leu Arg Ala Gin Gin Leu Ala Ala Glu Leu Glu Val Glu 
1 5 10 15 



Met Met Ala Asp Met Tyr Asn Arg Met Thr Ser Ala Cys His Arg Lys 
20 25 30 



Cys Val Pro Pro His Tyr Lys Glu Ala Glu Leu Ser Lys Gly Glu Ser 
35 40 45 



Val Cys Leu Asp Arg Cys Val Ser Lys Tyr Leu Asp lie His Glu Arg 
50 55 60 



Met Gly Lys Lys Leu Thr Glu Leu Ser Met Gin Asp Glu Glu Leu Met 
65 70 75 80 



Lys Arg Val Gin Gin Ser Ser Gly Pro Ala 
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85 90 



<210> 2576 

<211> 426 

<212> PRT 

<213> Homo sapiens 

<400> 2576 

Met Ala Asn Asp Ser Gly Gly Pro Gly Gly Pro Ser Pro Ser Glu Arg 
15 10 15 



Asp Arg Gin Tyr Cys Glu Leu Cys Gly Lys Met Glu Asn Leu Leu Arg 
20 25 30 



Cys Ser Arg Cys Arg Ser Ser Phe Tyr Cys Cys Lys Glu His Gin Arg 
35 40 45 



Gin Asp Trp Lys Lys His Lys Leu Val Cys Gin Gly Ser Glu Gly Ala 
50 55 60 



Leu Gly His Gly Val Gly Pro His Gin His Ser Gly Pro Ala Pro Pro 
65 70 75 80 



Ala Ala Val Pro Pro Pro Arg Ala Gly Ala Arg Glu Pro Arg Lys Ala 
85 90 95 



Ala Ala Arg Arg Asp Asn Ala Ser Gly Asp Ala Ala Lys Gly Lys Val 
100 105 110 



Lys Ala Lys Pro Pro Ala Asp Pro Ala Ala Ala Ala Ser Pro Cys Arg 
115 120 125 



Ala Ala Ala Gly Gly Gin Gly Ser Ala Val Ala Ala Glu Ala Glu Pro 
130 135 140 



Gly Lys Glu Glu Pro Pro Ala Arg Ser Ser Leu Phe Gin Glu Lys Ala 
145 150 155 160 



Asn Leu Tyr Pro Pro Ser Asn Thr Pro Gly Asp Ala Leu Ser Pro Gly 
165 170 175 



Gly Gly Leu Arg Pro Asn Gly Gin Thr Lys Pro Leu Pro Ala Leu Lys 
180 185 190 



Leu Ala Leu Glu Tyr lie Val Pro Cys Met Asn Lys His Gly He Cys 
195 200 205 
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Val Val Asp Asp Phe Leu Gly Lys Glu Thr Gly Gin Gin lie Gly Asp 
210 215 220 



Glu Val Arg Ala Leu His Asp Thr Gly Lys Phe Thr Asp Gly Gin Leu 
225 230 235 240 



Val Ser Gin Lys Ser Asp Ser Ser Lys Asp lie Arg Gly Asp Lys lie 
245 250 255 



Thr Trp He Glu Gly Lys Glu Pro Gly Cys Glu Thr He Gly Leu Leu 
260 265 270 



Met Ser Ser Met Asp Asp Leu He Arg His Cys Asn Gly Lys Leu Gly 
275 280 285 



Ser Tyr Lys He Asn Gly Arg Thr Lys Ala Met Val Ala Cys Tyr Pro 
290 295 300 



Gly Asn Gly Thr Gly Tyr Val Arg His Val Asp Asn Pro Asn Gly Asp 
305 310 315 320 



Gly Arg Cys Val Thr Cys He Tyr Tyr Leu Asn Lys Asp Trp Asp Ala 
325 330 335 



Lys Val Ser Gly Gly He Leu Arg He Phe Pro Glu Gly Lys Ala Gin 
340 345 350 



Phe Ala Asp He Glu Pro Lys Phe Asp Arg Leu Leu Phe Phe Trp Ser 
355 360 365 



Asp Arg Arg Asn Pro His Glu Val Gin Pro Ala Tyr Ala Thr Arg Tyr 
370 375 380 



Ala He Thr Val Trp Tyr Phe Asp Ala Asp Glu Arg Ala Arg Ala Lys 
385 390 395 400 



Val Lys Tyr Leu Thr Gly Glu Lys Gly Val Arg Val Glu Leu Asn Lys 
4 05 410 415 



Pro Ser Asp Ser Val Gly Lys Asp Val Phe 
420 425 



<210> 2577 

<211> 346 

<212> PRT 

<213> Homo sapiens 
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<400> 2577 

Met Glu Ser Val Ser Cys Ser Ala Ala Ala Val Arg Thr Gly Asp Met 
15 10 15 



Glu Ser Gin Arg Asp Leu Ser Leu Val Pro Glu Arg Leu Gin Arg Arg 
20 25 30 



Glu Gin Glu Arg Gin Leu Glu Val Glu Arg Arg Lys Gin Lys Arg Gin 
35 40 45 



Asn Gin Glu Val Glu Lys Glu Asn Ser His Phe Phe Val Ala Thr Phe 
50 55 60 



Ala Arg Glu Arg Ala Ala Val Glu Glu Leu Leu Glu Arg Ala Glu Ser 
65 70 75 80 



Val Glu Arg Leu Glu Glu Ala Ala Ser Arg Leu Gin Gly Leu Gin Lys 
85 90 95 



Leu lie Asn Asp Ser Val Phe Phe Leu Ala Ala Tyr Asp Leu Arg Gin 
100 105 110 



Gly Gin Glu Ala Leu Ala Arg Leu Gin Ala Ala Leu Ala Glu Arg Arg 
115 120 125 



Arg Gly Leu Gin Pro Lys Lys Arg Phe Ala Phe Lys Thr Arg Gly Lys 
130 135 140 



Asp Ala Ala Ser Ser Thr Lys Val Asp Ala Ala Pro Gly He Pro Pro 
145 150 155 160 



Ala Val Glu Ser He Gin Asp Ser Pro Leu Pro Lys Lys Ala Glu Gly 
165 170 175 



Asp Leu Gly Pro Ser Trp Val Cys Gly Phe Ser Asn Leu Glu Ser Gin 
180 185 190 



Val Leu Glu Lys Arg Ala Ser Glu Leu His Gin Arg Asp Val Leu Leu 
195 200 205 



Thr Glu Leu Ser Asn Cys Thr Val Arg Leu Tyr Gly Asn Pro Asn Thr 
210 215 220 



Leu Arg Leu Thr Lys Ala His Ser Cys Lys Leu Leu Cys Gly Pro Val 
225 230 235 240 
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Ser Thr Ser Val Phe Leu Glu Asp Cys Ser Asp Cys Val Leu Ala Val 
245 250 255 

Ala Cys Gin Gin Leu Arg He His Ser Thr Lys Asp Thr Arg He Phe 
260 265 270 

Leu Gin Val Thr Ser Arg Ala He Val Glu Asp Cys Ser Gly He Gin 
275 280 285 



Phe Ala Pro Tyr Thr Trp Ser Tyr Pro Glu He Asp Lys Asp Phe Glu 
290 295 300 



Ser Ser Gly Leu Asp Arg Ser Lys Asn Asn Trp Asn Asp Val Asp Asp 
305 310 315 320 

Phe Asn Trp Leu Ala Arg Asp Met Ala Ser Pro Asn Trp Ser He Leu 
325 330 335 



Pro Glu Glu Glu Arg Asn He Gin Trp Asp 
340 345 



<210> 2578 

<211> 247 

<212> PRT 

<213> Homo sapiens 

<400> 2578 

Met Glu Phe Pro Lys Met Leu Thr Arg Lys He Lys Leu Trp Asp He 
1 5 10 15 

Asn Ala His He Thr Cys Arg Leu Cys Ser Gly Tyr Leu lie Asp Ala 
20 25 30 

Thr Thr Val Thr Glu Cys Leu His Thr Phe Cys Arg Ser Cys Leu Val 
35 40 45 



Lys Tyr Leu Glu Glu Asn Asn Thr Cys Pro Thr Cys Arg He Val He 
50 55 60 

His Gin Ser His Pro Leu Gin Tyr He Gly His Asp Arg Thr Met Gin 
65 70 75 " 80 

Asp He Val Tyr Lys Leu Val Pro Gly Leu Gin Glu Ala Glu Met Arg 
85 90 95 
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Lys Gin Arg Glu Phe Tyr His Lys Leu Gly Met Glu Val Pro Gly Asp 
100 105 110 



lie Lys Gly Glu Thr Cys Ser Ala Lys Gin His Leu Asp Ser His Arg 
115 120 125 



Asn Gly Glu Thr Lys Ala Asp Asp Ser Ser Asn Lys Glu Ala Ala Glu 
130 135 140 



Glu Lys Pro Glu Glu Asp Asn Asp Tyr His Arg Ser Asp Glu Gin Val 
145 150 155 160 



Ser lie Cys Leu Glu Cys Asn Ser Ser Lys Leu Arg Gly Leu Lys Arg 
165 170 175 



Lys Trp lie Arg Cys Ser Ala Gin Ala Thr Val Leu His Leu Lys Lys 
180 185 190 



Phe lie Ala Lys Lys Leu Asn Leu Ser Ser Phe Asn Glu Leu Asp lie 
195 200 205 



Leu Cys Asn Glu Glu lie Leu Gly Lys Asp His Thr Leu Lys Phe Val 
210 215 220 



Val Val Thr Arg Trp Arg Phe Lys Lys Ala Pro Leu Leu Leu His Tyr 
225 - 230. 235 240 



Arg Pro Lys Met Asp Leu Leu 
245 



<210> 2579 

<211> 360 

<212> PRT 

<213> Homo sapiens 

<400> 2579 

Met Ala Ser Ala Thr Ala Pro Ala Ala Ala Val Pro Thr Leu Ala Ser 
15 10 15 



Pro Leu Glu Gin Leu Arg His Leu Ala Glu Glu Leu Arg Leu Leu Leu 
20 25 30 



Pro Arg Val Arg Val Gly Glu Ala Gin Glu Thr Thr Glu Glu Phe Asn 
35 40 45 



Arg Glu Met Phe Trp Arg Arg Leu Asn Glu Ala Ala Val Thr Val Ser 
50 55 60 
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Arg Glu Ala Thr Thr Leu Thr lie Val Phe Ser Gin Leu Pro Leu Pro 
65 70 75 80 



Ser Pro Gin Glu Thr Gin Lys Phe Cys Glu Gin Val His Ala Ala He 
85 90 95 



Lys Ala Phe He Ala Val Tyr Tyr Leu Leu Pro Lys Asp Gin Gly He 
100 105 ^ 110 



Thr Leu Arg Lys Leu Val Arg Gly Ala Thr Leu Asp He Val Asp Gly 
115 120 125 



Met Ala Gin Leu Met Glu Val Leu Ser Val Thr Pro Thr Gin Ser Pro 
130 135 140 



Glu Asn Asn Asp Leu He Ser Tyr Asn Ser Val Trp Val Ala Cys Gin 
145 150 155 160 



Gin Met Pro Gin He Pro Arg Asp Asn Lys Ala Ala Ala Leu Leu Met 
165 170 175 



Leu Thr Lys Asn Val Asp Phe Val Lys Asp Ala His Glu Glu Met Glu 
180 185 190 



Gin Ala Val Glu Glu Cys Asp Pro Tyr Ser Gly Leu Leu Asn Asp Thr 
195 200 205 



Glu Glu Asn Asn Ser Asp Asn His Asn His Glu Asp Asp Val Leu Gly 
210 215 220 



Phe Pro Ser Asn Gin Asp Leu Tyr Trp Ser Glu Asp Asp Gin Glu Leu 
225 230 235 240 



He He Pro Cys Leu Ala Leu Val Arg Ala Ser Lys Ala Cys Leu Lys 
245 250 255 



Lys He Arg Met Leu Val Ala Glu Asn Gly Lys Lys Asp Gin Val Ala 
260 265 270 



Gin Met Ala Asp He Val Asp He Ser Asp Glu He Ser Pro Ser Val 
275 280 285 



Asp Asp Leu Ala Leu Ser He Tyr Pro Pro Met Cys His Leu Thr Val 
290 295 300 
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Arg lie Asn Ser Ala Lys Leu Val Ser Val Leu Lys Lys Ala Leu Glu 
305 310 315 320 



lie Thr Lys Ala Ser His Val Thr Pro Gin Pro Glu Asp Ser Trp lie 
325 330 335 



Pro Leu Leu lie Asn Ala lie Asp His Cys Met Asn Arg lie Lys Glu 
340 345 350 



Leu Thr Gin Ser Glu Leu Glu Leu 

360 





355 
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2580 



Met Ala Glu Asn Leu Lys Gly Cys Ser Val Cys Cys Lys Ser Ser Trp 
15 10 15 



Asn Gin Leu Gin Asp Leu Cys Arg Leu Ala Lys Leu Ser Cys Pro Ala 
20 25 30 



Leu Gly lie Ser Lys Arg Asn Leu Tyr Asp Phe Glu Val Glu Tyr Leu 
35 40 45 



Cys Asp Tyr Lys Lys He Arg Glu Gin Glu Tyr Tyr Leu Val Lys Trp 
50 55 60 



Arg Gly Tyr Pro Asp Ser Glu Ser Thr Trp Glu Pro Arg Gin Asn Leu 
65 70 75 80 



Lys Cys Val Arg He Leu Lys Gin Phe His Lys Asp Leu Glu Arg Glu 
85 90 95 



Leu Leu Arg Arg His His Arg Ser Lys Thr Pro Arg His Leu Asp Pro 
100 105 110 



Ser Leu Ala Asn Tyr Leu Val Gin Lys Ala Lys Gin Arg Arg Ala Leu 
115 120 125 



Arg Arg Trp Glu Gin Glu Leu Asn Ala Lys Arg Ser His Leu Gly Arg 
130 135 140 



He Thr Val Glu Asn Glu Val Asp Leu Asp Gly Pro Pro Arg Ala Phe 
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145 150 155 160 



Val Tyr lie Asn Glu Tyr Arg Val Gly Glu Gly He Thr Leu Asn Gin 
165 170 ' 175 



Val Ala Val Gly Cys Glu Cys Gin Asp Cys Leu Trp Ala Pro Thr Gly 
180 185 190 



Gly Cys Cys Pro Gly Ala Ser Leu His Lys Phe Ala Tyr Asn Asp Gin 
195 200 205 



Gly Gin Val Arg Leu Arg Ala Gly Leu Pro He Tyr Glu Cys Asn Ser 
210 215 220 



Arg Cys Arg Cys Gly Tyr Asp Cys Pro Asn Arg Val Val Gin Lys Gly 
225 230 235 240 



He Arg Tyr Asp Leu Cys He Phe Arg Thr Asp Asp Gly Arg Gly Trp 
245 250 255 



Gly Val Arg Thr Leu Glu Lys He Arg Lys Asn Ser Phe Val Met Glu 
260 265 270 



Tyr Val Gly Glu He He Thr Ser Glu Glu Ala Glu Arg Arg Gly Gin 
275 280 285 



He Tyr Asp Arg Gin Gly Ala Thr Tyr Leu Phe Asp Leu Asp Tyr Val 
290 295 300 



Glu Asp Val Tyr Thr Val Asp Ala Ala Tyr Tyr Gly Asn He Ser His 
305 310 315 320 



Phe Val Asn His Ser Cys Asp Pro Asn Leu Gin Val Tyr Asn Val Phe 
325 330 335 



He Asp Asn Leu Asp Glu Arg Leu Pro Arg He Ala Phe Phe Ala Thr 
340 345 350 



Arg Thr He Arg Ala Gly Glu Glu Leu Thr Phe Asp Tyr Asn Met Gin 
355 360 365 



Val Asp Pro Val Asp Met Glu Ser Thr Arg Met Asp Ser Asn Phe Gly 
370 375 380 



Leu Ala Gly Leu Pro Gly Ser Pro Lys Lys Arg Val Arg He Glu Cys 
385 390 395 400 
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Lys Cys Gly Thr Glu Ser Cys Arg Lys Tyr Leu Phe 
405 410 
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Met Val Tyr Glu Arg Ala Gly Glu Ala Val Pro Pro Arg Gly Leu Arg 
1 5 10 15 



Glu Lys Phe Pro Arg Ala Leu Phe Gly Trp Ala Gly Glu Arg Pro Ser 
20 25 30 



Ala Leu Cys Ala Ser Asn Pro Pro Gin Leu Ser Cys Ser Gly Arg Gly 
35 40 45 



Ala Arg Tyr Phe Arg Leu Gly Glu Val Leu Gly Thr Asp Val Gly Ser 
50 55 60 



Ser Val Gly Asp Phe Ser Gly Phe Trp Pro Phe Gin Thr Leu Val lie 
65 70 75 80 



Val Phe Ser Val Gin Ser Ser Phe Gly Val Trp Gly Phe Pro Ser Ser 
85 90 95 



Cys Ala Arg His Arg Glu Ala Trp Pro Glu Gly Pro Val Ser 
100 105 110 
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Met Pro Asn Ser Glu Pro Ala Ser Leu Leu Glu Leu Phe Asn Ser lie 
15 10 15 



Ala Thr Gin Gly Glu Leu Val Arg Ser Leu Lys Ala Gly Asn Ala Ser 
20 25 30 



Lys Asp Glu lie Asp Ser Ala Val Lys Met Leu Val Ser Leu Lys Met 
35 40 45 



Ser Tyr Lys Ala Ala Ala Gly Glu Asp Tyr Lys Ala Asp Cys Pro Pro 
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50 55 60 



Gly Asn Pro Ala Pro Thr Ser Asn His Gly Pro Asp Ala Thr Glu Ala 
65 70 75 80 



Glu Glu Asp Phe Val Asp Pro Trp Thr Val Gin Thr Ser Ser Ala Lys 
85 90 95 



Gly lie Asp Tyr Asp Lys Leu lie Val Arg Phe Gly Ser Ser Lys lie 
100 105 110 



Asp Lys Glu Leu lie Asn Arg lie Glu Arg Ala Thr Gly Gin Arg Pro 
115 120 125 



His His Phe Leu Arg Arg Gly lie Phe Phe Ser His Arg Asp Met Asn 
130 135 140 



Gin Val Leu Asp Ala Tyr Glu Asn Lys Lys Pro Phe Tyr Leu Tyr Thr 
145 150 155 160 



Gly Arg Gly Pro Ser Ser Glu Ala Met His Val Gly His Leu lie Pro 
165 170 175 



Phe lie Phe Thr Lys Trp Leu Gin Asp Val Phe Asn Val Pro Leu Val 
180 185 190 



lie Gin Met Thr Asp Asp Glu Lys Tyr Leu Trp Lys Asp Leu Thr Leu 
195 200 205 



Asp Gin Ala Tyr Gly Asp Ala Val Glu Asn Ala Lys Asp lie lie Ala 
210 215 220 



Cys Gly Phe Asp lie Asn Lys Thr Phe lie Phe Ser Asp Leu Asp Tyr 
225 230 235 240 



Met Gly Met Ser Ser Gly Phe Tyr Lys Asn Val Val Lys lie Gin Lys 
245 250 255 



His Val Thr Phe Asn Gin Val Lys Gly lie Phe Gly Phe Thr Asp Ser 
260 265 270 



Asp Cys lie Gly Lys lie Ser Phe Pro Ala lie Gin Ala Ala Pro Ser 
275 280 285 



Phe Ser Asn Ser Phe Pro Gin lie Phe Arg Asp Arg Thr Asp lie Gin 
290 295 300 
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Cys Leu lie Pro Cys Ala lie Asp Gin Asp Pro Tyr Phe Arg Met Thr 
305 310 315 320 



Arg Asp Val Ala Pro Arg lie Gly Tyr Pro Lys Pro Ala Leu Leu His 
325 330 335 



Ser Thr Phe Phe Pro Ala Leu Gin Gly Ala Gin Thr Lys Met Ser Ala 
340 345 350 



Ser Asp Pro Asn Ser Ser lie Phe Leu Thr Asp Thr Ala Lys Gin He 
355 360 365 



Lys Thr Lys Val Asn Lys His Ala Phe Ser Gly Gly Arg Asp Thr He 
370 375 380 



Glu Glu His Arg Gin Phe Gly Gly Asn Cys Asp Val Asp Val Ser Phe 
385 390 395 400 



Met Tyr Leu Thr Phe Phe Leu Glu Asp Asp Asp Lys Leu Glu Gin He 
405 410 415 



Arg Lys Asp Tyr Thr Ser Gly Ala Met Leu Thr Gly Glu Leu Lys Lys 
420 425 430 



Ala Leu He Glu Val Leu Gin Pro Leu He Ala Glu His Gin Ala Arg 
435 440 445 



Arg Lys Glu Val Thr Asp Glu He Val Lys Glu Phe Met Thr Pro Arg 
450 455 460 



Lys Leu Ser Phe Asp Phe Gin 
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Met Gly Ser Leu Ser Thr Ala Asn Val Glu Phe Cys Leu Asp Val Phe 
15 10 15 



Lys Glu Leu Asn Ser Asn Asn He Gly Asp Asn He Phe Phe Ser Ser 
20 25 30 
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Leu Ser Leu Leu Tyr Ala Leu Ser Met Val Leu Leu Gly Ala Arg Gly 
35 4 0 45 



Glu Thr Ala Glu Gin Leu Glu Lys Val Leu His Phe Ser His Thr Val 
50 55 60 



Asp Ser Leu Lys Pro Gly Phe Lys Asp Ser Pro Lys Cys Ser Gin Ala 
65 70 75 80 

Gly Arg He His Ser Glu Phe Gly Val Glu Phe Ser Gin He Asn Gin 
85 90 95 

Pro Asp Ser Asn Cys Thr Leu Ser lie Ala Asn Arg Leu Tyr Gly Thr 
100 105 110 

Lys Thr Met Ala Phe His Gin Gin Tyr Leu Ser Cys Ser Glu Lys Trp 
115 120 125 



Tyr Gin Ala Arg Leu Gin Thr Val Asp Phe Glu Gin Ser Thr Glu Glu 
130 135 140 



Thr Arg Lys Met He Asn Ala Trp Val Glu Asn Lys Thr Asn Gly Lys 
145 150 155 160 

Val Ala Asn Leu Phe Gly Lys Ser Thr He Asp Pro Ser Ser Val Met 
165 170 175 

Val Leu Val Asn Thr He Tyr Phe Lys Gly Gin Arg Gin Asn Lys Phe 
180 185 190 

Gin Val Arg Glu Thr Val Lys Ser Pro Phe Gin Leu Ser Glu Gly Lys 
195 200 205 

Asn Val Thr Val Glu Met Met Tyr Gin He Gly Thr Phe Lys Leu Ala 
210 215 220 

Phe Val Lys Glu Pro Gin Met Gin Val Leu Glu Leu Pro Tyr Val Asn 
225 230 235 240 

Asn Lys Leu Ser Met He He Leu Leu Pro Val Gly He Ala Asn Leu 
245 250 255 

Lys Gin lie Glu Lys Gin Leu Asn Ser Gly Thr Phe His Glu Trp Thr 
260 265 270 

Ser Ser Ser Asn Met Met Glu Arg Glu Val Glu Val His Leu Pro Arg 
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275 280 285 



Phe Lys Leu Glu lie Lys Tyr Glu Leu Asn Ser Leu Leu Lys Pro Leu 
290 295 300 



Gly Val Thr Asp Leu Phe Asn Gin Val Lys Ala Asp Leu Ser Gly Met 
305 310 315 320 



Ser Pro Thr Lys Gly Leu Tyr Leu Ser Lys Ala lie His Lys Ser Tyr 
325 330 335 



Leu Asp Val Ser Glu Glu Gly Thr Glu Ala Ala Ala Ala Thr Gly Asp 
340 345 350 



Ser He Ala Val Lys Ser Leu Pro Met Arg Ala Gin Phe Lys Ala Asn 
355 360 365 



His Pro Phe Leu Phe Phe He Arg His Thr His Thr Asn Thr He Leu 
370 375 380 



Phe Cys Gly Lys Leu Ala Ser Pro 
385 390 
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Met Pro Leu Ser Ser Pro Asn Ala Ala Ala Thr Ala Ser Asp Met Asp 
15 10 15 



Lys Asn Ser Gly Ser Asn Ser Ser Ser Ala Ser Ser Gly Ser Ser Lys 
20 25 30 



Gly Gin Gin Pro Pro Arg Ser Ala Ser Ala Gly Pro Ala Gly Glu Ser 
35 40 45 



Lys Pro Lys Ser Asp Gly Lys Asn Ser Ser Gly Ser Lys Arg Tyr Asn 
50 55 60 



Arg Lys Arg Glu Leu Ser Tyr Pro Lys Asn Glu Ser Phe Asn Asn Gin 
65 70 75 80 



Ser Arg Arg Ser Ser Ser Gin Lys Ser Lys Thr Phe Asn Lys Met Pro 
85 90 95 
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